
 

 

 

 

 
 
January 31, 2024 
 
Case No. FL-2022-00076 
 

 
Mr. Sainath Suryanarayanan, PhD 
U.S. Right to Know 
4096 Piedmont Ave. #963 
Oakland, CA 94611 
 
Dear Mr. Suryanarayanan: 
 
As we noted in our letter dated December 29, 2023, we are processing your 
request for material under the Freedom of Information Act (“FOIA”), 5 U.S.C. 
§ 552.  The Department of State (“Department”) has identified an additional 
44 responsive records subject to the FOIA.  Upon review, we have 
determined that 32 records may be released in part and 12 records must be 
withheld in their entirety. 
 
An enclosure explains the FOIA exemptions and other grounds for 
withholding material.  Where we have made redactions, the applicable FOIA 
exemptions are marked on each record.  The records that were withheld in 
full are exempt from release pursuant to FOIA Exemptions 5 and 6, 5 U.S.C. 
§§ 552(b)(5) and (b)(6).  A list of the document identification numbers for 
the records withheld in full is attached to this letter.  Where applicable, the 
Department has considered the foreseeable harm standard when reviewing 
these records and applying FOIA exemptions.  All non-exempt material that 
is reasonably segregable from the exempt material has been released and is 
enclosed. 



2 

We will keep you informed as your case progresses.  If you have any 
questions, your attorney may contact Savith Iyengar, Assistant U.S. 
Attorney, at savith.iyengar@usdoj.gov.  Please refer to the case number, FL-
2022-00076, and the civil action number, 22-cv-04359, in all correspondence 
about this case. 

Sincerely, 

Diamonece Hickson 
Chief, Litigation and Appeals Branch 
Office of Information Programs and Services 

Enclosures:  As stated. 

 

mailto:savith.iyengar@usdoj.gov
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Denied in Full Document IDs:
A-00000567039 
A-00000572429 
A-00000572448 
A-00000572452 
A-00000572465 
A-00000572480 
A-00000572621 
A-00000572644 
A-00000572645 
A-00000572653 
A-00000572658 
A-00000572724



The Freedom of Information Act (5 USC 552) 
 

FOIA Exemptions 
 
(b)(1) Information specifically authorized by an executive order to be kept secret in the interest of 

national defense or foreign policy.  Executive Order 13526 includes the following 
classification categories: 

  
   1.4(a)  Military plans, systems, or operations 
   1.4(b)  Foreign government information 
   1.4(c)  Intelligence activities, sources or methods, or cryptology 
   1.4(d)  Foreign relations or foreign activities of the US, including confidential sources 
   1.4(e)  Scientific, technological, or economic matters relating to national security,  

              including defense against transnational terrorism 
  1.4(f)  U.S. Government  programs for safeguarding nuclear materials or facilities 

   1.4(g)  Vulnerabilities or capabilities of systems, installations, infrastructures, projects, 
               plans, or protection services relating to US national security, including defense 
               against transnational terrorism 

   1.4(h)  Weapons of mass destruction 
  
(b)(2) Related solely to the internal personnel rules and practices of an agency 
  
(b)(3) Specifically exempted from disclosure by statute (other than 5 USC 552), for example: 

 
 ARMSEXP                     Arms Export Control Act, 50a USC 2411(c) 

CIA PERS/ORG             Central Intelligence Agency Act of 1949, 50 USC 403(g) 
EXPORT CONTROL    Export Administration Act of 1979, 50 USC App. Sec. 2411(c) 
FS ACT                           Foreign Service Act of 1980, 22 USC 4004 
INA Immigration and Nationality Act, 8 USC 1202(f), Sec. 222(f) 
IRAN   Iran Claims Settlement Act, Public Law 99-99, Sec. 505 

 

   
(b)(4) Trade secrets and confidential commercial or financial information 
  
(b)(5) Interagency or intra-agency communications forming part of the deliberative process, 

attorney-client privilege, or attorney work product 
  
(b)(6) Personal privacy information  
  
(b)(7) Law enforcement information whose disclosure would: 
   (A)  interfere with enforcement proceedings 
   (B)  deprive a person of a fair trial 
   (C)  constitute an unwarranted invasion of personal privacy 
   (D)  disclose confidential sources 
   (E)  disclose investigation techniques 
   (F)  endanger life or physical safety of an individual 

 
(b)(8) Prepared by or for a government agency regulating or supervising financial institutions 
 
(b)(9) 

 
Geological and geophysical information and data, including maps, concerning wells 

 
Other Grounds for Withholding 

 
NR Material not responsive to a FOIA request excised with the agreement of the requester  
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From: "Park, Christopher J (T)" I (b)(6) l@state.gov> 

1---------'-.u..u..L.1.J.. ___ _...."'""""-f'·90V>; 
-------'---'-'---'---..---.,_state.gov>; 
......._ __ ..,..,......-:-'::",-_.__ _ __,___.r state.gov>,· To:, 

(b )(6) state.gov>; 

[1/31/2024] Page 1 

Pandem ic-Response-OES < Pandem ic-Response-OES@state.gov >; 
Park, Christopher J I (b)(6) bistate.gov> 

Subject: Re: Wuhan Institute of Virology 

Date: Mon, 27 Apr 2020 18:37:05 +0000 

(b )(5) 

From: I ( b )( 6) !@state.gov> 
Sent: Monday, April 27, 2020 2:35 PM 
To: Park, Christopher J (T) I (b)(6) ~state.gov>;! (b)(6) e)state.gov>; I ~b)(6) I I ( b )( 6) ~ state .go._v....:.> ;-.=I ====::::::::!:=---r h-,-r R.....:,:::.._---=.!:::::::;--:@::-s-t-at~e-.g-o_,_v=-> ;""':P-:""a"-n--:-de-m---=-ic--:-R:-e_s__,pon se-0 ES <Pan em ic-

Respo n se-0 ES@state.gov>; Park, Christopher JI ( b) ( 6) ~state. gov> 
Subject: Re: Wuhan Institute of Virology 

(b )(5) 

From: Park, Christopher J (T) I (h)(n) lilstate.gov> 
Sent: Monday, April 27, 2020 2:32 PM 
Tol (h Hfn @state.gov>I (b )(6) B)state.gov>;I (b )(6) 
I ( b )( 6) @state.gov>; Pandemic-Res po n se-0 ES <Pandemic-Res po nse-0 ES@state.gov>; Park, 
Christopher J I ( b )( 6) l@state.gov> 
Subject: Re: Wuhan Institute of Virology 

(b )(5) 

tram: I (h )(fn E!)state.gov> 
Sent: Monday, April 27, 2020 2:26 PM 
To: I (b )(6) @state.gov>;! (h HR) 

<Pa ndem ic-Respo n se-0 E S@state.gov>; Park, Christopher J j 
Cc: Park, Christopher J (T) I (b)(6) ~state.gov> 
Subject: Re: Wuhan Institute of Virology 

e> state. gov>; Pan demi c-Respo nse-0 ES 
(b )(6) ~state.gov> 

(SBU). According to para 5 of 18 Wuhan 38, which I believe the Washington Post is suing the 
Department to get expedited access to through FOIA, "(Wuhan) Institute (of Virology) officials 
said that France provided the lab's design and much of its technology, but that it is entirely 
China-funded and has been completely China-run since a 'handover' ceremony in 2016." 

The next para says that experts with the University of Texas Medical Branch in Galveston have 
trained Wuhan lab technicians in lab management and maintenance, and that scientists from 
the Galveston lab would be invited to do research at WIV. 
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I (b)(6) I 
From:I (b)(6) @state.gov> 
Sent: Monday, April 27, 2020 1:58 PM 
Tol (b)(6) l@state.gov>; Pandemic-Response-OES <Pandemic-Response-
OES@state.gov>; Park, Christopher JI (b)(6) ~state.gov>;! (b)(6) I 
I (b)(6) ~state.gov> 
Subject: Re: Wuhan Institute of Virology 

+ Chris Park and I (b)(6) ~s they may have relevant knowledge 
From: I ( b )( 6) ~state.gov> 
Sent: Monday, April 27, 2020 1:55 PM 
To: Pan demi c-Respon se-O ES <Pandemic-Res po n se-O ES@state.gov> 
Subject: Fw: Wuhan Institute of Virology 

(b )(5) 

Please see below. 

Sent from my Black Berry 10 smartphone. 

From:I (b)(6) @state.gov> 
Sent: Monda A ril 27, 2020 1:25 PM 
To: (b)(6) EAP-CM-ECON-DL; OES-PA-DG 
Cc: - ress 
Subject: Fw: Wuhan Institute of Virology 

See below -,__I ____________ (b_)(_5_) __________ ___. 
Best, 

I (b )(6) 
EAP Press 

I (b)(6) Im) 
From:I (b)(6) ~state.gov> 
Sent: Monday, April 27, 2020 1:17 PM 
To: EAP-Press <EAP-Press@state.gov> 
Cc: F-Press <F-Press@state.gov> 
Subject: Fw: Wuhan Institute of Virology 

EAP, 

I (b)(6) I 
From: Joseph Harriss I (b)(6) 
Sent: Monday, April 27, 2020 11:42 AM 
To: PA Press Duty <PAPressDuty@state.gov> 
Subject: Wuhan Institute of Virology 

To State Department Press Service: 

(b)(5) 

As the Paris correspondent of The American Spectator, published in Washington, I am researching an article on the 
Wuhan Institute of Virology. According to Wikipedia, the establishment of the laboratory was funded partially by 
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the U.S. government. Can you please confirm that? And if so, can you please give me the amount of funding 
involved? 
Thank you for any assistance you can provide in this matter. 
Sincerely, 
Joseph Harriss, Paris 

Books--http://b. Ii n k/harri ss 71 
Spectator--h ttps ://spectator .o rg/ author/ iosep ha ha rriss/ 

Sender: "Park, Christopher J (T)" I (b)(6) ~state.gov> 

Recipient: 

I (h Hfn @state.gov>; 
. (b )(6) @state.gov>; 
[ (b)(6) l@state.gov>; 
I (b)(6) ~state.gov>; 
Pandem ic-Response-OES < Pandem ic-Response-OES@state.gov >; 
Park, Christopher J i (b)(6) !@state.gov> 
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From: "Park, Christopher J (T)"I (b)(6) ~state.gov> 

ISN-BPS-DL < ISN-BPS-DL@ST ATE.GOV>; 
____ .,__ ...... ..._ ___ @state.gov>; 

To: state.gov>; 
,__ ___ __,_.LLJ.L..u...i. ____ ....LFstate.gov>; 

(b)(6) state.gov> 

Subject: PN: New York Mag: The Lab Leak Hypothesis 

Date: Wed, 6 Jan 202115:57:35 +0000 

I'd welcome any thoughts or insights on the attached. 

From: Stilwell, David ~ (b)(6) ~state.gov> 
Sent: Tuesday, January 5, 2021 8:31 PM 
To: Park, Christopher J (Tl I (b)(6) ~state.gov> 
Cc: Feith, Davidl (b)(6) @state.gov>;Ford, Christopher Al {b){6) l@state.gov> 
Subject: RE: New York Mag: The Lab Leak Hypothesis 

[1/31/2024] Page 4 

Having spent a lifetime in the world of USAF heavy equipment operators I'm used to posers, loud
mouths, and ego's. But I always imagined the laboratories and classrooms of the scientific world to be 
filled with kind, gentle, introverted, objective people who avoided drama and sought the truth. Then I 
read the attached. 

One day we'll figure out what happened in Wuhan a year ago and the debate will end. Until then, I 
don't get why suggesting the best place to start looking is the WIV-an organization that bragged about 
studying Horseshoe Bats and coronaviruses for years-is radioactive. Beijing has exploited our 
inexplicable squeamishness for over a year now. 

Alina Chan offers some useful insights on the sensitivities in an article from Sep '20. 
Best 
Dave 
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From: Park, Christopher J (T) j lbV6) @state.gov> 
Sent: Tuesday, January 5, 2021 9:33 AM 

"UNCLASSIFIED" 

To: Feith, David ~(h)(fi) @state.gov>; Ford, Christopher Al (b)(6) ~ state.gov> 
Cc: Stilwell, David R ~ th\ti::\ l@state.gov> 
Subject: RE: New York Mag: The Lab Leak Hypothesis 

[1/31/2024] Page 5 

It's a good read, though Angela Rasmussen (Georgetown virologist) shredded it rather savagely 
yesterday and thinks he misunderstands a lot of the science he's trying to describe. 

At the end of the day, there's no question but that it's possible all of this was the result of a lab 
accident. The challenge after that is to assess the relative probability of such an event as opposed to 
natural emergence, factoring in the available evidence, and to figure out whether it's actually possible to 
know for certain - pinning down outbreak origins is historically a pretty iffy business. 

From: Feith, David I lbV6) @state.gov> 
Sent: Monday, January 4, 2021 2:22 PM 
To: Ford, Christopher A (h){6) @state.gov>; Park, Christopher J {T) 1 (b)(6) @state.gov> 

Cc: Stilwell, David R j (b)(6) l@state.gov> 
Subject: FW: New York Mag: The Lab Leak Hypothesis 
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From: Feith, David~ (b)(6)@state.gov> 

Sent: Monday, January 4, 2021 2:20 PM 

"U NC LASS I Fl ED" [1/31/2024] Page 6 

To: EAP-FO-Principals-DL <EAP-FO-Principals-DL@state.gov>; DL NSC Asia I (b)(6) 

<I (h)(fn l;I lh)f6) !Ruggiero, Anthony J. EOP/NSC 

<_ (b)(6) 
Subject: New York Mag: The Lab Leak Hypothesis 

This looks awfully interesting. The story the New Yorker wouldn't tell. .. 

h ttps :// ny mag. co m/i nte 11 ig en ce r /article/ co ro n av i rus-1 a b-esca pe-t h ea ry. ht m I 

Tlte0tab-Leak Hvnothesis 

The Lab Leak Hypothesis 

For decades, scientists have been 
hot-wiring viruses in hopes of 
preventing a pandemic, not 
causing one. But what if ... ? 
By Nicholson Baker 

I. 

Flask Monsters 
What happened was fairly simple, I've come to believe. It was an accident. 
A virus spent some time in a laboratory, and eventually it got out. SARS-CoV-
2, the virus that causes COVID-19, began its existence inside a bat, then it 
learned how to infect people in a claustrophobic mine shaft, and then it was 
made more infectious in one or more laboratories, perhaps as part of a 
scientist's well-intentioned but risky effort to create a broad-spectrum vaccine. 
SARS-2 was not designed as a biological weapon. But it was, I think, 
designed. Many thoughtful people dismiss this notion, and they may be right. 
They sincerely believe that the coronavirus arose naturally, "zoonotically," 
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from animals, without having been previously studied, or hybridized, or 
sluiced through cell cultures, or otherwise worked on by trained professionals. 
They hold that a bat, carrying a coronavirus, infected some other creature, 
perhaps a pangolin, and that the pangolin may have already been sick with a 
different coronavirus disease, and out of the. conjunction and comn1ingling of 
those two diseases within the. pangolin, a new disease, highly infectious to 
hun1ans, evolved. Or they hypothesize that two coronaviruses recombined in a 
bat, and this new virus spread to other bats, and then the bats infected a 
person directly - in a rural setting, perhaps - and that this person caused a 
sin1mering undetected outbreak of respiratory disease, which over a period of 
months or years evolved to becon1e virulent and highly transmissible but was 
not noticed until it appeared in Wuhan. 

There is no direct evidence for these zoonotic possibilities, just as there is no 
direct evidence for an experin1ental mishap - no written confession, no 
incrin1inating notebook, no official accident report. Certainty craves detail, 
and detail requires an investigation. It has been a full year, 80 million people 
have been infected, and, surprisingly, no public investigation has taken place. 
We still know very little about the origins of this disease. 

Nevertheless, I think it's worth offering some historical context for our 
yearlong medical nightmare. We need to hear from the people who for years 
have contended that certain types of virus experin1entation might lead to a 
disastrous pandemic like this one. And we need to stop hunting for new exotic 
diseases in the wild, shipping them back to laboratories, and hot-wiring their 
genomes to prove how dangerous to hun1an life they might become. 

Over the past few decades, scientists have developed ingenious n1ethods of 
evolutionary acceleration and recombination, and they've learned how to trick 
viruses, coronaviruses in particular, those spiky hairballs of protein we now 
know so well, into moving quickly from one species of anin1al to another or 
from one type of cell culture to another. They've made machines that n1ix and 
mingle the viral code for bat diseases with the code for human diseases -
diseases like SARS, severe acute respiratory syndrome, for example, which 
arose in China in 2003, and MERS, Middle East respiratory syndrome, which 
broke out a decade later and has to do with bats and camels. Some of the 
experiments - "gain of function" experiments - aimed to create new, more 
virulent, or more infectious strains of diseases in an effort to predict and 
therefore defend against threats that might conceivably arise in nature. The 
term gain of function is itself a euphemism; the Obama White House more 
accurately described this work as "experiments that may be reasonably 
anticipated to confer attributes to influenza, MERS, or SARS viruses such that 
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the virus would have enhanced pathogenicity and/or transmissibility in 
mammals via the respiratory route." The virologists who carried out these 
experiments have accomplished amazing feats of genetic transmutation, no 
question, and there have been very few publicized accidents over the years. 
But there have been some. 

And we were warned, repeatedly. The intentional creation of new microbes 
that combine virulence with heightened transmissibility "poses extraordinary 
risks to the public," wrote infectious-disease experts Marc Lipsitch and 
Thomas Inglesby in 2014. "A rigorous and transparent risk-assessment 
process for this work has not yet been established." That's still true today. In 
2012, in Bulletin of the Atomic Scientists, Lynn Klotz warned that there was an 
Bo percent chance, given how many laboratories were then handling virulent 
viro-varietals, that a leak of a potential pandemic pathogen would occur 
sometime in the next 12 years. 

A lab accident - a dropped flask, a needle prick, a mouse bite, an illegibly 
labeled bottle - is apolitical. Proposing that something unfortunate happened 
during a scientific experiment in Wuhan - where COVID-19 was first 
diagnosed and where there are three high-security virology labs, one of which 
held in its freezers the most comprehensive inventory of sampled bat viruses 
in the world - isn't a conspiracy theory. It's just a theory. It merits attention, I 
believe, alongside other reasoned attempts to explain the source of our current 
catastrophe. 

II. 

"A Reasonable Chance" 

From early 2020, the world was brooding over the origins of COVID-19. 
People were reading research papers, talking about what kinds of live animals 
were or were not sold at the Wuhan seafood market - wondering where the 
new virus had come from. 

Meanwhile, things got strange all over the world. The Chinese government 
shut down transportation and built hospitals at high speed. There were video 
clips of people who'd suddenly dropped unconscious in the street. A doctor on 
YouTube told us how we were supposed to scrub down our produce when we 
got back from the supermarket. A scientist named Shi Zhengli of the Wuhan 
Institute of Virology published a paper saying that the novel coronavirus was 
96 percent identical to a bat virus, RaTG13, found in Yunnan province in 



FL-2022-00076 A-00000567094 "UNCLASSIFIED" (1/31/2024] Page 9 

southern China. On March 13, I wrote in my journal that there seemed to be 
something oddly artificial about the disease: "It's too airborne - too catching 
- it's something that has been selected for infectivity. That's what I suspect. 
No way to know so no reason to waste time thinking about it." 

This was just a note to self - at the time, I hadn't interviewed scientists about 
SARS-2 or read their research papers. But I did know something about 
pathogens and laboratory accidents; I published a book last year, Baseless, 
that talks about some of them. The book is named after a Pentagon program, 
Project Baseless, whose goal, as of 1951, was to achieve "an Air Force-wide 
combat capability in biological and chen1ical warfare at the earliest possible 
date." 

A vast treasure was spent by the U.S. on the amplification and aerial delivery 
of diseases - some well known, others obscure and stealthy. America's 
biological-weapons program in the 'sos had Al-priority status, as high as 
nuclear weapons. In preparation for a total war with a nun1erically superior 
comn1unist foe, scientists bred germs to be resistant to antibiotics and other 
drug therapies, and they infected lab animals with then1, using a technique 
called "serial passaging," in order to make the germs more virulent and more 
catching. 

And along the way, there were laboratory accidents. By 1960, hundreds of 
American scientists and technicians had been hospitalized, victin1s of the 
diseases they were trying to weaponize. Charles Arn1strong, of the National 
Institutes of Health, one of the consulting founders of the American germ
warfare progran1, investigated Q fever three times, and all three times, 
scientists and staffers got sick. In the anthrax pilot plant at Camp Detrick, 
Maryland, in 1951, a microbiologist, atten1pting to perfect the "foan1ing 
process" of high-volume production, developed a fever and died. In 1964, 
veterinary worker Albert Nickel fell ill after being bitten by a lab animal. 
His wife wasn't told that he had Machupo virus, or Bolivian hemorrhagic 
fever. "I watched hin1 die through a little window to his quarantine room at the 
Detrick infirmary," she said. 

In 1977, a worldwide epiden1ic of influenza A began in Russia and China; it 
was eventually traced to a sample of an American strain of flu preserved in a 
laboratory freezer since 1950. In 1978, a hybrid strain of sn1allpox killed a 
medical photographer at a lab in Birn1ingham, England; in 2007, live foot
and-mouth disease leaked fron1 a faulty drainpipe at the Institute for Anin1al 
Health in Surrey. In the U.S., "more than 1,100 laboratory incidents involving 
bacteria, viruses and toxins that pose significant or bioterror risks to people 
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and agriculture were reported to federal regulators during 2008 through 
2012," reported USA Today in an expose published in 2014. 
In 2015, the Department of Defense discovered that workers at a germ-warfare 
testing center in Utah had mistakenly sent close to 200 shipments of live 
anthrax to laboratories throughout the United States and also to Australia, 
Germany, Japan, South Korea, and several other countries over the past 12 
years. In 2019, laboratories at Fort Detrick - where "defensive" research 
involves the creation of potential pathogens to defend against - were shut 
down for several months by the Centers for Disease Control and Prevention 
for "breaches of containment." They reopened in December 2019. 

High-containn1ent laboratories have a whispered history of near misses. 
Scientists are people, and people have clun1sy moments and poke themselves 
and get bitten by the enraged animals they are trying to nasally inoculate. 
Machines can create invisible aerosols, and cell solutions can become 
contan1inated. Waste systen1s don't always work properly. Things can go 
wrong in a hundred different ways. 

Hold that hun1an fallibility in your mind. And then consider the cautious 
words of Alina Chan, a scientist who works at the Broad Institute of MIT and 
Harvard. "There is a reasonable chance that what we are dealing with is the 
result of a lab accident," Chan told me in July of last year. There was also, she 
added, a reasonable chance that the disease had evolved naturally - both were 
scientific possibilities. "I don't know if we will ever find a sn1oking gun, 
especially if it was a lab accident. The stakes are so high now. It would be 
terrifying to be blan1ed for millions of cases of COVID-19 and possibly up to a 
million deaths by year end, if the pandemic continues to grow out of control. 
The Chinese government has also restricted their own scholars and scientists 
from looking into the origins of SARS-CoV-2. At this rate, the origin of SARS
CoV-2 may just be buried by the passage of time." 

I asked Jonathan A. King, a molecular biologist and biosafety advocate fron1 
MIT, whether he'd thought lab accident when he first heard about the 
epidemic. "Absolutely, absolutely," King answered. Other scientists he knew 
were concerned as well. But scientists, he said, in general were cautious about 
speaking out. There were "very intense, very subtle pressures" on them not to 
push on issues of laboratory biohazards. Collecting lots of bat viruses, and 
passaging those viruses repeatedly through cell cultures, and making bat
human viral hybrids, King believes, "generates new threats and desperately 
needs to be reined in." 
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"All possibilities should be on the table, including a lab leak," a scientist from 
the NIH, Philip Murphy - chief of the Laboratory of Molecular In1munology 
- wrote me recently. Nikolai Petrovsky, a professor of endocrinology at 
Flinders University College of Medicine in Adelaide, Australia, said in an 
email, "There are indeed many unexplained features of this virus that are hard 
if not in1possible to explain based on a completely natural origin." Richard 
Ebright, a molecular biologist at Rutgers University, wrote that he'd been 
concerned for some years about the Wuhan laboratory and about the work 
being done there to create "chimeric" (i.e., hybrid) SARS-related bat 
coronaviruses "with enhanced hun1an infectivity." Ebright said, "In this 
context, the news of a novel coronavirus in Wuhan ***screamed*** lab 
release." 

III. 

"No Credible Evidence" 
The new disease, as soon as it appeared, was intercepted - stolen and 
politicized by people with ulterior motives. The basic and extremely 
interesting scientific question of what happened was sucked up into an 
ideological sharknado. 

Some Americans boycotted Chinese restaurants; others bullied and harassed 
Asian Americans. Steve Bannon, broadcasting from his living room, in a 
YouTube series called War Room, said that the Chinese Communist Party had 
made a biological weapon and intentionally released it. He called it the "CCP 
virus." And his billionaire friend and backer, Miles Guo, a devoted Trump 
supporter, told a right-wing website that the communists' goal was to "use the 
virus to infect selective people in Hong Kong, so that the Chinese Communist 
Party could use it as an excuse to impose martial law there and ultimately 
crush the Hong Kong pro-democracy movement. But it backfired terribly." 

In The Lancet, in February, a powerful counterstatement appeared, signed by 
27 scientists. "We stand together to strongly condemn conspiracy theories 
suggesting that COVID-19 does not have a natural origin," the statement said. 
"Scientists from multiple countries have published and analyzed genomes of 
the causative agent, severe acute respiratory syndrome coronavirus 2 (SARS
CoV-2), and they overwhelmingly conclude that this coronavirus originated in 
wildlife, as have so many other emerging pathogens." 

The behind-the-scenes organizer of this Lancet statement, Peter Daszak, is a 
zoologist and bat-virus sample collector and the head of a New York nonprofit 



FL-2022-00076 A-00000567094 "UNCLASSIFIED" [1/31/2024] Page 12 

called EcoHealth Alliance - a group that (as veteran science journalist Fred 
Guterl explained later in Newsweek) has channeled money from the National 
Institutes of Health to Shi Zhengli's laboratory in Wuhan, allowing the lab to 
carry on recombinant research into diseases of bats and humans. "We have a 
choice whether to stand up and support colleagues who are being attacked and 
threatened daily by conspiracy theorists or to just turn a blind eye," Daszak 
said in February in Science n1agazine. 

How Did 1t Get Out? 1. The Tongguan Mine Shaft in .Mojiaog, Yunnan, where, in 2013, fragments of 
RaTG13, the closest known relative of SARSCoV-2, were recovered and transp011ed to the Wuhan Institute of 
Virology; 2. The \Vuhan Institute of Virology, where Sbi Zhengli's team brought the RaTG13 sample, 
sequenced its genome, then took it out of the freezer several times in recent years; 3. The Wuhan Center for 
Disease Control and Prevention, which first reported signs of the novel coronavirus in hospital patients; 4. 
The Huanan Seafood Wholesale Market, an early suspected origin of the pandemic, where the first major 
ontbreak occurred. Illnstration: Map hy ,Jason Lee 

Vincent Racaniello, a professor at Columbia and a co-host of a podcast 
called This Week in Virology, said on February 9 that the idea of an accident 
in Wuhan was "complete bunk." The coronavirus was 96 percent similar to a 
bat virus found in 2013, Racaniello said. "It's not a man-made virus. It wasn't 
released from a lab." 
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Racaniello's dismissal was seconded by a group of scientists from Ohio State, 
the University of Pennsylvania, and the University of North Carolina, who put 
out a paper in Enierging Microbes and Infections to quiet the "speculations, 
rumors, and conspiracy theories that SARS-CoV-2 is of laboratory origin." 
There was "currently no credible evidence" that SARS-2 leaked from a lab, 
these scientists said, using a somewhat different argument from Racaniello's. 
"Some people have alleged that the hun1an SARS-CoV-2 was leaked directly 
from a laboratory in Wuhan where a bat CoV (RaTG13) was recently 
reported," they said. But RaTG13 could not be the source because it differed 
from the hun1an SARS-2 virus by more than a thousand nucleotides. One of 
the paper's authors, Susan Weiss, told the Raleigh News & Observer, "The 
conspiracy theory is ridiculous." 

The most influential natural-origin paper, "The Proximal Origin of SARS-CoV-
2," by a group of biologists that included Kristian Andersen of Scripps 
Research, appeared online in a prelin1inaryversion in mid-February. 
"We do not believe any type of laboratory-based scenario is plausible," the 
scientists said. Why? Because molecular-modeling software predicted that if 
you wanted to optin1ize an existing bat virus so that it would replicate well in 
hun1an cells, you would arrange things a different way than how the SARS-2 
virus actually does it - even though the SARS-2 virus does an extraordinarily 
good job of replicating in human cells. The laboratory-based scenario was 
implausible, the paper said, because, although it was true that the virus could 
conceivably have developed its unusual genetic features in a laboratory, a 
stronger and "more parsimonious" explanation was that the features came 
about through some kind of natural mutation or recombination. "What we 
think," explained one of the authors, Robert F. Garry of Tulane University, on 
YouTube, "is that this virus is a recombinant. It probably came from a bat 
virus, plus perhaps one of these viruses from the pangolin." Journalists, for 
the most part, echoed the authoritative pronouncements of Daszak, 
Racaniello, Weiss, Andersen, and other prominent natural-originists. "The 
balance of the scientific evidence strongly supports the conclusion that the 
new coronavirus en1erged from nature - be it the Wuhan market or 
somewhere else," said the Washington Post's "Fact Checker" column. "Dr. 
Fauci Again Disn1isses Wuhan Lab As Source of Coronavirus," said CBS News, 
posting a video interview of Anthony Fauci by National Geographic. "If you 
look at the evolution of the virus in bats, and what's out there now," Fauci 
said, "it's very, very strongly leaning toward 'This could not have been 
artificially or deliberately n1anipulated' - the way the mutations have 
naturally evolved." 
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Everyone took sides; everyone thought of the new disease as one more episode 
in an ongoing partisan struggle. Think of Mike Pompeo, that landmass of Cold 
War truculence; think of Donald Trun1p hin1self. They stood at their 
microphones saying, in a winking, I-know-something-you-don't-know sort of 
way, that this disease escaped from a Chinese laboratory. Whatever they were 
saying must be wrong. It becan1e in1pern1issible, almost taboo, to admit that, 
of course, SARS-2 could have come from a lab accident. "The adn1inistration's 
claim that the virus spread from a Wuhan lab has n1ade the notion politically 
toxic, even among scientists who say it could have happened," wrote science 
journalist Mara Hvistendahl in the Intercept. 

IV. 

"Is It a Colllplete Coincidence?" 
Even so, in January and February of 2020, there were thoughtful people who 
were speaking up, formulating their perplexities. 

One person was San1 Husseini, who works for Consortiun1 News. 
He went to a CDC press conference at the National Press Club on February 11, 

2020. By then, 42,000 people had gotten sick in China and more than a 
thousand had died. But there were only 13 confirn1ed cases in the U.S. 
Halfway through the Q&A period, Husseini went to the microphone and asked 
the CDC's representative, Anne Schuchat, where the virus had con1e from. His 
head was spinning, he told n1e later. 

"Obviously the main concern is how to stop the virus," Husseini said; 
nonetheless, he wanted to know more about its source. "Is it the CDC's 
contention," he asked, "that there's absolutely no relation to the BSL-4 lab in 
Wuhan? It's my understanding that this is the only place in China with a BSL-
4 lab. We in the United States have, I think, two dozen or so, and there have 
been problems and incidents." (A BSL-4 laboratory is a maximum-security 
biosafety-level-four facility, used to house research on the n1ost dangerous 
known pathogens. New York has confirmed there are at least 11 BSL-4 
facilities currently operating in the U.S.) Husseini hastened to say that he 
wasn't implying that what happened in Wuhan was in any way intentional. 
'Tm just asking, Is it a complete coincidence that this outbreak happened in 
the one city in China with a BSL-4 lab?" 

Schuchat thanked Husseini for his questions and con1ments. Everything she'd 
seen was quite consistent with a natural, zoonotic origin for the disease, she 
said. 
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That same month, a group of French scientists from Aix-Marseille University 
posted a paper describing their investigation of a small insertion in the 
genome of the new SARS-2 virus. The virus's spike protein contained a 
sequence of amino acids that formed what Etienne Decroly and colleagues 
called a "peculiar furin-like cleavage site" - a chemically sensitive region on 
the lobster claw of the spike protein that would react in the presence of an 
enzyme called furin, which is a type of protein found everywhere within the 
human body, but especially in the lungs. When the spike senses human furin, 
it shudders, chemically speaking, and the enzyme opens the protein, 
commencing the tiny morbid ballet whereby the virus burns a hole in a host 
cell's outer membrane and finds its way inside. 

The code for this particular molecular feature - not found in SARS or any 
SARS-like bat viruses, but present in a slightly different form in the more 
lethal MERS virus - is easy to remember because it's a roar: "R-R-A-R." The 
letter code stands for amino acids: arginine, arginine, alanine, and arginine. 
Its presence, so Decroly and his colleagues observed, may heighten the 
"pathogenicity" - that is, the god-awfulness - of a disease. 

Botao Xiao, a professor at the South China University of Technology, posted _a 
short paper on a preprint server titled "The Possible Origins of 2019-nCoV 
Coronavirus." Two laboratories, the Wuhan Center for Disease Control and 
Prevention (WHCDC) and the Wuhan Institute of Virology, were not far from 
the seafood market, which was where the disease was said to have originated, 
Xiao wrote - in fact, the WHCDC was only a few hundred yards away from 
the market - whereas the horseshoe bats that hosted the disease were 
hundreds of miles to the south. (No bats were sold in the market, he pointed 
out.) It was unlikely, he wrote, that a bat would have flown to a densely 
populated metropolitan area of 15 million people. "The killer coronavirus 
probably originated from a laboratory in Wuhan," Xiao believed. He urged the 
relocation of "biohazardous laboratories" away from densely populated places. 
His article disappeared from the server. 

And late in the month, a professor at National Taiwan University, Fang Chi
tai, gave a lecture on the coronavirus in which he described the anomalous R
R-A-R furin cleavage site. The virus was "unlikely to have four amino acids 
added all at once," Fang said - natural mutations were smaller and more 
haphazard, he argued. "From an academic point of view, it is indeed possible 
that the amino acids were added to COVID-19 in the lab by humans." When 
the Taiwan News published an article about Fang's talk, Fang disavowed his 
own comments, and the video copy of the talk disappeared from the website of 
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the Taiwan Public Health Association. "It has been taken down for a certain 
reason," the association explained. "Thank you for your understanding." 

V. 

"A Serious Shortage of Appropriate! 
y Trained Technicians" 

In the spring, I did some reading on coronavirus history. Beginning in the 
1970s, dogs, cows, and pigs were diagnosed with coronavirus infections; dog 
shows were canceled in 1978 after 25 collies died in Louisville, Kentucky. New 
varieties of coronaviruses didn't start killing humans, though, until 2003 -
that's when restaurant chefs, food handlers, and people who lived near a live
animal market got sick in Guangzhou, in southern China, where the shredded 
meat of a short-legged raccoonlike creature, the palm civet, was served in a 
regional dish called "dragon-tiger-phoenix soup." The new disease, SARS, 
spread alarmingly in hospitals, and it reached 30 countries and territories. 
More than 800 people died; the civet-borne virus was eventually traced to 
horseshoe bats. 

Later, smaller outbreaks of SARS in Taiwan, Singapore, and China's National 
Institute of Virology in Beijing were all caused by laboratory accidents. Of the 
Beijing Virology Institute, the World Health Organization's safety 
investigators wrote, in May 2004, that they had "serious concerns about 
biosafety procedures." By one account, a SARS storage room in the Beijing lab 
was so crowded that the refrigerator holding live virus was moved out to the 
hallway. "Scientists still do not fully understand exactly where or how SARS 
emerged 18 months ago," wrote Washington Post reporter David Brown in 
June 2004. "But it is clear now that the most threatening source of the deadly 
virus today may be places they know intimately - their own laboratories." 

I'mjust asking, Is it a complete coincidence 
that this outbreak happened in the one city 
in China with a BSL-4 lab? 
MERS arose in 2012, possibly spread by camels that had contracted the 
disease from bats or bat guano, then passed it to human drinkers of raw camel 
milk and butchers of camel meat. It was an acute sickness, with a high fatality 
rate, mostly confined to Saudi Arabia. Like SARS, MERS ebbed quickly - it all 
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but disappeared outside the Middle East, except for an outbreak in 2015 at the 
Samsung Medical Center in South Korea, where a single case of MERS led to 
more than 180 infections, many involving hospital workers. 

In January 2015, the brand-new BSL-4 lab in Wuhan, built by a French 
contractor, celebrated its opening, but full safety certification came slowly. 
According to State Department cables from 2018 leaked to the 
Washington Post, the new BSL-4 lab had some start-up problems, including "a 
serious shortage of appropriately trained technicians and investigators needed 
to safely operate this high-containment laboratory." The staff had gotten some 
training at a BSL-4 lab in Galveston, Texas, but they were doing potentially 
dangerous work with SARS-like viruses, the memo said, and they needed more 
help from the U.S. 

In November or December of 2019, the novel coronavirus began to spread. 
Chinese scientists initially named it "Wuhan seafood market pneumonia 
virus," but soon that idea went away. The market, closed and decontaminated 
by Chinese officials on January 1, 2020, was an amplifying hub, not the source 
of the outbreak, according to several studies by Chinese scientists. Forty-five 
percent of the earliest SARS-2 patients had no link with the market. 

VI. 

Emergence 
Now let's take a step back. AIDS, fatal and terrifying and politically 
charged, brought on a new era in government-guided vaccine research, under 
the guidance of Anthony Fauci. A virologist at Rockefeller University, Stephen 
S. Morse, began giving talks on "emerging viruses" - other plagues that might 
be in the process of coming out of nature's woodwork. In 1992, Richard 
Preston wrote a horrific account of one emergent virus, Ebola, in The New 
Yorker, which became a best-selling book in 1994; Laurie Garrett's The 
Coming Plague: Newly Emerging Diseases in a World Out of 
Balance appeared that same year and was also a best seller. The idea seemed 
to be everywhere: We were on the verge of a wave of zoonotic, emergent 
plagues. 

This new, useful term, emerging, began to glow in the research papers of some 
coronavirologists, who were out of the spotlight, working on common colds 
and livestock diseases. The term was useful because it was fluid. An emerging 
disease could be real and terrifying, as AIDS was - something that had just 
arrived on the medical scene and was confounding our efforts to combat it -
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or it could be a disease that hadn't arrived, and might never arrive, but could 
be shown in a laboratory to be waiting in the wings, just a few mutations away 
from a human epidemic. It was real and unreal at the san1e tin1e - a quality 
that was helpful when applying for research grants. 

Where Did It Come From? This chart measures the genetic similarity of known virus es t o the novel 
corouavirus (which appears iu yellow). By far the closest is the bat virus RaTG13, which appears in blue, and 
which was recovered in 2013 and brought to the Wuhan Institute of Virology. The first SARS, marked in red, is a 
much more distant relative. Graphic: Zhou. P., Yang, XL., Wang, XG. et al. A pneumonia outbreak associatecl 
with a new eoronavirus of probable bat origin. Nature 579. 270-273 (2020) 

Take, for instance, this paper from 1995: "High Recombination and Mutation 
Rates in Mouse Hepatitis Viruses Suggest That Coronaviruses May Be 
Potentially Important Emerging Viruses." It was written by Dr. Ralph Barie 
and his bench scientist, Boyd Yount, at the University of North Carolina. Barie, 
a gravelly voiced former swin1 chan1pion, described in this early paper how his 
lab was able to train a coronavirus, MHV, which causes hepatitis in mice, to 
jump species, so that it could reliably infect BHK (baby-hamster kidney) cell 
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cultures. They did it using serial passaging: repeatedly dosing a mixed solution 
of mouse cells and hamster cells with mouse-hepatitis virus, while each time 
decreasing the number of mouse cells and upping the concentration of 
hamster cells. At first, predictably, the mouse-hepatitis virus couldn't do much 
with the hamster cells, which were left almost free of infection, floating in 
their world of fetal-calf serum. But by the end of the experiment, after dozens 
of passages through cell cultures, the virus had mutated: It had mastered the 
trick of parasitizing an unfamiliar rodent. A scourge of mice was transformed 
into a scourge of hamsters. And there was more: "It is clear that MHV can 
rapidly alter its species specificity and infect rats and primates," Barie said. 
"The resulting virus variants are associated with demyelinating diseases in 
these alternative species." (A demyelinating disease is a disease that damages 
nerve sheaths.) With steady prodding from laboratory science, along with 
some rhetorical exaggeration, a lowly mouse ailment was morphed into an 
emergent threat that might potentially cause nerve damage in primates. That 
is, nerve damage in us. 

A few years later, in a further round of "interspecies transfer" 
experimentation, Baric's scientists introduced their mouse coronavirus into 
flasks that held a suspension of African-green-monkey cells, human cells, and 
pig-testicle cells. Then, in 2002, they announced something even more 
impressive: They'd found a way to create a full-length infectious clone of the 
entire mouse-hepatitis genome. Their "infectious construct" replicated itself 
just like the real thing, they wrote. 

Not only that, but they'd figured out how to perform their assembly 
seamlessly, without any signs of human handiwork. Nobody would know if the 
virus had been fabricated in a laboratory or grown in nature. Barie called this 
the "no-see'm method," and he asserted that it had "broad and largely 
unappreciated molecular biology applications." The method was named, he 
wrote, after a "very small biting insect that is occasionally found on North 
Carolina beaches." 

In 2006, Barie, Yount, and two other scientists were granted a patent for their 
invisible method of fabricating a full-length infectious clone using the 
seamless, no-see'm method. But this time, it wasn't a clone of the mouse
hepatitis virus - it was a clone of the entire deadly human SARS virus, the one 
that had emerged from Chinese bats, via civets, in 2002. The Barie Lab came 
to be known by some scientists as "the Wild Wild West." In 2007, Barie said 
that we had entered "the golden age of coronavirus genetics." 

"I would be afraid to look in their freezers," one virologist told me. 
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Barie and Shi Zhengli of the Wuhan Institute of Virology, the tw-o top experts 
on the genetic interplay behveen bat and human coronaviruses, began 
collaborating in 2015. 

VII. 

"I Had Not Slept a Wink" 

Early in the pandemic, Scientific American profiled Shi Zhengli, known in 
China as the "bat woman." Shi trapped hundreds of bats in nets at the mouths 
of caves in southern China, sampled their saliva and their blood, swabbed 
their anuses, and gathered up their fecal pellets. Several times, she visited and 
sampled bats in a mine in Mojiang, in southern China, where, in 2012, six men 
set to work shoveling bat guano were sickened by a severe lung disease, three 
of them fatally. Shi's team took the samples back to Wuhan and analyzed 
whatever fragments of bat virus she could find. In some cases, when she found 
a sequence that seemed particularly significant, she experimented with it in 
order to understand how it might potentially infect humans. Some of her work 
was funded by the National Institutes of Health and some of it by the U.S. 
Defense Threat Reduction Agency of the Department of Defense via Peter 
Daszak's EcoHealth Alliance. 

As Shi explained to Scientific American, late in December 2019, she heard 
from the director of the Wuhan Institute that there was an outbreak of a new 
disease in the city. Medical samples taken from hospital patients arrived at her 
lab for analysis. Shi determined that the new virus was related to SARS but 
even more closely related to a bat disease that her own team had found on a 
virus-hunting trip: the now-famous RaTG13. Shi was surprised that the 
outbreak was local, she said: "I had never expected this kind of thing to 
happen in Wuhan, in central China." The bat hiding places that she'd been 
visiting were, after all, as far away as Orlando, Florida, is from New York City. 
Could this new virus, she wondered, have come from her own laboratory? She 
checked her records and found no exact matches. "That really took a load off 
my mind," she said. "I had not slept a wink for days." 

If one of the first thoughts that goes through the head of a lab director at the 
Wuhan Institute of Virology is that the new coronavirus could have come from 
her lab, then we are obliged to entertain the scientific possibility that it could 
indeed have come from her lab. Right then, there should have been a 
comprehensive, pockets-inside-out, fully public investigation of the Virology 
Institute, along with the other important virus labs in Wuhan, including the 



FL-2022-00076 A-00000567094 "U NC LASS I Fl ED" [1/31/2024] Page 21 

one close by the seafood market, headquarters of the Wuhan CDC. There 
should have been interviews with scientists, interviews with biosafety teams, 
close parsings of laboratory notebooks, freezer and plumbing and 
decontamination systems checks - everything. It didn't happen. The Wuhan 
Institute of Virology closed down its databases of viral genomes, and the 
Chinese Ministry of Education sent out a directive: "Any paper that traces the 
origin of the virus must be strictly and tightly managed." 

Shi made some WeChat posts early in 2020. "The novel 2019 coronavirus is 
nature punishing the human race for keeping uncivilized living habits," she 
wrote. "I, Shi Zhengli, swear on my life that it has nothing to do with our 
laboratory." She advised those who believed rumors, and gave credence to 
unreliable scientific papers, to "shut their stinking mouths." 

VIII. 

" 'Bug to Drug' in 24 Hours" 
It wasn't only AIDS that changed the way the NIH funded research. The 
War on Terror also influenced which diseases got the most attention. In the 
late '90s, under Bill Clinton and then George W. Bush, biodefense specialists 
became interested- again - in anthrax. The Defense Threat Reduction 
Agency built a small anthrax factory in Nevada, using simulants, to 
demonstrate how easy it would be for a terrorist to build a small anthrax 
factory. And in the first year of the Bush presidency, the Defense Intelligence 
Agency wrote up plans to create a vaccine-resistant form of anthrax using 
state-of-the-art gene-splicery. A front-page article describing these initiatives, 
"U.S. Germ Warfare Research Pushes Treaty Limits," appeared in the New 
York Times on September 4, 2001, one week before 9/11. "Pentagon Says 
Projects Are Defense, Is Pressing Ahead," was the subtitle. 

After the 9/11 attacks, and the mysterious anthrax mailings that began a week 
later (which said, "TAKE PENACILIN [sic] NOW/ DEATH TO 
AMERICA/ DEATH TO ISRAEL/ ALLAH IS GREAT"), the desire for 
biopreparedness became all consuming. Now there were emerging biothreats 
from humans as well as from the evolving natural world. Fauci's anti-terror 
budget went from $53 million in 2001 to $1.7 billion in 2003. Setting aside his 
work toward an AIDS vaccine, which was taking longer than he'd foreseen, 
Fauci said he would be going all out to defend against a suite of known Cold 
War agents, all of which had been bred and perfected in American weapons 
programs many years before - brucellosis, anthrax, tularemia, and plague, for 
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instance. "We are making this the highest priority," Fauci said. "We are really 
marshaling all available resources." 

I would be afraid to look in their freezers. 
Vaccine developn1ent had to progress much faster, Fauci believed; he wanted 
to set up "vaccine systems" and "vaccine platforms/' which could be quickly 
tailored to defend against a particular emergent strain some terrorist with an 
advanced biochen1istry degree might have thrown together in a laboratory. 
"Our goal within the next 20 years is 'bug to drug' in 24 hours," Fauci said. 
"This would specifically meet the challenge of genetically engineered 
bioagents." The first Project BioShield contract Fauci awarded was to VaxGen, 
a California pharmaceutical con1pany, for $878 n1illion worth of shots of 
anthrax vaccine. 

By 2005, so n1uch n1oney was going toward biothreat reduction and 
preparedness that n1ore than 750 scientists sent a protest letter to the NIH. 
Their claim was that grants to study canonical biowar diseases - anthrax, 
plague, brucellosis, and tularemia, all exceptionally rare in the U.S. - had 
increased by a factor of 15 since 2001, whereas funds for the study of 
widespread "normal" diseases, of high public-health importance, had 
decreased. 

Fauci was firm in his reply: "The United States through its leaders made the 
decision that this money was going to be spent on biodefense," he said. "We 
disagree with the notion that biodefense concerns are of 'low public-health 
significance.' " 

In 2010, by one count, there were 249 BSL-3 laboratories and seven BSL-4 
laboratories in the U.S., and more than 11,000 scientists and staffers were 
authorized to handle the ultralethal germs on the government's select 
pathogen list. And yet the sole bioterrorist in living memory who actually 
killed American citizensJ according to the FBI - the n1an who sent the anthrax 
letters - turned out to be one of the government's own researchers. Bruce 
Ivins, an eccentric, suicidal laboratory scientist from Ohio who worked in 
vaccine developn1ent at Fort Detrick, allegedly wanted to boost the fear level 
so as to persuade the governn1ent to buy n1ore of the patented, genetically 
engineered anthrax VaxGen vaccine, of which he was a co-inventor. (See 
David Willman's fascinating biography of IvinsJ Mirage Man.) Fauci's staff at 
NIH funded Ivins's vaccine laboratory and gave $100 million to VaxGen to 
accelerate vaccine production. (The NIH's $878 111illion contract with VaxGen, 
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however, was quietly canceled in 2006; Ivins, who was never charged, killed 
himself in 2008.) 

"The whole incident amounted to a snake eating its own tail," wrote Wendy 
Orent in an August 2008 piece titled "Our Own Worst Bioenemy" in the Los 
Angeles Times. "No ingenious biowarrior from Al Qaeda sent the lethal 
envelopes through the U.S. postal system. An American scientist did." What 
confirmed Ivins's guilt, according to the FBI, was that there was a genetic 
match between the anthrax used in the killings and the strain held at Fort 
Detrick. 

IX. 

"Weapons of Mass Disruption" 
After SARS appeared in 2003, Ralph Baric's laboratory moved up the NIH 
funding ladder. SARS was a "dual use" organism - a security threat and a 
zoonotic threat at the same time. In 2006, Barie wrote a long, fairly creepy 
paper on the threat of "weaponizable" viruses. Synthetic biology had made 
possible new kinds of viral "weapons of mass disruption," he wrote, involving, 
for example, "rapid production of numerous candidate bioweapons that can be 
simultaneously released," a scattershot terror tactic Barie called the" 'survival 
of the fittest' approach." 

Barie hoped to find a SARS vaccine, but he couldn't; he kept looking for it, 
year after year, supported by the NIH, long after the disease itself had been 
contained. It wasn't really gone, Barie believed. Like other epidemics that pop 
up and then disappear, as he told a university audience some years later, "they 
don't go extinct. They are waiting to return." What do you do if you run a well
funded laboratory, an NIH "center of excellence," and your emergent virus is 
no longer actually making people sick? You start squeezing it and twisting it 
into different shapes. Making it stand on its hind legs and quack like a duck, or 
a bat. Or breathe like a person. 

Baric's safety record is good - although there was a minor mouse-bite 
incident in 2016, uncovered by ProPublica - and his motives are beyond 
reproach: "Safe, universal, vaccine platforms are needed that can be tailored to 
new pathogens as they emerge, quickly tested for safety, and then strategically 
used to control new disease outbreaks in human populations," he wrote in a 
paper on public health. But the pioneering work he did over the past 15 years 
- generating tiny eager single-stranded flask monsters and pitting them 
against human cells, or bat cells, or gene-spliced somewhat-human cells, or 
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monkey cells, or humanized mice - was not without risk, and it may have led 
others astray. 

In 2006, for instance, Barie and his colleagues, hoping to come up with a 
"vaccine strategy" for SARS, produced noninfectious virus replicon particles 
(or VRPs) using the Venezuelan-equine-encephalitis virus (another American 
germ-warfare agent), which they fitted with various SARS spike proteins. 
Then, wearing Tyvek suits and two pairs of gloves each, and working in a 
biological safety cabinet in a BSL-3-certified laboratory, they cloned and grew 
recombinant versions of the original SARS virus in an incubator in a medium 
that held African-green-n1onkey cells. When they had grown enough virus, the 
scientists swapped out one kind of spike protein for a carefully chosen n1utant, 
and they challenged their prototype vaccine with it in n1ice. 

The scientists also tried their infectious SARS clones in something called an 
air-liquid interface, using a relatively new type of cell culture developed by 
Raymond Pickles of the University of North Carolina's Cystic Fibrosis Center. 
Pickles had perfected a method of en1ulating the traits of hun1an airway tissue 
by cultivating cells taken fron1 lung-disease patients - nurturing the culture 
over four to six weeks in such a way that the cells differentiated and developed 
a crop of tiny n1oving hairs, or cilia, on top and goblet cells within that 
produced real human n1ucus. In fact, before infecting these HAE (human 
airway epithelial) cells with a virus, the lab worker must sometin1es rinse off 
some of the accumulated n1ucus, as if helping the lab-grown tissue to clear its 
throat. So Barie was exposing and adapting his engineered viruses to an 
extraordinarily true-to-life environment - the juicy, sticky, hairy inner surface 
of our breathing apparatus. 

SARS-2 seen1s almost perfectly calibrated to grab and ransack our breathing 
cells and choke the life out of then1. "By the time SARS-Co V-2 was first 
detected in late 2019, it was already pre-adapted to human transn1ission," 
Alina Chan and her co-authors have written, whereas SARS, when it first 
appeared in 2003, underwent "numerous adaptive 111utations" before settling 
down. Perhaps viral nature hit a bull's-eye of airborne infectivity, with almost 
no mutational drift, no period of accommodation and adjustment, or perhaps 
some lab worker somewhere, inspired by Baric's work with human airway 
tissue, took a spike protein that was specially groomed to colonize and thrive 
deep in the ciliated, mucosa} tunnels of our inner core and cloned it onto some 
existing viral bat backbone. It could have happened in Wuhan, but - because 
anyone can now "print out" a fully infectious clone of any sequenced disease -
it could also have happened at Fort Detrick, or in Texas, or in Italy, or in 
Rotterdam, or in Wisconsin, or in some other citadel of coronaviral inquiry. 
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No conspiracy- just scientific ambition, and the urge to take exciting risks 
and make new things, and the fear of terrorism, and the fear of getting sick. 
Plus a whole lot of government money. 

X. 

"Risky Areas for Spillover" 
Project Bioshield began to fade by the end of the Bush administration, 
although the expensive high-containment laboratories, controversial 
preservers and incubators of past and future epidemics, remain. By 2010, 
some BioShield projects had dissolved into Obama's Predict program, which 
paid for laboratories and staff in 60 "risky areas for spillover" around the 
world. Jonna Mazet, a veterinary scientist from the University of California, 
Davis, was in charge of Predict, which was a component of USAID's "Emerging 
Pandemic Threats" program. Her far-flung teams collected samples from 
164,000 animals and humans and claimed to have found "almost 1,200 
potentially zoonotic viruses, among them 160 novel coronaviruses, including 
multiple SARS- and MERS-like coronaviruses." The fruits of Predict's exotic 
harvest were studied and circulated in laboratories worldwide, and their 
genetic sequences became part of GenBank, the NIH's genome database, 
where any curious RNA wrangler anywhere could quickly synthesize snippets 
of code and test out a new disease on human cells. 

Barie, Jonna Mazet, and Peter Daszak of EcoHealth worked together for years 
- and Daszak also routed Predict money to Shi Zhengli's bat-surveillance 
team in Wuhan through his nonprofit, mingling it with NIH money and 
money from the U.S. Defense Threat Reduction Agency. In 2013, 
Mazet announced that Shi Zhengli's virus hunters, with Predict's support, had, 
for the first time, isolated and cultured a live SARS-like virus from bats and 
demonstrated that this virus could bind to the human ACE2, or "angiotensin
converting enzyme 2," receptor, which Baric's laboratory had determined to be 
the sine qua non of human infectivity. "This work shows that these viruses can 
directly infect humans and validates our assumption that we should be 
searching for viruses of pandemic potential before they spill over to people," 
Mazet said. 

Daszak, for his part, seems to have viewed his bat quests as part of an epic, 
quasi-religious death match. In a paper from 2008, Daszak and a co-author 
described Bruegel's painting The Fall of the Rebel Angels and compared it to 
the contemporary human biological condition. The fallen angels could be seen 
as pathogenic organisms that had descended "through an evolutionary (not 
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spiritual) pathway that takes them to a netherworld where they can feed only 
on our genes, our cells, our flesh," Daszak wrote. "Will we succumb to the 
multitudinous horde? Are we to be cast downward into chthonic chaos 
represented here by the heaped up gibbering phantasmagory against which we 
rail and struggle?" 

XI. 

"Lab-Made?" 
There are, in fact, some helpful points of agreement between zoonoticists -
those who believe in a natural origin of the SARS-2 virus - and those who 
believe that it probably came from a laboratory. Both sides agree, when 
pressed, that a lab origin can't be conclusively ruled out and a natural origin 
can't be ruled out either - because nature, after all, is capable of improbable, 
teleological-seeming achievements. Both sides also agree, for the most part, 
that the spillover event that began the human outbreak probably happened 
only once, or a few times, quite recently, and not many times over a longer 
period. They agree that bat virus RaTG 13 (named for the Rinolophus 
affinus bat, from Tongguan, in 2013) is the closest match to the human virus 
that has yet been found, and that although the two viruses are very similar, the 
spike protein of the bat virus lacks the features the human spike protein 
possesses that enable it to work efficiently with human tissue. 

Zoonoticists hold that SARS-2's crucial features - the furin cleavage site and 
the ACE2 receptor - are the result of a recombinant event involving a bat 
coronavirus (perhaps RaTG13 or a virus closely related to it) and another, 
unknown virus. Early on, researchers proposed that it could be a snake sold at 
the seafood market - a Chinese cobra or a banded krait-but no: Snakes don't 
typically carry coronaviruses. Then there was a thought that the disease came 
from sick smuggled pangolins, because there existed a certain pangolin 
coronavirus that was, inexplicably, almost identical in its spike protein to the 
human coronavirus - but then, no: There turned out to be questions about 
the reliability of the genetic information in that diseased-pangolin data set, on 
top of which there were no pangolins for sale at the Wuhan market. Then a 
group from China's government veterinary laboratory at Harbin tried infecting 
beagles, pigs, chickens, ducks, ferrets, and cats with SARS-2 to see if they 
could be carriers. (Cats and ferrets got sick; pigs, ducks, and most dogs did 
not.) 

In September, some scientists at the University of Michigan, led by Yang 
Zhang, reported that they had created a "computational pipeline" to screen 
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nearly a hundred possible intermediate hosts, including the Sumatran 
orangutan, the Western gorilla, the Olive baboon, the crab-eating macaque, 
and the bonobo. All these primates were "permissive" to the SARS-2 
coronavirus and should undergo "further experimentational investigation," 
the scientists proposed. 

Despite this wide-ranging effort, there is at the moment no animal host that 
zoonoticists can point to as the missing link. There's also no single, agreed
upon hypothesis to explain how the disease may have traveled from the bat 
reservoirs of Yunnan all the way to Wuhan, seven hours by train, without 
leaving any sick people behind and without infecting anyone along the way. 

The zoonoticists say that we shouldn't find it troubling that virologists have 
been inserting and deleting furin cleavage sites and ACE2-receptor-binding 
domains in experimental viral spike proteins for years: The fact that 
virologists have been doing these things in laboratories, in advance of the 
panden1ic, is to be taken as a sign of their prescience, not of their folly. But I 
keep returning to the basic, puzzling fact: This patchwork pathogen, which 
allegedly has evolved without human meddling, first came to notice in the only 
city in the world with a laboratory that was paid for years by the U.S. 
government to perform experiments on certain obscure and heretofore 
unpublicized strains of bat viruses - which bat viruses then turned out to be, 
out of all the organisms on the planet, the ones that are most closely related to 
the disease. What are the odds? 

In July, I discovered a number of volunteer analysts who were doing a new 
kind of forensic, samizdat science, hunched over the letter code of the SARS-2 
genome like scholars deciphering the cuneiform in1pressions in Linear B 
tablets. There were the anonymous authors of Project Evidence, on GitHub, 
who "disavow all racism and violent attacks, including those which are aimed 
at Asian or Chinese people," and there was Yuri Deigin, a biotech entrepreneur 
from Canada, who wrote a n1assive, lucid paper on Mediun1, "Lab-Made?," 
which illumined the mysteries of the spike protein. Jonathan Latham of the 
Bioscience Resource Project, with his co-author Allison Wilson, wrote two 
important papers: one a calm, unsparing overview of laboratory accidents and 
rash research and the other a close look at the small outbreak of an 
unexplained viral pneumonia in a bat-infested copper mine in 2012. I 
corresponded with Alina Chan (now the subject of a nicely turned piece 
in Boston magazine by Rowan Jacobsen) and with the pseudonymous Billy 
Bostickson, a tireless researcher whose Twitter photo is a cartoon of an 
injured experimental monkey, and Monali Rahalkar, of the Agharkar Research 
Institute in Pune, India, who wrote a paper with her husband, Rahul 
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Bahulikar, that also sheds light on the story of the bat-guano-shoveling men 
whose virus was remarkably like SARS-2, except that it was not nearly as 
catching. I talked to Rossana Segreto, a molecular biologist at the University of 
Innsbruck, whose paper, "Is Considering a Genetic-Manipulation Origin for 
SARS-CoV-2 a Conspiracy Theory That Must Be Censored?," co-authored with 
Yuri Deigin, was finally published in November under a milder title; it argued 
that SARS-2's most notable features, the furin site and the human ACE2-
binding domain, were unlikely to have arisen simultaneously and "might be 
the result of lab manipulation techniques such as site directed mutagenesis." 
Segreto is also the person who first established that a bat-virus fragment 
named BtCoV/4991, identified in 2013, was 100 percent identical to the 
closest known cousin to SARS-CoV-2, the bat virus RaTG13, thereby proving 
that the virus closest to the SARS-2-pandemic virus was linked back not to a 
bat cave but to a mine shaft, and that this same virus had been stored and 
worked on in the Wuhan Institute for years. This made possible the first big 
investigative piece on SARS-2's origins, in the Times of London, in July: 
"Nobody can deny the bravery of scientists who risked their lives harvesting 
the highly infectious virus," the Times authors write. "But did their courageous 
detective work lead inadvertently to a global disaster?" 

XII. 

"A New, Non-Natural Risk" 
In 2011, a tall, confident Dutch scientist, Ron Fouchier, using grant money 
from Fauci's group at NIH, created a mutant form of highly pathogenic avian 
influenza, H5N1, and passaged it ten times through ferrets in order to prove 
that he could "force" (his word) this potentially fatal disease to infect 
mammals, including humans, "via aerosols or respiratory droplets." Fouchier 
said his findings indicated that these avian influenza viruses, thus forced, 
"pose a risk of becoming pandemic in humans." 

This experiment was too much for some scientists: Why, out of a desire to 
prove that something extremely infectious could happen, would you make it 
happen? And why would the U.S. government feel compelled to pay for it to 
happen? Late in 2011, Marc Lipsitch of the Harvard School of Public Health 
got together with several other dismayed onlookers to ring the gong for 
caution. On January 8, 2012, the New York Times published a scorcher of an 
editorial, "An Engineered Doomsday." "We cannot say there would be no 
benefits at all from studying the virus," the Times said. "But the consequences, 
should the virus escape, are too devastating to risk." 
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These gain-of-function experiments were an important part of the NIH's 
approach to vaccine developn1ent, and Anthony Fauci was reluctant to stop 
funding them. He and Francis Collins, director of the National Institutes of 
Health, along with Gary Nabel, NIAID director of vaccine research, published 
an opinion piece in the Washington Post in which they contended that the 
ferret flu experiments, and others like them, were "a risk worth taking." 
"In1portant information and insights can come fron1 generating a potentially 
dangerous virus in the laboratory," they wrote; the work can "help delineate 
the principles of virus transmission between species." The work was safe 
because the viruses were stored in a high-security lab, they believed, and the 
work was necessary because nature was always con1ing up with new threats. 
"Nature is the worst bioterrorist," Fauci told a reporter. "We know that 
through history." 

Soon afterward, there followed son1e distressing screwups in secure federal 
laboratories involving live anthrax, live sn1allpox, and live avian influenza. 
These got attention in the science press. Then Lipsitch's activists (calling 
then1selves the Cambridge Working Group) sent around a strong statement on 
the perils of research with "Potential Panden1ic Pathogens," signed by more 
than a hundred scientists. The work might "trigger outbreaks that would be 
difficult or impossible to control," the signers said. Fauci reconsidered, and 
the White House in 2014 announced that there would be a "pause" in the 
funding of new influenza, SARS, and MERS gain-of-function research. 

Barie, in North Carolina, was not happy. He had a number of gain-of-function 
experiments with pathogenic viruses in progress. "It took n1e ten seconds to 
realize that most of them were going to be affected," he told NPR. Barie and a 
former colleague from Vanderbilt University wrote a long letter to an NIH 
review board expressing their "profound concerns." "This decision will 
significantly inhibit our capacity to respond quickly and effectively to future 
outbreaks of SARS-like or MERS-like coronaviruses, which continue to 
circulate in bat populations and camels," they wrote. The funding ban was 
itself dangerous, they argued. "Emerging coronaviruses in nature do not 
observe a mandated pause." 

Hoping to smooth over controversy by showing due diligence, the National 
Science Advisory Board for Biosecurity, founded in the BioShield era under 
President Bush, paid a consulting firm, Gryphon Scientific, to write a report 
on gain-of-function research, which by now was simply referred to as GoF. In 
chapter six of this thousand-page dissertation, published in April 2016, the 
consultants take up the question of coronaviruses. "Increasing the 
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transmissibility of the coronaviruses could significantly increase the chance of 
a global pandemic due to a laboratory accident," they wrote. 

The Cambridge Working Group continued to write letters of protest and plead 
for restraint and sanity. Steven Salzberg, a professor of biomedical 
engineering at Johns Hopkins, said, "We have enough problems simply 
keeping up with the current flu outbreaks - and now with Ebola - without 
scientists creating incredibly deadly new viruses that might accidentally 
escape their labs." David Relman of Stanford Medical School said, "It is 
unethical to place so many members of the public at risk and then consult only 
scientists - or, even worse, just a small subset of scientists - and exclude 
others from the decision-making and oversight process." Richard Ebright 
wrote that creating and evaluating new threats very seldom increases security: 
"Doing so in biology -where the number of potential threats is nearly infinite, 
and where the asymmetry between the ease of creating threats and the 
difficulty of addressing threats is nearly absolute - is especially 
counterproductive." Lynn Klotz wrote, "Awful as a pandemic brought on by 
the escape of a variant H5N 1 virus might be, it is SARS that now presents the 
greatest risk. The worry is less about recurrence of a natural SARS outbreak 
than of yet another escape from a laboratory researching it to help protect 
against a natural outbreak." Marc Lipsitch argued that gain-of-function 
experiments can mislead, "resulting in worse not better decisions," and that 
the entire gain-of-function debate as overseen by the NIH was heavily 
weighted in favor of scientific insiders and "distinctly unwelcoming of public 
participation." 

N ariyoshi Shinomiya, a professor of physiology and nano-medicine at the 
National Defense Medical College in Japan, offered this warning: "Similar to 
nuclear or chemical weapons there is no going back once we get a thing in our 
hands." 

But in the end, Barie was allowed to proceed with his experiments, and the 
research papers that resulted, showered with money, became a sort 
of Anarchist's Cookbook for the rest of the scientific world. In November 2015, 
Barie and colleagues published a collaboration paper with Shi Zhengli titled "A 
SARS-like Cluster of Circulating Bat Coronaviruses Shows Potential for 
Human Emergence." Into a human SARS virus that they had adapted so that it 
would work in mice, Barie and Shi et al. inserted the spike protein of a bat 
virus, SHC014, discovered by Shi in southern China. They dabbed the mice 
nasally with virus and waited, looking for signs of sickness: "hunching, ruffled 
fur." They also infected human airway cells with the mouse-adapted bat-spike-
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in-a-human-virus backbone. In both mice and human airway cells, the 
chimeric virus caused a "robust infection." 

This proved, Barie and Shi believed, that you did not need civets or other 
intermediate hosts in order for bats to cause an epidemic in humans and that 
therefore all the SARS-like viruses circulating in bat populations "may pose a 
future threat." Peter Daszak, who had used Predict funds to pay Shi for her 
work on the paper, was impressed by this conclusion; the findings, he said, 
"n1ove this virus fron1 a candidate emerging pathogen to a clear and present 
danger." 

Richard Ebright was trenchantly unenthusiastic. "The only impact of this 
work," he said, "is the creation, in a lab, of a new, non-natural risk." 

Early in 2016, Barie and Shi again collaborated. Shi sent Barie a fresh bat virus 
spike protein, and Barie inserted it into the backbone of a human SARS virus 
and then used that infectious clone to attack human airway cells. "The virus 
readily and efficiently replicated in cultured human airway tissues, suggesting 
an ability to potentially jump directly to humans," reported the UNC's website. 
This time, they also used the bat-human hybrid virus to infect transgenic 
humanized mice that grew human ACE2 protein. The mice, young and old, 
lost weight and died, proving, again, that this particular bat virus was 
potentially "poised to emerge in human populations." It was "an ongoing 
threat," Barie wrote. But was it? Civets and camels that are exposed to a lot of 
bat-guano dust may be an ongoing threat and a n1anageable one. But the bats 
then1selves just want to hang in their caves and not be bothered by frowning 
sightseers in spacesuits who want to poke Q-tips in their botton1s. This 2016 
"poised for human emergence" paper was supported by eight different NIH 
grants. In 2015, Baric's lab received $8.3 n1illion from the NIH; in 2016, it 
received $10.5 million. 

Gain-of-function research came roaring back under Trump and Fauci. "The 
National Institutes of Health will again fund research that makes viruses n1ore 
dangerous," said an article in Nature in Decen1ber 2017. Carrie Wolinetz of 
the NIH's office of science policy defended the decision. "These experiments 
will help us get ahead of viruses that are already out there and pose a real and 
present danger to hun1an health," she told The Lancet. The NIH, Wolinetz 
said, was comn1itted to a leadership role with gain-of-function research 
internationally. "If we are pursuing this research in an active way, we will be 
much better positioned to develop protection and countermeasures should 
something bad happen in another country." 
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A reporter asked Marc Lipsitch what he thought of the resumption of NIH 
funding. Gain-of-function experiments "have done almost nothing to improve 
our preparedness for pandemics," he said, "yet they risked creating an 
accidental pandemic." 

XIII. 

"Proximity Is a Problem" 
In April, four months into the coronavirus emergency, a deputy director at 
the NIH wrote an email to EcoHealth Alliance. "You are instructed to cease 
providing any funds to Wuhan Institute of Virology," it said. In response, 
Daszak and the chief scientific officer of New England Biolabs (a company that 
sells seamless gene-splicing products to laboratories, among other things) got 
77 Nobel Prize winners to sign a statement saying that the cancellation 
deprived the "nation and the world of highly regarded science that could help 
control one of the greatest health crises in modern history and those that may 
arise in the future." Later, as a condition of further funding, the NIH wrote to 
say it wanted Daszak to arrange an outside inspection of the Wuhan lab and to 
procure from Wuhan's scientists a sample of whatever they'd used to sequence 
the SARS-2 virus. Daszak was outraged ("I am not trained as a private 
detective"), and again he fought back. He was reluctant to give up his own 
secrets, too. "Conspiracy-theory outlets and politically motivated 
organizations have made Freedom of Information Act requests on our grants 
and all of our letters and emails to the NIH," he told Nature. "We don't think 
it's fair that we should have to reveal everything we do." 

But Daszak has survived - even prospered. Recently, The Lancet made him 
the lead investigator in its inquiry into the origins of the pandemic, and the 
World Health Organization named him to its ten-person origins investigation. 
("We're still close enough to the origin to really find out more details about 
where it has come from," Daszak told Nature.) 

The NIH has also set up an ambitious new international program, called 
CREID, which stands for Centers for Research in Emerging Infectious 
Diseases, and it has put Daszak's EcoHealth in charge of trapping animals and 
looking for obscure bat viruses in Singapore, Malaysia, and Thailand. Barie is 
one of Daszak's partners in CREID. The virus hunting and collecting, which 
Richard Ebright likens to "looking for a gas leak with a lighted match," will 
continue and widen with U.S. funding. "We're going to work in remote parts of 
Malaysia and Thailand to get to the front line of where the next pandemic is 
going to start," Daszak told NPR. 
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In May, an interviewer from the People's Pharmacy website asked Barie ifhe 
had any thoughts on whether the coronavirus began with a natural bat-to
hun1an transfer. "Or was there something a little bit more, perhaps, insidious 
involved?" 

"Well, of course the answers to those questions are in China," Barie replied. 
"Exactly how they work in that facility is something that would be very 
difficult for a Westerner to know," he said. "The main problems that the 
Institute of Virology has is that the outbreak occurred in close proximity to 
that Institute. That Institute has in essence the best collection of virologists in 
the world that have gone out and sought out, and isolated, and sampled bat 
species throughout Southeast Asia. So they have a very large collection of 
viruses in their laboratory. And so it's -you know - proximity is a problen1. 
It's a problem." 

Over the course of the fall, and especially after the election muffled Donald 
Trump's influence over the country's public-health apparatus, that proxin1ity 
problem - and the uncon1fortable questions of origins it raised - began to 
grow somewhat more discussable. The BBC, Le Monde, and Italy's RAI have 
all recently taken seriously the scientific possibility of a lab leak. In late 
October, the World Health Organization convened the first meeting of its 
second inquiry into the origins of the disease. The WHO's effort is perhaps the 
world's best chance to satisfy its curiosity about goings-on at the Wuhan 
Institute of Virology and at the Wuhan CDC's virus lab near the Wuhan 
seafood market. But, as the New York Times has reported, the WHO's 
inforn1ation gathering has been hindered by Chinese secretiveness since 
February, when an initial investigative team sent to Beijing was told its 
members' access to scientists would be restricted and that it couldn't visit the 
seafood ·market, then considered a hub of the pandemic. 

When a BBC video team tried to inspect the Yunnan n1ine shaft, they found 
the road to the n1ine blocked by a strategically parked truck that had "broken 
down" shortly before they arrived. Reporter John Sudworth asked Daszak, one 
of the ten members of the second WHO investigative team, whether he would 
push for access to the Wuhan Institute of Virology. "That's not my job to do 
that," Daszak replied. 

In November, David Reln1an, the Stanford microbiologist, one of the most 
thoughtful of the voices warning against gain-of-function research, 
published a paper in Proceedings of the National Academy of Sciences on the 
urgent need to unravel the origins of COVID-19. "If SARS-CoV-2 escaped from 
a lab to cause the pandemic," he wrote, "it will become critical to understand 
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the chain of events and prevent this from happening again." Conflicts of 
interest by researchers and administrators will need to be addressed, Reln1an 
wrote; to reach the truth, the investigation must be transparent, international, 
and, as n1uch as possible, unpolitical. "A n1ore con1plete understanding of the 
origins of COVID-19 clearly serves the interests of every person in every 
country on this planet." 

"The world is sitting on a precedent-setting decision right now," wrote Alina 
Chan on Decen1ber 8. "It is unclear if SARS2 is 100 percent natural or 
emerged due to lab/research activities. If we walk away from this, 
demonstrating that we cannot effectively investigate its origins, it will pave the 
way for future COVIDS." 

Just before this issue of New York went to press, I reached Ralph Barie by 
phone and asked him where he now believed SARS-2 came from. (Anthony 
Fauci, Shi Zhengli, and Peter Daszak didn't respond to en1ails, and Kristian 
Andersen said he was busy with other things.) Barie said he still thought the 
virus came from bats in southern China, perhaps directly, or possibly via an 
intermediate host, although the smuggled pangolins, in his view, were a red 
herring. The disease evolved in humans over tin1e without being noticed, he 
suspected, becoming gradually more infectious, and eventually a person 
carried it to Wuhan "and the pandemic took off." Then he said, "Can you rule 
out a laboratory escape? The answer in this case is probably not." 

XIV. 

Transn1ission 
So how did we actually get this disease? 

Here's what I think happened. In April 2012, in a copper mine in Mojiang, 
China, three men were given an awful job - they were told to shovel bat guano 
out of a mine shaft. They went to work and shoveled guano for seven hours a 
day in the confined, insufficiently ventilated space of the mine shaft, and by 
the end of the week, they were sick with a viral pneumonia of unknown 
etiology. Three more, younger shovelers were hired to replace the ones who 
were out sick. 

The viral load in their lungs was so huge, because of all the guano dust, that 
their lungs becan1e a kind of accelerated laboratory passaging experin1ent, as 
Jonathan Lathan1 and Allison Wilson have written, forcing the virus to switch 
its allegiance from bats to humans. SARS experts were consulted, and the 
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disease was judged to be SARS-like but not SARS. It was something new. (Shi 
Zhengli told Scientific American that the guano shovelers had died of a fungal 
disease, but, as Monali Rahalkar pointed out, they were treated with antivirals, 
and their symptoms were consistent with viral pneumonia with attendant 
secondary fungal infections.) 

Although it was a severe disease, and in the end three of the shovelers died, 
there was no resultant epidemic. It was actually a case of industrial 
overexposure to an infectious substance - what we might call a massive 
OSHA violation. The bat disease that the men encountered wasn't necessarily 
all that dangerous except in an environment of imn1unosuppressive overload. 

Peter Daszak and Shi Zhengli were interested, of course, because this 
unidentified corona virus disease involved bats and people. Of the fragmentary 
bits of virus Shi retrieved from the mine shaft, one was SARS-like, and Shi 
sequenced it and called it BtCoV/4991 and published a paper about it. Several 
times - in 2016 and 2018 and 2019 - this most interesting sample, a portion 
of what we now know as RaTG13, was taken out of the freezers in Shi's lab and 
worked on in undisclosed ways. (Peter Daszak clain1s that these samples have 
disintegrated and can't be validated or studied.) Samples of the nameless 
hun1an disease also traveled back to the Wuhan Institute of Virology- few 
specifics about these valuable specin1ens have been released by Chinese 
sources, however. 

This is the period in the story that demands a very close investigation, when 
chin1eric assen1blages n1ay have been created and serially passaged, using 
BtCoV/4991, a.k.a. RaTG13, and other bat viruses, perhaps along with forms 
of the human virus. It's when Shi and Barie both published papers that were 
about what happened when you hot-swapped mutant spike proteins between 
bat viruses and hun1an viruses. 

The link, via the renamed san1ple BtCo V / 4991, to the copper n1ine is of 
exceptional importance because of the one huge difference between the 
unnan1ed guano shovelers' virus and the SARS-2 virus that is now ravaging, 
for exan1ple, California: transn1issibility. Airborne human-to-human 
transn1issibility - the kind of thing that gain-of-functioneers like Ron 
Fouchier and Ralph Barie were aiming at, in order to demonstrate what Barie 
called "lurking threats" - is COVID-19's crucial distinguishing feature. If six 
men had gotten extremely sick with COVID-19 back in 2012 in southern 
China, doctors and nurses in the hospital where they lay dying would likely 
have gotten sick as well. There might have been hundreds or thousands of 
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cases. Instead, only the shovelers themselves, who had breathed a heavy 
concentration of guano dust for days, got it. 

The existence of bat virus RaTG13 is therefore not necessarily evidence of a 
natural bat origin. In fact, it seems to me to imply the opposite: New 
functional components may have been overlaid onto or inserted into the 
RaTG13 genome, new Tinkertoy intermolecular manipulations, especially to 
its spike protein, which have the effect of ·making it unprecedentedly infectious 
in human airways. 

This is where the uniquely peculiar furin insert and/ or the human-tuned 
ACE2-receptor-binding domain may come in - although it's also possible that 
either of these elements could have evolved as part of some multistep zoonotic 
process. But in the climate of gonzo laboratory experimentation, at a time 
when all sorts of tweaked variants and amped-up substitutions were being 
tested on cell cultures and in the lungs of humanized mice and other 
experimental animals, isn't it possible that somebody in Wuhan took the virus 
that had been isolated fron1 hun1an samples, or the RaTG13 bat virus 
sequence, or both ( or other viruses from that same mine shaft that Shi Zhengli 
has recently mentioned in passing), and used then1 to create a challenge 
disease for vaccine research - a chopped-and-channeled version of RaTG13 or 
the n1iners' virus that included elements that would n1ake it thrive and even 
rampage in people? And then what if, during an experin1ent one afternoon, 
this new, virulent, hu1nan-infecting, furin-ready virus got out? 

For n1ore than 15 years, coronavirologists strove to prove that the threat of 
SARS was ever present and must be defended against, and they proved it by 
showing how they could doctor the viruses they stored in order to force them 
to jump species and go directly fron1 bats to humans. More and more bat 
viruses can1e in from the field tean1s, and they were sequenced and 
synthesized and "rewired," to use a term that Barie likes. In this international 
potluck supper of genetic cookery, hundreds of new variant diseases were 
invented and stored. And then one day, perhaps, son1ebody n1essed up. It's at 
least a reasonable, "parsimonious" explanation of what might have happened. 

This may be the great scientific n1eta-experin1ent of the 21st century. Could a 
world full of scientists do all kinds of reckless recombinant things with viral 
diseases for n1any years and successfully avoid a serious outbreak? The 
hypothesis was that, yes, it was doable. The risk was worth taking. There 
would be no panden1ic. 

I hope the vaccine works. 
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*This article appears in the January 4, 2021, issue of New York Magazine 

David Feith 
Deputy Assistant Secretary 
Bureau of East Asian and Pacific Affairs (EAP) 
U.S. Department of State 
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From: "Stilwell, David R" 

To: I (b)(6) .____ ____ ----;::::===::::;-........................ _________ __. 
CC: Buanaan. Richard LI (b)(6) ~state.gov>; I (b )(6) !@state.gov> 

Subject: FW: New York Mag: The Lab Leak Hypothesis 

Date: Mon, 4 Jan 2021 23:47:27 +0000 

You gotta read this. 

From: Feith, David ~(b)(6)l@state.gov> 
Sent: Monday, January 4, 2021 2:20 PM 
To: EAP-FO-Principals-DL <EAP-FO-Princi als-DL@state.gov>; DL NSC Asial (b)(6) 
l (b)(6) ~ (b)(6) ; Ruggiero, Anthony J. EOP/NSC 

(b )(6) 
Subject: New York Mag: The Lab Leak Hypothesis 

This looks awfully interesting. The story the New Yorker wouldn't tell ... 

https://nymag.com/intelligencer/article/coronavirus-lab-escape-theory.html 

Tlie0tab-Leak H vnothesis 

The Lab Leak Hypothesis 

For decades, scientists have been 
hot-wiring viruses in hopes of 
preventing a pandemic, not 
causing one. But what if ... ? 
By Nicholson Baker 

I. 

Flask Monsters 
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What happened was fairly simple, I've come to believe. It was an accident. 
A virus spent some time in a laboratory, and eventually it got out. SARS-CoV-
2, the virus that causes COVID-19, began its existence inside a bat, then it 
learned how to infect people in a claustrophobic mine shaft, and then it was 
made more infectious in one or more laboratories, perhaps as part of a 
scientist's well-intentioned but risky effort to create a broad-spectrun1 vaccine. 
SARS-2 was not designed as a biological weapon. But it was, I think, 
designed. Many thoughtful people disn1iss this notion, and they may be right. 
They sincerely believe that the coronavirus arose naturally, "zoonotically/' 
from anin1als, without having been previously studied, or hybridized, or 
sluiced through cell cultures, or otherwise worked on by trained professionals. 
They hold that a bat, carrying a coronavirus, infected some other creature, 
perhaps a pangolin, and that the pangolin may have already been sick with a 
different corona virus disease, and out of the conjunction and commingling of 
those two diseases within the pangolin, a new disease, highly infectious to 
humans, evolved. Or they hypothesize that two coronaviruses recombined in a 
bat, and this new virus spread to other bats, and then the bats infected a 
person directly - in a rural setting, perhaps - and that this person caused a 
simmering undetected outbreak of respiratory disease, which over a period of 
months or years evolved to become virulent and highly transmissible but was 
not noticed until it appeared in Wuhan. 

There is no direct evidence for these zoonotic possibilities, just as there is no 
direct evidence for an experimental mishap - no written confession, no 
incriminating notebook, no official accident report. Certainty craves detail, 
and detail requires an investigation. It has been a full year, So million people 
have been infected, and, surprisingly, no public investigation has taken place. 
We still know very little about the origins of this disease. 

Nevertheless, I think it's worth offering some historical context for our 
yearlong medical nightmare. We need to hear from the people who for years 
have contended that certain types of virus experimentation might lead to a 
disastrous pandemic like this one. And we need to stop hunting for new exotic 
diseases in the wild, shipping them back to laboratories, and hot-wiring their 
genomes to prove how dangerous to human life they might become. 

Over the past few decades, scientists have developed ingenious methods of 
evolutionary acceleration and recombination, and they've learned how to trick 
viruses, coronaviruses in particular, those spiky hairballs of protein we now 
know so well, into moving quickly from one species of animal to another or 
from one type of cell culture to another. They've made machines that mix and 
mingle the viral code for bat diseases with the code for human diseases -
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diseases like SARS, severe acute respiratory syndrome, for example, which 
arose in China in 2003, and MERS, Middle East respiratory syndrome, which 
broke out a decade later and has to do with bats and camels. Some of the 
experiments - "gain of function" experiments - aimed to create new, more 
virulent, or more infectious strains of diseases in an effort to predict and 
therefore defend against threats that might conceivably arise in nature. The 
term gain of function is itself a euphemism; the Obama White House more 
accurately described this work as "experiments that may be reasonably 
anticipated to confer attributes to influenza, MERS, or SARS viruses such that 
the virus would have enhanced pathogenicity and/ or transmissibility in 
mammals via the respiratory route." The virologists who carried out these 
experiments have accomplished amazing feats of genetic transmutation, no 
question, and there have been very few publicized accidents over the years. 
But there have been some. 

And we were warned, repeatedly. The intentional creation of new microbes 
that combine virulence with heightened transmissibility "poses extraordinary 
risks to the public," wrote infectious-disease experts Marc Lipsitch and 
Thomas Inglesby in 2014. "A rigorous and transparent risk-assessment 
process for this work has not yet been established." That's still true today. In 
2012, in Bulletin of the Atomic Scientists, Lynn Klotz warned that there was an 
80 percent chance, given how many laboratories were then handling virulent 
viro-varietals, that a leak of a potential pandemic pathogen would occur 
sometime in the next 12 years. 

A lab accident - a dropped flask, a needle prick, a mouse bite, an illegibly 
labeled bottle - is apolitical. Proposing that something unfortunate happened 
during a scientific experiment in Wuhan - where COVID-19 was first 
diagnosed and where there are three high-security virology labs, one of which 
held in its freezers the most comprehensive inventory of sampled bat viruses 
in the world - isn't a conspiracy theory. It's just a theory. It merits attention, I 
believe, alongside other reasoned attempts to explain the source of our current 
catastrophe. 

II. 

"A Reasonable Chance" 

From early 2020, the world was brooding over the origins of COVID-19. 
People were reading research papers, talking about what kinds of live animals 
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were or were not sold at the Wuhan seafood market - wondering where the 
new virus had come from. 

Meanwhile, things got strange all over the world. The Chinese government 
shut down transportation and built hospitals at high speed. There were video 
clips of people who'd suddenly dropped unconscious in the street. A doctor on 
YouTube told us how we were supposed to scrub down our produce when we 
got back from the supermarket. A scientist named Shi Zhengli of the Wuhan 
Institute of Virology published a J2.ill2er saying that the novel coronavirus was 
96 percent identical to a bat virus, RaTG13, found in Yunnan province in 
southern China. On March 13, I wrote in my journal that there seen1ed to be 
something oddly artificial about the disease: "It's too airborne - too catching 
- it's son1ething that has been selected for infectivity. That's what I suspect. 
No way to know so no reason to waste time thinking about it." 

This was just a note to self- at the time, I hadn't interviewed scientists about 
SARS-2 or read their research papers. But I did know son1ething about 
pathogens and laboratory accidents; I published a book last year, Baseless, 
that talks about some of then1. The book is named after a Pentagon program, 
Project Baseless, whose goal, as of 1951, was to achieve "an Air Force-wide 
combat capability in biological and chen1ical warfare at the earliest possible 
date." 

Avast treasure was spent by the U.S. on the an1plification and aerial delivery 
of diseases - son1e well known, others obscure and stealthy. America's 
biological-weapons program in the 'sos had Al-priority status, as high as 
nuclear weapons. In preparation for a total war with a nun1erically superior 
comn1unist foe, scientists bred germs to be resistant to antibiotics and other 
drug therapies, and they infected lab animals with then1, using a technique 
called "serial passaging," in order to make the germs more virulent and more 
catching. 

And along the way, there were laboratory accidents. By 1960, hundreds of 
American scientists and technicians had been hospitalized, victin1s of the 
diseases they were trying to weaponize. Charles Arn1strong, of the National 
Institutes of Health, one of the consulting founders of the American germ
warfare progran1, investigated Q fever three times, and all three times, 
scientists and staffers got sick. In the anthrax pilot plant at Can1p Detrick, 
Maryland, in 1951, a microbiologist, atten1pting to perfect the "foaming 
process" of high-volume production, developed a fever and died. In 1964, 
veterinary worker Albert Nickel fell ill after being bitten by a lab animal. 
His wife wasn't told that he had Machupo virus, or Bolivian hemorrhagic 
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fever. "I watched him die through a little window to his quarantine room at the 
Detrick infirn1ary," she said. 

In 1977, a worldwide epide·mic of influenza A began in Russia and China; it 
was eventually traced to a sample of an American strain of flu preserved in a 
laboratory freezer since 1950. In 1978, a hybrid strain of smallpox killed a 
medical photographer at a lab in Birmingham, England; in 2007, live foot
and-·mouth disease leaked from a faulty drainpipe at the Institute for Animal 
Health in Surrey. In the U.S., "more than 1,100 laboratory incidents involving 
bacteria, viruses and toxins that pose significant or bioterror risks to people 
and agriculture were reported to federal regulators during 2008 through 
2012," reported USA Today in an expose published in 2014. 
In 2015, the Department of Defense discovered that workers at a germ-warfare 
testing center in Utah had mistakenly sent close to 200 shipments oflive 
anthrax to laboratories throughout the United States and also to Australia, 
Germany, Japan, South Korea, and several other countries over the past 12 
years. In 2019, laboratories at Fort Detrick - where "defensive" research 
involves the creation of potential pathogens to defend against - were shut 
down for several months by the Centers for Disease Control and Prevention 
for "breaches of containment." They reopened in December 2019. 

High-containn1ent laboratories have a whispered history of near misses. 
Scientists are people, and people have clun1sy moments and poke themselves 
and get bitten by the enraged animals they are trying to nasally inoculate. 
Machines can create invisible aerosols, and cell solutions can become 
contan1inated. Waste systen1s don't always work properly. Things can go 
wrong in a hundred different ways. 

Hold that human fallibility in your mind. And then consider the cautious 
words of Alina Chan, a scientist who works at the Broad Institute of MIT and 
Harvard. "There is a reasonable chance that what we are dealing with is the 
result of a lab accident," Chan told me in July oflast year. There was also, she 
added, a reasonable chance that the disease had evolved naturally - both were 
scientific possibilities. "I don't know if we will ever find a smoking gun, 
especially if it was a lab accident. The stakes are so high now. It would be 
terrifying to be blamed for millions of cases of COVID-19 and possibly up to a 
million deaths by year end, if the pandemic continues to grow out of control. 
The Chinese government has also restricted their own scholars and scientists 
from looking into the origins of SARS-Co V-2. At this rate, the origin of SARS
Co V-2 may just be buried by the passage of time." 
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I asked Jonathan A. King, a molecular biologist and biosafety advocate from 
MIT, whether he'd thought lab accident when he first heard about the 
epidemic. "Absolutely, absolutely," King answered. Other scientists he knew 
were concerned as well. But scientists, he said, in general were cautious about 
speaking out. There were "very intense, very subtle pressures" on them not to 
push on issues of laboratory biohazards. Collecting lots of bat viruses, and 
passaging those viruses repeatedly through cell cultures, and n1aking bat
hun1an viral hybrids, King believes, "generates new threats and desperately 
needs to be reined in." 

"All possibilities should be on the table, including a lab leak," a scientist from 
the NIH, Philip Murphy- chief of the Laboratory of Molecular In1munology 
- wrote n1e recently. Nikolai Petrovsky, a professor of endocrinology at 
Flinders University College of Medicine in Adelaide, Australia, said in an 
email, "There are indeed many unexplained features of this virus that are hard 
if not in1possible to explain based on a completely natural origin." Richard 
Ebright, a molecular biologist at Rutgers University, wrote that he'd been 
concerned for some years about the Wuhan laboratory and about the work 
being done there to create "chimeric" (i.e., hybrid) SARS-related bat 
coronaviruses "with enhanced hun1an infectivity." Ebright said, "In this 
context, the news of a novel coronavirus in Wuhan ***screamed*** lab 
release." 

III. 

"No Credible Evidence" 
The new disease, as soon as it appeared, was intercepted - stolen and 
politicized by people with ulterior motives. The basic and extremely 
interesting scientific question of what happened was sucked up into an 
ideological sharknado. 

Some Americans boycotted Chinese restaurants; others bullied and harassed 
Asian Americans. Steve Bannon, broadcasting from his living room, in a 
YouTube series called War Room, said that the Chinese Communist Party had 
made a biological weapon and intentionally released it. He called it the "CCP 
virus." And his billionaire friend and backer, Miles Guo, a devoted Trump 
supporter, told a right-wing website that the communists' goal was to "use the 
virus to infect selective people in Hong Kong, so that the Chinese Communist 
Party could use it as an excuse to impose martial law there and ultimately 
crush the Hong Kong pro-democracy movement. But it backfired terribly." 
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In The Lancet, in February, a powerful counterstatement appeared, signed by 
27 scientists. "We stand together to strongly condemn conspiracy theories 
suggesting that COVID-19 does not have a natural origin," the statement said. 
"Scientists from multiple countries have published and analyzed genon1es of 
the causative agent, severe acute respiratory syndrome coronavirus 2 (SARS
CoV-2), and they overwhelmingly conclude that this coronavirus originated in 
wildlife, as have so many other en1erging pathogens." 

The behind-the-scenes organizer of this Lancet staten1ent, Peter Daszak, is a 
zoologist and bat-virus san1ple collector and the head of a New York nonprofit 
called EcoHealth Alliance - a group that (as veteran science journalist Fred 
Guterl explained later in Newsweek) has channeled money from the National 
Institutes of Health to Shi Zhengli's laboratory in Wuhan, allowing the lab to 
carry on recombinant research into diseases of bats and humans. "We have a 
choice whether to stand up and support colleagues who are being attacked and 
threatened daily by conspiracy theorists or to just turn a blind eye," Daszak 
said in February in Science magazine. 

How Did It Get Out? t. The Tongguan Mine Shaft in Mojiang, Yunnan, where, in 2013, fragments of 
RaTG13, the closest known relative of SARSCoV-2, were recovered and transported to the Wuhan Institute of 
Virology; 2. The Wuhan Institute of Virology, where Shi Zhengli's team brought the RaTG13 sample, 
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sequenced its genome, then took it out of the freezer several times in recent years; 3, The Wuhan Center for 
Disease Control and Prevention, which first reported signs of the novel coronavirus iu hospital patients; 4. 
The Huanan Seafood Wholesale Market, an early suspected origin of the pandemic, where the first major 
outbreak occurred. llluslration: /I.lap Ii~· ,Jason Lee 

Vincent Racaniello, a professor at Columbia and a co-host of a podcast 
called This Week in Virology, said on February 9 that the idea of an accident 
in Wuhan was "complete bunk." The coronavirus was 96 percent similar to a 
bat virus found in 2013, Racaniello said. "It's not a man-made virus. It wasn't 
released from a lab." 

Racaniello's dismissal was seconded by a group of scientists from Ohio State, 
the University of Pennsylvania, and the University of North Carolina, who put 
out a paper in Emerging Microbes and Infections to quiet the "speculations, 
rumors, and conspiracy theories that SARS-CoV-2 is of laboratory origin." 
There was "currently no credible evidence" that SARS-2 leaked from a lab, 
these scientists said, using a somewhat different argument from Racaniello's. 
"Some people have alleged that the human SARS-Co V-2 was leaked directly 
from a laboratory in Wuhan where a bat CoV (RaTG13) was recently 
reported," they said. But RaTG13 could not be the source because it differed 
from the human SARS-2 virus by more than a thousand nucleotides. One of 
the paper's authors, Susan Weiss, told the Raleigh News & Observer, "The 
conspiracy theory is ridiculous." 

The most influential natural-origin paper, "The Proximal Origin of SARS-CoV-
2," by a group of biologists that included Kristian Andersen of Scripps 
Research, appeared online in a preliminary version in mid-February. 
"We do not believe any type of laboratory-based scenario is plausible," the 
scientists said. Why? Because molecular-modeling software predicted that if 
you wanted to optimize an existing bat virus so that it would replicate well in 
human cells, you would arrange things a different way than how the SARS-2 
virus actually does it - even though the SARS-2 virus does an extraordinarily 
good job of replicating in human cells. The laboratory-based scenario was 
implausible, the paper said, because, although it was true that the virus could 
conceivably have developed its unusual genetic features in a laboratory, a 
stronger and "more parsimonious" explanation was that the features came 
about through some kind of natural mutation or recombination. "What we 
think," explained one of the authors, Robert F. Garry of Tulane University, on 
YouTube, "is that this virus is a recombinant. It probably came from a bat 
virus, plus perhaps one of these viruses from the pangolin." Journalists, for 
the most part, echoed the authoritative pronouncements of Daszak, 
Racaniello, Weiss, Andersen, and other prominent natural-originists. "The 
balance of the scientific evidence strongly supports the conclusion that the 
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new coronavirus emerged from nature - be it the Wuhan market or 
somewhere else," said the Washington Post's "Fact Checker" column. "Dr. 
Fauci Again Disn1isses Wuhan Lab AB Source of Coronavirus," said CBS News, 
posting a video interview of Anthony Fauci by National Geographic. "If you 
look at the evolution of the virus in bats, and what's out there now," Fauci 
said, "it's very, very strongly leaning toward 'This could not have been 
artificially or deliberately n1anipulated' - the way the mutations have 
naturally evolved." 

Everyone took sides; everyone thought of the new disease as one more episode 
in an ongoing partisan struggle. Think of Mike Pompeo, that landmass of Cold 
War truculence; think of Donald Trun1p hin1self. They stood at their 
microphones saying, in a winking, I-know-smnething-you-don't-know sort of 
way, that this disease escaped from a Chinese laboratory. Whatever they were 
saying must be wrong. It became in1pern1issible, almost taboo, to admit that, 
of course, SARS-2 could have come from a lab accident. "The adn1inistration's 
claim that the virus spread from a Wuhan lab has n1ade the notion politically 
toxic, even among scientists who say it could have happened," wrote science 
journalist Mara Hvistendahl in the Intercept. 

IV. 

"Is It a Colllplete Coincidence?" 
Even so, in January and February of 2020, there were thoughtful people who 
were speaking up, formulating their perplexities. 

One person was Sam Husseini, who works for Consortium News. 
He went to a CDC press conference at the National Press Club on February 11, 
2020. By then, 42,000 people had gotten sick in China and more than a 
thousand had died. But there were only 13 confirn1ed cases in the U.S. 
Halfway through the Q&A period, Husseini went to the microphone and asked 
the CDC's representative, Anne Schuchat, where the virus had come from. His 
head was spinning, he told ·me later. 

"Obviously the main concern is how to stop the virus," Husseini said; 
nonetheless, he wanted to know more about its source. "Is it the CDC's 
contention," he asked, "that there's absolutely no relation to the BSL-4 lab in 
Wuhan? It's my understanding that this is the only place in China with a BSL-
4 lab. We in the United States have, I think, two dozen or so, and there have 
been problems and incidents." (A BSL-4 laboratory is a maximum-security 
biosafety-level-four facility, used to house research on the 111ost dangerous 
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known pathogens. New York has confirmed there are at least 11 BSL-4 
facilities currently operating in the U.S.) Husseini hastened to say that he 
wasn't implying that what happened in Wuhan was in any way intentional. 
''I'm just asking, Is it a complete coincidence that this outbreak happened in 
the one city in China with a BSL-4 lab?" 

Schuchat thanked Husseini for his questions and cumments. Everything she'd 
seen was quite consistent with a natural, zoonotic origin for the disease, she 
said. 

That same month, a group of French scientists fromAix-Marseille University 
posted a paper describing their investigation of a small insertion in the 
genome of the new SARS-2 virus. The virus's spike protein contained a 
sequence of amino acids that formed what Etienne Decroly and colleagues 
called a "peculiar furin-like cleavage site" - a chemically sensitive region on 
the lobster claw of the spike protein that would react in the presence of an 
enzyme called furin, which is a type of protein found everywhere within the 
hun1an body, but especially in the lungs. When the spike senses human furin, 
it shudders, chemically speaking, and the enzyme opens the protein, 
comn1encing the tiny morbid ballet whereby the virus burns a hole in a host 
cell's outer n1embrane and finds its way inside. 

The code for this particular molecular feature - not found in SARS or any 
SARS-like bat viruses, but present in a slightly different form in the n1ore 
lethal MERS virus - is easy to ren1ember because it's a roar: "R-R-A-R." The 
letter code stands for amino acids: arginine, arginine, alanine, and arginine. 
Its presence, so Decroly and his colleagues observed, may heighten the 
"pathogenicity" - that is, the god-awfulness - of a disease. 

Botao Xiao, a professor at the South China University of Technology, posted f!. 
short paper on a preprint server titled "The Possible Origins of 2019-nCoV 
Coronavirus." Two laboratories, the Wuhan Center for Disease Control and 
Prevention (WHCDC) and the Wuhan Institute of Virology, were not far from 
the seafood market, which was where the disease was said to have originated, 
Xiao wrote - in fact, the WHCDC was only a few hundred yards away fron1 
the n1arket - whereas the horseshoe bats that hosted the disease were 
hundreds of n1iles to the south. (No bats were sold in the n1arket, he pointed 
out.) It was unlikely, he wrote, that a bat would have flown to a densely 
populated metropolitan area of 15 n1illion people. "The killer coronavirus 
probably originated fron1 a laboratory in Wuhan," Xiao believed. He urged the 
relocation of "biohazardous laboratories" away from densely populated places. 
His article disappeared from the server. 
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And late in the month, a professor at National Taiwan University, Fang Chi
tai, gave a lecture on the coronavirus in which he described the anomalous R
R-A-R furin cleavage site. The virus was "unlikely to have four amino acids 
added all at once," Fang said- natural mutations were smaller and more 
haphazard, he argued. "From an academic point of view, it is indeed possible 
that the amino acids were added to COVID-19 in the lab by humans." When 
the Taiwan News published an article about Fang's talk, Fang disavowed his 
own comments, and the video copy of the talk disappeared from the website of 
the Taiwan Public Health Association. "It has been taken down for a certain 
reason," the association explained. "Thank you for your understanding." 

V. 

"A Serious Shortage of Appropriate! 
y Trained Technicians" 

In the spring, I did some reading on coronavirus history. Beginning in the 
1970s, dogs, cows, and pigs were diagnosed with coronavirus infections; dog 
shows were canceled in 1978 after 25 collies died in Louisville, Kentucky. New 
varieties of coronaviruses didn't start killing humans, though, until 2003 -
that's when restaurant chefs, food handlers, and people who lived near a live
animal market got sick in Guangzhou, in southern China, where the shredded 
meat of a short-legged raccoonlike creature, the palm civet, was served in a 
regional dish called "dragon-tiger-phoenix soup." The new disease, SARS, 
spread alarmingly in hospitals, and it reached 30 countries and territories. 
More than 800 people died; the civet-borne virus was eventually traced to 
horseshoe bats. 

Later, smaller outbreaks of SARS in Taiwan, Singapore, and China's National 
Institute of Virology in Beijing were all caused by laboratory accidents. Of the 
Beijing Virology Institute, the World Health Organization's safety 
investigators wrote, in May 2004, that they had "serious concerns about 
biosafety procedures." By one account, a SARS storage room in the Beijing lab 
was so crowded that the refrigerator holding live virus was moved out to the 
hallway. "Scientists still do not fully understand exactly where or how SARS 
emerged 18 months ago," wrote Washington Post reporter David Brown in 
June 2004. "But it is clear now that the most threatening source of the deadly 
virus today may be places they know intimately - their own laboratories." 
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I'mjust asking, Is it a complete coincidence 
that this outbreak happened in the one city 
in China with a BSL-4 lab? 
MERS arose in 2012, possibly spread by camels that had contracted the 
disease from bats or bat guano, then passed it to human drinkers of raw camel 
milk and butchers of camel meat. It was an acute sickness, with a high fatality 
rate, mostly confined to Saudi Arabia. Like SARS, MERS ebbed quickly- it all 
but disappeared outside the Middle East, except for an outbreak in 2015 at the 
Samsung Medical Center in South Korea, where a single case of MERS led to 
more than 180 infections, many involving hospital workers. 

In January 2015, the brand-new BSL-4 lab in Wuhan, built by a French 
contractor, celebrated its opening, but full safety certification came slowly. 
According to State Department cables from 2018 leaked to the 
Washington Post, the new BSL-4 lab had some start-up problems, including "a 
serious shortage of appropriately trained technicians and investigators needed 
to safely operate this high-containment laboratory." The staff had gotten some 
training at a BSL-4 lab in Galveston, Texas, but they were doing potentially 
dangerous work with SARS-like viruses, the memo said, and they needed more 
help from the U.S. 

In November or December of 2019, the novel coronavirus began to spread. 
Chinese scientists initially named it "Wuhan seafood market pneumonia 
virus," but soon that idea went away. The market, closed and decontaminated 
by Chinese officials on January 1, 2020, was an amplifying hub, not the source 
of the outbreak, according to several studies by Chinese scientists. Forty-five 
percent of the earliest SARS-2 patients had no link with the market. 

VI. 

Emergence 
Now let's take a step back. AIDS, fatal and terrifying and politically 
charged, brought on a new era in government-guided vaccine research, under 
the guidance of Anthony Fauci. A virologist at Rockefeller University, Stephen 
S. Morse, began giving talks on "emerging viruses" - other plagues that might 
be in the process of coming out of nature's woodwork. In 1992, Richard 
Preston wrote a horrific account of one emergent virus, Ebola, in The New 
Yorker, which became a best-selling book in 1994; Laurie Garrett's The 
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Coming Plague: Newly Emerging Diseases in a World Out of 
Balance appeared that same year and was also a best seller. The idea seemed 
to be everywhere: We were on the verge of a wave of zoonotic, emergent 
plagues. 

This new, useful term, emerging, began to glow in the research papers of some 
coronavirologists, who were out of the spotlight, working on common colds 
and livestock diseases. The term was useful because it was fluid. An emerging 
disease could be real and terrifying, as AIDS was - son1ething that had just 
arrived on the medical scene and was confounding our efforts to combat it -
or it could be a disease that hadn't arrived, and n1ight never arrive, but could 
be shown in a laboratory to be waiting in the wings, just a few mutations away 
from a human epidemic. It was real and unreal at the san1e tin1e - a quality 
that was helpful when applying for research grants. 

Where Did It Co.me From? This chart measures the genetic similarity of known viruses to the novel 
coronavirus (which appears in yellow). By far the closest is the bat virus RaTG13, which appears in blue, and 
which was recovered in 2013 and brought to the Wuhan Institute of Virology. The first SARS, marked in red, is a 
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much more distant relative. GraphiC': Zhou, P., Yang, XL., Wang, XG. et al. A pneumonia outbreak associated 
with a ne\\" o.:oronavirus of pruba\Jle bat origin. Nature 579, 270-273 ( 2020) 

Take, for instance, this paper from 1995: "High Recombination and Mutation 
Rates in Mouse Hepatitis Viruses Suggest That Coronaviruses May Be 
Potentially Important Emerging Viruses." It was written by Dr. Ralph Barie 
and his bench scientist, Boyd Yount, at the University of North Carolina. Barie, 
a gravelly voiced former swin1 chan1pion, described in this early paper how his 
lab was able to train a coronavirus, MHV, which causes hepatitis in mice, to 
jump species, so that it could reliably infect BHK (baby-hamster kidney) cell 
cultures. They did it using serial passaging: repeatedly dosing a n1ixed solution 
of mouse cells and hamster cells with mouse-hepatitis virus, while each time 
decreasing the number of ·mouse cells and upping the concentration of 
hamster cells. At first, predictably, the mouse-hepatitis virus couldn't do much 
with the hamster cells, which were left almost free of infection, floating in 
their world of fetal-calf serum. But by the end of the experiment, after dozens 
of passages through cell cultures, the virus had mutated: It had mastered the 
trick of parasitizing an unfamiliar rodent. A scourge of mice was transformed 
into a scourge of hamsters. And there was more: "It is clear that MHV can 
rapidly alter its species specificity and infect rats and primates," Barie said. 
"The resulting virus variants are associated with demyelinating diseases in 
these alternative species." (A demyelinating disease is a disease that damages 
nerve sheaths.) With steady prodding from laboratory science, along with 
son1e rhetorical exaggeration, a lowly mouse ailment was n1orphed into an 
emergent threat that might potentially cause nerve dan1age in primates. That 
is, nerve damage in us. 

A few years later, in a further round of "interspecies transfer" 
experimentation, Baric's scientists introduced their mouse coronavirus into 
flasks that held a suspension of African-green-monkey cells, hun1an cells, and 
pig-testicle cells. Then, in 2002, they announced son1ething even n1ore 
impressive: They'd found a way to create a full-length infectious clone of the 
entire mouse-hepatitis genome. Their "infectious construct" replicated itself 
just like the real thing, they wrote. 

Not only that, but they'd figured out how to perform their asse·mbly 
seamlessly, without any signs of human handiwork. Nobody would know if the 
virus had been fabricated in a laboratory or grown in nature. Barie called this 
the "no-see'm method," and he asserted that it had "broad and largely 
unappreciated n1olecular biology applications." The n1ethod was nan1ed, he 
wrote, after a "very small biting insect that is occasionally found on North 
Carolina beaches." 
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In 2006, Barie, Yount, and two other scientists were granted a patent for their 
invisible method of fabricating a full-length infectious clone using the 
seamless, no-see'm n1ethod. But this time, it wasn't a clone of the n1ouse
hepatitis virus - it was a clone of the entire deadly human SARS virus, the one 
that had emerged fron1 Chinese bats, via civets, in 2002. The Barie Lab came 
to be known by some scientists as "the Wild Wild West." In 2007, Barie said 
that we had entered "the golden age of coronavirus genetics." 

"I would be afraid to look in their freezers," one virologist told me. 

Barie and Shi Zhengli of the Wuhan Institute of Virology, the two top experts 
on the genetic interplay between bat and human coronaviruses, began 
collaborating in 2015. 

VII. 

"I Had Not Slept a Wink" 

Early in the pandemic, Scientific American grofiled Shi Zhengli, known in 
China as the "bat woman." Shi trapped hundreds of bats in nets at the mouths 
of caves in southern China, san1pled their saliva and their blood, swabbed 
their anuses, and gathered up their fecal pellets. Several times, she visited and 
sampled bats in a mine in Mojiang, in southern China, where, in 2012, six n1en 
set to work shoveling bat guano were sickened by a severe lung disease, three 
of them fatally. Shi's team took the samples back to Wuhan and analyzed 
whatever fragn1ents of bat virus she could find. In some cases, when she found 
a sequence that seemed particularly significant, she experimented with it in 
order to understand how it might potentially infect humans. Son1e of her work 
was funded by the National Institutes of Health and son1e of it by the U.S. 
Defense Threat Reduction Agency of the Departn1ent of Defense via Peter 
Daszak's EcoHealth Alliance. 

As Shi explained to Scientific American, late in December 2019, she heard 
from the director of the Wuhan Institute that there was an outbreak of a new 
disease in the city. Medical samples taken from hospital patients arrived at her 
lab for analysis. Shi determined that the new virus was related to SARS but 
even n1ore closely related to a bat disease that her own team had found on a 
virus-hunting trip: the now-famous RaTG13. Shi was surprised that the 
outbreak was local, she said: "I had never expected this kind of thing to 
happen in Wuhan, in central China." The bat hiding places that she'd been 
visiting were, after all, as far away as Orlando, Florida, is from New York City. 
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Could this new virus, she wondered, have come from her own laboratory? She 
checked her records and found no exact matches. "That really took a load off 
my mind," she said. "I had not slept a wink for days." 

If one of the first thoughts that goes through the head of a lab director at the 
Wuhan Institute of Virology is that the new coronavirus could have come from 
her lab, then we are obliged to entertain the scientific possibility that it could 
indeed have come from her lab. Right then, there should have been a 
comprehensive, pockets-inside-out, fully public investigation of the Virology 
Institute, along with the other important virus labs in Wuhan, including the 
one close by the seafood market, headquarters of the Wuhan CDC. There 
should have been interviews with scientists, interviews with biosafety teams, 
close parsings of laboratory notebooks, freezer and plumbing and 
decontamination systems checks - everything. It didn't happen. The Wuhan 
Institute of Virology closed down its databases of viral genomes, and the 
Chinese Ministry of Education sent out a directive: "Any paper that traces the 
origin of the virus must be strictly and tightly managed." 

Shi made some WeChat posts early in 2020. "The novel 2019 coronavirus is 
nature punishing the human race for keeping uncivilized living habits," she 
wrote. "I, Shi Zhengli, swear on my life that it has nothing to do with our 
laboratory." She advised those who believed rumors, and gave credence to 
unreliable scientific papers, to "shut their stinking mouths." 

VIII. 

" 'Bug to Drug' in 24 Hours" 
It wasn't only AIDS that changed the way the NIH funded research. The 
War on Terror also influenced which diseases got the most attention. In the 
late '90s, under Bill Clinton and then George W. Bush, biodefense specialists 
became interested - again - in anthrax. The Defense Threat Reduction 
Agency built a small anthrax factory in Nevada, using simulants, to 
demonstrate how easy it would be for a terrorist to build a small anthrax 
factory. And in the first year of the Bush presidency, the Defense Intelligence 
Agency wrote up plans to create a vaccine-resistant form of anthrax using 
state-of-the-art gene-splicery. A front-page article describing these initiatives, 
"U.S. Germ Warfare Research Pushes Treaty Limits," appeared in the New 
York Times on September 4, 2001, one week before 9/11. "Pentagon Says 
Projects Are Defense, Is Pressing Ahead," was the subtitle. 
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After the 9/11 attacks, and the mysterious anthrax mailings that began a week 
later (which said, "TAKE PENACILIN [sic] NOW/ DEATH TO 
Al\1ERICA / DEATH TO ISRAEL/ ALLAH IS GREAT"), the desire for 
biopreparedness became all consuming. Now there were emerging biothreats 
from humans as well as from the evolving natural world. Fauci's anti-terror 
budget went from $53 million in 2001 to $1.7 billion in 2003. Setting aside his 
work toward an AIDS vaccine, which was taking longer than he'd foreseen, 
Fauci said he would be going all out to defend against a suite of known Cold 
War agents, all of which had been bred and perfected in American weapons 
programs many years before - brucellosis, anthrax, tularemia, and plague, for 
instance. "We are making this the highest priority," Fauci said. "We are really 
marshaling all available resources." 

I would be afraid to look in their freezers. 
Vaccine development had to progress much faster, Fauci believed; he wanted 
to set up "vaccine systems" and "vaccine platforms," which could be quickly 
tailored to defend against a particular emergent strain some terrorist with an 
advanced biochemistry degree might have thrown together in a laboratory. 
"Our goal within the next 20 years is 'bug to drug' in 24 hours," Fauci said. 
"This would specifically meet the challenge of genetically engineered 
bioagents." The first Project BioShield contract Fauci awarded was to VaxGen, 
a California pharmaceutical company, for $878 million worth of shots of 
anthrax vaccine. 

By 2005, so much money was going toward biothreat reduction and 
preparedness that more than 7,50 scientists sent a protest letter to the NIH. 
Their claim was that grants to study canonical biowar diseases - anthrax, 
plague, brucellosis, and tularemia, all exceptionally rare in the U.S. - had 
increased by a factor of 15 since 2001, whereas funds for the study of 
widespread "normal" diseases, of high public-health importance, had 
decreased. 

Fauci was firm in his reply: "The United States through its leaders made the 
decision that this money was going to be spent on biodefense," he said. "We 
disagree with the notion that biodefense concerns are of 'low public-health 
significance.' " 

In 2010, by one count, there were 249 BSL-3 laboratories and seven BSL-4 
laboratories in the U.S., and more than 11,000 scientists and staffers were 
authorized to handle the ultralethal germs on the government's select 
pathogen list. And yet the sole bioterrorist in living memory who actually 
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killed American citizens, according to the FBI - the man who sent the anthrax 
letters - turned out to be one of the government's own researchers. Bruce 
Ivins, an eccentric, suicidal laboratory scientist from Ohio who worked in 
vaccine development at Fort Detrick, allegedly wanted to boost the fear level 
so as to persuade the government to buy more of the patented, genetically 
engineered anthrax VaxGen vaccine, of which he was a co-inventor. (See 
David Willman's fascinating biography of Ivins, Mirage Man.) Fauci's staff at 
NIH funded lvins's vaccine laboratory and gave $100 million to VaxGen to 
accelerate vaccine production. (The NIH's $878 million contract with VaxGen, 
however, was quietly canceled in 2006; Ivins, who was never charged, killed 
himself in 2008.) 

"The whole incident amounted to a snake eating its own tail," wrote Wendy 
Orent in an August 2008 piece titled "Our Own Worst Bioenemy" in the Los 
Angeles Times. "No ingenious biowarrior from Al Qaeda sent the lethal 
envelopes through the U.S. postal system. An American scientist did." What 
confirmed lvins's guilt, according to the FBI, was that there was a genetic 
match between the anthrax used in the killings and the strain held at Fort 
Detrick. 

IX. 

"Weapons of Mass Disruption" 
After SARS appeared in 2003, Ralph Baric's laboratory moved up the NIH 
funding ladder. SARS was a "dual use" organism - a security threat and a 
zoonotic threat at the same time. In 2006, Barie wrote a long, fairly creepy 
paper on the threat of "weaponizable" viruses. Synthetic biology had made 
possible new kinds of viral "weapons of mass disruption," he wrote, involving, 
for example, "rapid production of numerous candidate bioweapons that can be 
simultaneously released," a scattershot terror tactic Barie called the" 'survival 
of the fittest' approach." 

Barie hoped to find a SARS vaccine, but he couldn't; he kept looking for it, 
year after year, supported by the NIH, long after the disease itself had been 
contained. It wasn't really gone, Barie believed. Like other epidemics that pop 
up and then disappear, as he told a university audience some years later, "they 
don't go extinct. They are waiting to return." What do you do if you run a well
funded laboratory, an NIH "center of excellence," and your emergent virus is 
no longer actually making people sick? You start squeezing it and twisting it 
into different shapes. Making it stand on its hind legs and quack like a duck, or 
a bat. Or breathe like a person. 
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Baric's safety record is good - although there was a minor mouse-bite 
incident in 2016, uncovered by ProPublica - and his motives are beyond 
reproach: "Safe, universal, vaccine platforms are needed that can be tailored to 
new pathogens as they emerge, quickly tested for safety, and then strategically 
used to control new disease outbreaks in human populations," he wrote in a 
paper on public health. But the pioneering work he did over the past 15 years 
- generating tiny eager single-stranded flask monsters and pitting them 
against human cells, or bat cells, or gene-spliced somewhat-human cells, or 
monkey cells, or humanized mice - was not without risk, and it may have led 
others astray. 

In 2006, for instance, Barie and his colleagues, hoping to come up with a 
"vaccine strategy" for SARS, produced noninfectious virus replicon particles 
(or VRPs) using the Venezuelan-equine-encephalitis virus (another American 
germ-warfare agent), which they fitted with various SARS spike proteins. 
Then, wearing Tyvek suits and two pairs of gloves each, and working in a 
biological safety cabinet in a BSL-3-certified laboratory, they cloned and grew 
recombinant versions of the original SARS virus in an incubator in a medium 
that held African-green-monkey cells. When they had grown enough virus, the 
scientists swapped out one kind of spike protein for a carefully chosen mutant, 
and they challenged their prototype vaccine with it in mice. 

The scientists also tried their infectious SARS clones in something called an 
air-liquid interface, using a relatively new type of cell culture developed by 
Raymond Pickles of the University of North Carolina's Cystic Fibrosis Center. 
Pickles had perfected a method of emulating the traits of human airway tissue 
by cultivating cells taken from lung-disease patients - nurturing the culture 
over four to six weeks in such a way that the cells differentiated and developed 
a crop of tiny moving hairs, or cilia, on top and goblet cells within that 
produced real human mucus. In fact, before infecting these HAE (human 
airway epithelial) cells with a virus, the lab worker must sometimes rinse off 
some of the accumulated mucus, as if helping the lab-grown tissue to clear its 
throat. So Barie was exposing and adapting his engineered viruses to an 
extraordinarily true-to-life environment - the juicy, sticky, hairy inner surface 
of our breathing apparatus. 

SARS-2 seems almost perfectly calibrated to grab and ransack our breathing 
cells and choke the life out of them. "By the time SARS-CoV-2 was first 
detected in late 2019, it was already pre-adapted to human transmission," 
Alina Chan and her co-authors have written, whereas SARS, when it first 
appeared in 2003, underwent "numerous adaptive mutations" before settling 
down. Perhaps viral nature hit a bull's-eye of airborne infectivity, with almost 
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no mutational drift, no period of accommodation and adjustment, or perhaps 
some lab worker somewhere, inspired by Baric's work with human airway 
tissue, took a spike protein that was specially groomed to colonize and thrive 
deep in the ciliated, mucosal tunnels of our inner core and cloned it onto some 
existing viral bat backbone. It could have happened in Wuhan, but - because 
anyone can now "print out" a fully infectious clone of any sequenced disease -
it could also have happened at Fort Detrick, or in Texas, or in Italy, or in 
Rotterdam, or in Wisconsin, or in some other citadel of coronaviral inquiry. 
No conspiracy- just scientific ambition, and the urge to take exciting risks 
and make new things, and the fear of terrorism, and the fear of getting sick. 
Plus a whole lot of government money. 

X. 

"Risky Areas for Spillover" 
Project Bioshield began to fade by the end of the Bush administration, 
although the expensive high-containment laboratories, controversial 
preservers and incubators of past and future epidemics, remain. By 2010, 
some BioShield projects had dissolved into Obama's Predict program, which 
paid for laboratories and staff in 60 "risky areas for spillover" around the 
world. Jonna Mazet, a veterinary scientist from the University of California, 
Davis, was in charge of Predict, which was a component of USAID's "Emerging 
Pandemic Threats" program. Her far-flung teams collected samples from 
164,000 animals and humans and claimed to have found "almost 1,200 
potentially zoonotic viruses, among them 160 novel coronaviruses, including 
multiple SARS- and MERS-like coronaviruses." The fruits of Predict's exotic 
harvest were studied and circulated in laboratories worldwide, and their 
genetic sequences became part of GenBank, the NIH's genome database, 
where any curious RNA wrangler anywhere could quickly synthesize snippets 
of code and test out a new disease on human cells. 

Barie, Jonna Mazet, and Peter Daszak of EcoHealth worked together for years 
- and Daszak also routed Predict money to Shi Zhengli's bat-surveillance 
team in Wuhan through his nonprofit, mingling it with NIH money and 
money from the U.S. Defense Threat Reduction Agency. In 2013, 
Mazet announced that Shi Zhengli's virus hunters, with Predict's support, had, 
for the first time, isolated and cultured a live SARS-like virus from bats and 
demonstrated that this virus could bind to the human ACE2, or "angiotensin
converting enzyme 2," receptor, which Baric's laboratory had determined to be 
the sine qua non of human infectivity. "This work shows that these viruses can 
directly infect humans and validates our assumption that we should be 
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searching for viruses of pandemic potential before they spill over to people," 
Mazet said. 

Daszak, for his part, seems to have viewed his bat quests as part of an epic, 
quasi-religious death match. In a paper from 2008, Daszak and a co-author 
described Bruegel's painting The Fall of the Rebel Angels and compared it to 
the contemporary human biological condition. The fallen angels could be seen 
as pathogenic organisms that had descended "through an evolutionary (not 
spiritual) pathway that takes them to a netherworld where they can feed only 
on our genes, our cells, our flesh," Daszak wrote. "Will we succumb to the 
multitudinous horde? Are we to be cast downward into chthonic chaos 
represented here by the heaped up gibbering phantasmagory against which we 
rail and struggle?" 

XI. 

"Lab-Made?" 
There are, in fact, some helpful points of agreement between zoonoticists -
those who believe in a natural origin of the SARS-2 virus - and those who 
believe that it probably came from a laboratory. Both sides agree, when 
pressed, that a lab origin can't be conclusively ruled out and a natural origin 
can't be ruled out either - because nature, after all, is capable of improbable, 
teleological-seeming achievements. Both sides also agree, for the most part, 
that the spillover event that began the human outbreak probably happened 
only once, or a few times, quite recently, and not many times over a longer 
period. They agree that bat virus RaTG13 (named for the Rinolophus 
affinus bat, from Tongguan, in 2013) is the closest match to the human virus 
that has yet been found, and that although the two viruses are very similar, the 
spike protein of the bat virus lacks the features the human spike protein 
possesses that enable it to work efficiently with human tissue. 

Zoonoticists hold that SARS-2's crucial features - the furin cleavage site and 
the ACE2 receptor - are the result of a recombinant event involving a bat 
coronavirus (perhaps RaTG13 or a virus closely related to it) and another, 
unknown virus. Early on, researchers proposed that it could be a snake sold at 
the seafood market - a Chinese cobra or a banded krait-but no: Snakes don't 
typically carry coronaviruses. Then there was a thought that the disease came 
from sick smuggled pangolins, because there existed a certain pangolin 
coronavirus that was, inexplicably, almost identical in its spike protein to the 
human coronavirus - but then, no: There turned out to be questions about 
the reliability of the genetic information in that diseased-pangolin data set, on 
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top of which there were no pangolins for sale at the Wuhan market. Then a 
group from China's governn1ent veterinary laboratory at Harbin tried infecting 
beagles, pigs, chickens, ducks, ferrets, and cats with SARS-2 to see if they 
could be carriers. (Cats and ferrets got sick; pigs, ducks, and most dogs did 
not.) 

In September, sume scientists at the University of Michigan, led by Yang 
Zhang, regorted that they had created a "computational pipeline" to screen 
nearly a hundred possible intermediate hosts, including the Sumatran 
orangutan, the Western gorilla, the Olive baboon, the crab-eating macaque, 
and the bonobo. All these primates were "permissive" to the SARS-2 
coronavirus and should undergo "further experin1entational investigation," 
the scientists proposed. 

Despite this wide-ranging effort, there is at the moment no animal host that 
zoonoticists can point to as the missing link. There's also no single, agreed
upon hypothesis to explain how the disease may have traveled from the bat 
reservoirs of Yunnan all the way to Wuhan, seven hours by train, without 
leaving any sick people behind and without infecting anyone along the way. 

The zoonoticists say that we shouldn't find it troubling that virologists have 
been inserting and deleting furin cleavage sites and ACE2-receptor-binding 
don1ains in experimental viral spike proteins for years: The fact that 
virologists have been doing these things in laboratories, in advance of the 
panden1ic, is to be taken as a sign of their prescience, not of their folly. But I 
keep returning to the basic, puzzling fact: This patchwork pathogen, which 
allegedly has evolved without human meddling, first came to notice in the only 
city in the world with a laboratory that was paid for years by the U.S. 
government to perforn1 experiments on certain obscure and heretofore 
unpublicized strains of bat viruses - which bat viruses then turned out to be, 
out of all the organisn1s on the planet, the ones that are most closely related to 
the disease. What are the odds? 

In July, I discovered a number of volunteer analysts who were doing a new 
kind of forensic, samizdat science, hunched over the letter code of the SARS-2 
genome like scholars deciphering the cuneiform iinpressions in Linear B 
tablets. There were the anonymous authors of Project Evidence, on GitHub, 
who "disavow all racism and violent attacks, including those which are aimed 
at Asian or Chinese people," and there was Yuri Deigin, a biotech entrepreneur 
from Canada, who wrote a n1assive, lucid paper on Medium, "Lab-Made?," 
which illumined the mysteries of the spike protein. Jonathan Latham of the 
Bioscience Resource Project, with his co-author Allison Wilson, wrote two 
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important papers: one a calm, unsparing ovenriew oflaboratory accidents and 
rash research and the other a close look at the small outbreak of an 
unexplained viral pneun1onia in a bat-infested copper mine in 2012. I 
corresponded with Alina Chan (now the subject of a nicely turned piece 
in Boston n1agazine by Rowan Jacobsen) and with the pseudonymous Billy 
Bostickson, a tireless researcher whose Twitter photo is a cartoon of an 
injured experimental monkey, and Monali Rahalkar, of the Agharkar Research 
Institute in Pune, India, who wrote a paper with her husband, Rahul 
Bahulikar, that also sheds light on the story of the bat-guano-shoveling men 
whose virus was ren1arkably like SARS-2, except that it was not nearly as 
catching. I talked to Rossana Segreto, a molecular biologist at the University of 
Innsbruck, whose paper, "Is Considering a Genetic-Manipulation Origin for 
SARS-CoV-2 a Conspiracy Theory That Must Be Censored?," co-authored with 
Yuri Deigin, was finally published in November under a milder title; it argued 
that SARS-2's most notable features, the furin site and the human ACE2-
binding domain, were unlikely to have arisen simultaneously and "might be 
the result of lab ·manipulation techniques such as site directed mutagenesis." 
Segreto is also the person who first established that a bat-virus fragment 
named BtCoV / 4991, identified in 2013, was 100 percent identical to the 
closest known cousin to SARS-CoV-2, the bat virus RaTG13, thereby proving 
that the virus closest to the SARS-2-pandemic virus was linked back not to a 
bat cave but to a mine shaft, and that this same virus had been stored and 
worked on in the Wuhan Institute for years. This made possible the first big 
investigative piece on SARS-2's origins, in the Times of London, in July: 
"Nobody can deny the bravery of scientists who risked their lives harvesting 
the highly infectious virus," the Times authors write. "But did their courageous 
detective work lead inadvertently to a global disaster?" 

XII. 

"A New, Non-Natural Risk" 
In 2011, a tall, confident Dutch scientist, Ron Fouchier, using grant money 
from Fauci's group at NIH, created a mutant form of highly pathogenic avian 
influenza, H5N 1, and passaged it ten times through ferrets in order to prove 
that he could "force" (his word) this potentially fatal disease to infect 
mamn1als, including hun1ans, "via aerosols or respiratory droplets." Fouchier 
said his findings indicated that these avian influenza viruses, thus forced, 
"pose a risk of becoming panden1ic in hun1ans." 

This experiment was too much for some scientists: Why, out of a desire to 
prove that something extremely infectious could happen, would you make it 
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happen? And why would the U.S. government feel compelled to pay for it to 
happen? Late in 2011, Marc Lipsitch of the Harvard School of Public Health 
got together with several other dismayed onlookers to ring the gong for 
caution. On January 8, 2012, the New York Times published a scorcher of an 
editorial, "An Engineered Doomsday." "We cannot say there would be no 
benefits at all from studying the virus," the Times said. "But the consequences, 
should the virus escape, are too devastating to risk." 

These gain-of-function experiments were an important part of the NIH's 
approach to vaccine development, and Anthony Fauci was reluctant to stop 
funding them. He and Francis Collins, director of the National Institutes of 
Health, along with Gary N abel, NIAID director of vaccine research, published 
an opinion piece in the Washington Post in which they contended that the 
ferret flu experiments, and others like them, were "a risk worth taking." 
"Important information and insights can come from generating a potentially 
dangerous virus in the laboratory," they wrote; the work can "help delineate 
the principles of virus transmission between species." The work was safe 
because the viruses were stored in a high-security lab, they believed, and the 
work was necessary because nature was always coming up with new threats. 
"Nature is the worst bioterrorist," Fauci told a reporter. "We know that 
through history." 

Soon afterward, there followed some distressing screwups in secure federal 
laboratories involving live anthrax, live smallpox, and live avian influenza. 
These got attention in the science press. Then Lipsitch's activists (calling 
themselves the Cambridge Working Group) sent around a strong statement on 
the perils of research with "Potential Pandemic Pathogens," signed by more 
than a hundred scientists. The work might "trigger outbreaks that would be 
difficult or impossible to control," the signers said. Fauci reconsidered, and 
the White House in 2014 announced that there would be a "pause" in the 
funding of new influenza, SARS, and MERS gain-of-function research. 

Barie, in North Carolina, was not happy. He had a number of gain-of-function 
experiments with pathogenic viruses in progress. "It took me ten seconds to 
realize that most of them were going to be affected," he told NPR. Barie and a 
former colleague from Vanderbilt University wrote a long letter to an NIH 
review board expressing their "profound concerns." "This decision will 
significantly inhibit our capacity to respond quickly and effectively to future 
outbreaks of SARS-like or MERS-like coronaviruses, which continue to 
circulate in bat populations and camels," they wrote. The funding ban was 
itself dangerous, they argued. "Emerging coronaviruses in nature do not 
observe a mandated pause." 
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Hoping to smooth over controversy by showing due diligence, the National 
Science Advisory Board for Biosecurity, founded in the BioShield era under 
President Bush, paid a consulting firm, Gryphon Scientific, to write a report 
on gain-of-function research, which by now was simply referred to as GoF. In 
chapter six of this thousand-page dissertation, published in April 2016, the 
consultants take up the question of coronaviruses. "Increasing the 
transmissibility of the coronaviruses could significantly increase the chance of 
a global pandemic due to a laboratory accident," they wrote. 

The Cambridge Working Group continued to write letters of protest and plead 
for restraint and sanity. Steven Salzberg, a professor of biomedical 
engineering at Johns Hopkins, said, "We have enough problems simply 
keeping up with the current flu outbreaks - and now with Ebola - without 
scientists creating incredibly deadly new viruses that might accidentally 
escape their labs." David Relman of Stanford Medical School said, "It is 
unethical to place so many members of the public at risk and then consult only 
scientists - or, even worse, just a small subset of scientists - and exclude 
others from the decision-making and oversight process." Richard Ebright 
wrote that creating and evaluating new threats very seldom increases security: 
"Doing so in biology -where the number of potential threats is nearly infinite, 
and where the asymmetry behveen the ease of creating threats and the 
difficulty of addressing threats is nearly absolute - is especially 
counterproductive." Lynn Klotz wrote, "Awful as a pandemic brought on by 
the escape of a variant H5N 1 virus might be, it is SARS that now presents the 
greatest risk. The worry is less about recurrence of a natural SARS outbreak 
than of yet another escape from a laboratory researching it to help protect 
against a natural outbreak." Marc Lipsitch argued that gain-of-function 
experiments can mislead, "resulting in worse not better decisions," and that 
the entire gain-of-function debate as overseen by the NIH was heavily 
weighted in favor of scientific insiders and "distinctly unwelcoming of public 
participation." 

Nariyoshi Shinomiya, a professor of physiology and nano-medicine at the 
National Defense Medical College in Japan, offered this warning: "Similar to 
nuclear or chemical weapons there is no going back once we get a thing in our 
hands." 

But in the end, Barie was allowed to proceed with his experiments, and the 
research papers that resulted, showered with money, became a sort 
of Anarchist's Cookbook for the rest of the scientific world. In November 2015, 
Barie and colleagues published a collaboration paper with Shi Zhengli titled "A 
SARS-like Cluster of Circulating Bat Coronaviruses Shows Potential for 
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Human Emergence." Into a human SARS virus that they had adapted so that it 
would work in mice, Barie and Shi et al. inserted the spike protein of a bat 
virus, SHC014, discovered by Shi in southern China. They dabbed the mice 
nasally with virus and waited, looking for signs of sickness: "hunching, ruffled 
fur." They also infected human airway cells with the n1ouse-adapted bat-spike
in-a-hun1an-virus backbone. In both mice and human airway cells, the 
chin1eric virus caused a "robust infection." 

This proved, Barie and Shi believed, that you did not need civets or other 
intermediate hosts in order for bats to cause an epidemic in humans and that 
therefore all the SARS-like viruses circulating in bat populations "may pose a 
future threat." Peter Daszak, who had used Predict funds to pay Shi for her 
work on the paper, was impressed by this conclusion; the findings, he said, 
"n1ove this virus fron1 a candidate emerging pathogen to a clear and present 
danger." 

Richard Ebright was trenchantly unenthusiastic. "The only impact of this 
work," he said, "is the creation, in a lab, of a new, non-natural risk." 

Early in 2016, Barie and Shi again collaborated. Shi sent Barie a fresh bat virus 
spike protein, and Barie inserted it into the backbone of a human SARS virus 
and then used that infectious clone to attack human airway cells. ''The virus 
readily and efficiently replicated in cultured human airway tissues, suggesting 
an ability to potentially jun1p directly to humans," reported the UNC's website. 
This time, they also used the bat-hun1an hybrid virus to infect transgenic 
hun1anized 111ice that grew human ACE2 protein. The 1nice, young and old, 
lost weight and died, proving, again, that this particular bat virus was 
potentially "poised to emerge in human populations." It was "an ongoing 
threat," Barie wrote. But was it? Civets and camels that are exposed to a lot of 
bat-guano dust may be an ongoing threat and a n1anageable one. But the bats 
themselves just want to hang in their caves and not be bothered by frowning 
sightseers in spacesuits who want to poke Q-tips in their botton1s. This 2016 
"poised for human emergence" paper was supported by eight different NIH 
grants. In 2015, Baric's lab received $8.3 million from the NIH; in 2016, it 
received $10.5 million. 

Gain-of-function research came roaring back under Trump and Fauci. "The 
National Institutes of Health will again fund research that makes viruses n1ore 
dangerous," said an article in Nature in Decen1ber 2017. Carrie Wolinetz of 
the NIH's office of science policy defended the decision. "These experiments 
will help us get ahead of viruses that are already out there and pose a real and 
present danger to human health," she told The Lancet. The NIH, Wolinetz 
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said, was committed to a leadership role with gain-of-function research 
internationally. "If we are pursuing this research in an active way, we will be 
much better positioned to develop protection and countermeasures should 
something bad happen in another country." 

A reporter asked Marc Lipsitch what he thought of the resumption of NIH 
funding. Gain-of-function experiments "have done almost nothing to improve 
our preparedness for pandemics," he said, "yet they risked creating an 
accidental pandemic." 

XIII. 

"Proximity Is a Problem" 
In April, four months into the coronavirus emergency, a deputy director at 
the NIH wrote an email to EcoHealth Alliance. "You are instructed to cease 
providing any funds to Wuhan Institute of Virology," it said. In response, 
Daszak and the chief scientific officer of New England Biolabs (a company that 
sells seamless gene-splicing products to laboratories, among other things) got 
77 Nobel Prize winners to sign a statement saying that the cancellation 
deprived the "nation and the world of highly regarded science that could help 
control one of the greatest health crises in modern history and those that may 
arise in the future." Later, as a condition of further funding, the NIH wrote to 
say it wanted Daszak to arrange an outside inspection of the Wuhan lab and to 
procure from Wuhan's scientists a sample of whatever they'd used to sequence 
the SARS-2 virus. Daszak was outraged ("I am not trained as a private 
detective"), and again he fought back. He was reluctant to give up his own 
secrets, too. "Conspiracy-theory outlets and politically motivated 
organizations have made Freedom of Information Act requests on our grants 
and all of our letters and emails to the NIH," he told Nature. "We don't think 
it's fair that we should have to reveal everything we do." 

But Daszak has survived - even prospered. Recently, The Lancet made him 
the lead investigator in its inquiry into the origins of the pandemic, and the 
World Health Organization named him to its ten-person origins investigation. 
("We're still close enough to the origin to really find out more details about 
where it has come from," Daszak told Nature.) 

The NIH has also set up an ambitious new international program, called 
CREID, which stands for Centers for Research in Emerging Infectious 
Diseases, and it has put Daszak's EcoHealth in charge of trapping animals and 
looking for obscure bat viruses in Singapore, Malaysia, and Thailand. Barie is 
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one of Daszak's partners in CREID. The virus hunting and collecting, which 
Richard Ebright likens to "looking for a gas leak with a lighted match," will 
continue and widen with U.S. funding. "We're going to work in remote parts of 
Malaysia and Thailand to get to the front line of where the next pandemic is 
going to start," Daszak told NPR. 

In May, an interviewer from the People's Pharmacy website asked Barie if he 
had any thoughts on whether the coronavirus began with a natural bat-to
human transfer. "Or was there something a little bit more, perhaps, insidious 
involved?" 

"Well, of course the answers to those questions are in China," Barie replied. 
"Exactly how they work in that facility is something that would be very 
difficult for a Westerner to know," he said. "The main problems that the 
Institute of Virology has is that the outbreak occurred in close proximity to 
that Institute. That Institute has in essence the best collection of virologists in 
the world that have gone out and sought out, and isolated, and sampled bat 
species throughout Southeast Asia. So they have a very large collection of 
viruses in their laboratory. And so it's -you know- proximity is a problem. 
It's a problem." 

Over the course of the fall, and especially after the election muffled Donald 
Trump's influence over the country's public-health apparatus, that proximity 
problem - and the uncomfortable questions of origins it raised - began to 
grow somewhat more discussable. The BBC, Le Monde, and Italy's RAI have 
all recently taken seriously the scientific possibility of a lab leak. In late 
October, the World Health Organization convened the first meeting of its 
second inquiry into the origins of the disease. The WHO's effort is perhaps the 
world's best chance to satisfy its curiosity about goings-on at the Wuhan 
Institute of Virology and at the Wuhan CDC's virus lab near the Wuhan 
seafood market. But, as the New York Times has reported, the WHO's 
information gathering has been hindered by Chinese secretiveness since 
February, when an initial investigative team sent to Beijing was told its 
members' access to scientists would be restricted and that it couldn't visit the 
seafood market, then considered a hub of the pandemic. 

When a BBC video team tried to inspect the Yunnan mine shaft, they found 
the road to the mine blocked by a strategically parked truck that had "broken 
down" shortly before they arrived. Reporter John Sudworth asked Daszak, one 
of the ten members of the second WHO investigative team, whether he would 
push for access to the Wuhan Institute of Virology. "That's not my job to do 
that," Daszak replied. 
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In November, David Reiman, the Stanford microbiologist, one of the most 
thoughtful of the voices warning against gain-of-function research, 
published a paper in Proceedings of the National Academy of Sciences on the 
urgent need to unravel the origins of COVID-19. "If SARS-CoV-2 escaped fron1 
a lab to cause the pandemic," he wrote, "it will become critical to understand 
the chain of events and prevent this fron1 happening again." Conflicts of 
interest by researchers and administrators will need to be addressed, Reln1an 
wrote; to reach the truth, the investigation must be transparent, international, 
and, as n1uch as possible, unpolitical. "A 111ore con1plete understanding of the 
origins of COVID-19 clearly serves the interests of every person in every 
country on this planet." 

"The world is sitting on a precedent-setting decision right now," wrote Alina 
Chan on Decen1ber 8. "It is unclear if SARS2 is 100 percent natural or 
emerged due to lab/research activities. If we walk away from this, 
demonstrating that we cannot effectively investigate its origins, it will pave the 
way for future COVIDS." 

Just before this issue of New York went to press, I reached Ralph Barie by 
phone and asked him where he now believed SARS-2 came from. (Anthony 
Fauci, Shi Zhengli, and Peter Daszak didn't respond to en1ails, and Kristian 
Andersen said he was busy with other things.) Barie said he still thought the 
virus came from bats in southern China, perhaps directly, or possibly via an 
intermediate host, although the smuggled pangolins, in his view, were a red 
herring. The disease evolved in humans over tin1e without being noticed, he 
suspected, becoming gradually more infectious, and eventually a person 
carried it to Wuhan "and the pandemic took off." Then he said, "Can you rule 
out a laboratory escape? The answer in this case is probably not." 

XIV. 

Transn1ission 
So how clicl we actually get this disease? 

Here's what I think happened. In April 2012, in a copper mine in Mojiang, 
China, three n1en were given an awful job - they were told to shovel bat guano 
out of a mine shaft. They went to work and shoveled guano for seven hours a 
day in the confined, insufficiently ventilated space of the n1ine shaft, and by 
the end of the week, they were sick with a viral pneumonia of unknown 
etiology. Three more, younger shovelers were hired to replace the ones who 
were out sick. 
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The viral load in their lungs was so huge, because of all the guano dust, that 
their lungs becan1e a kind of accelerated laboratory passaging experin1ent, as 
Jonathan Lathan1 and Allison Wilson have written, forcing the virus to switch 
its allegiance from bats to humans. SARS experts were consulted, and the 
disease was judged to be SARS-like but not SARS. It was something new. (Shi 
Zhengli told Scientific American that the guano shovelers had died of a fungal 
disease, but, as Monali Rahalkar pointed out, they were treated with antivirals, 
and their sympton1s were consistent with viral pneumonia with attendant 
secondary fungal infections.) 

,Although it was a severe disease, and in the end three of the shovelers died, 
there was no resultant epidemic. It was actually a case of industrial 
overexposure to an infectious substance - what we might call a massive 
OSHA violation. The bat disease that the men encountered wasn't necessarily 
all that dangerous except in an environment of imn1unosuppressive overload. 

Peter Daszak and Shi Zhengli were interested, of course, because this 
unidentified coronavirus disease involved bats and people. Of the frag1nentary 
bits of virus Shi retrieved from the n1ine shaft, one was SARS-like, and Shi 
sequenced it and called it BtCoV/4991 and published a paper about it. Several 
times - in 2016 and 2018 and 2019 - this most interesting san1ple, a portion 
of what we now know as RaTG13, was taken out of the freezers in Shi's lab and 
worked on in undisclosed ways. (Peter Daszak clain1s that these samples have 
disintegrated and can't be validated or studied.) Samples of the nameless 
hun1an disease also traveled back to the Wuhan Institute of Virology- few 
specifics about these valuable specin1ens have been released by Chinese 
sources, however. 

This is the period in the story that demands a very close investigation, when 
chin1eric assen1blages n1ay have been created and serially passaged, using 
BtCo V / 4991, a.k.a. RaTG13, and other bat viruses, perhaps along with forms 
of the human virus. It's when Shi and Barie both published papers that were 
about what happened when you hot-swapped mutant spike proteins between 
bat viruses and human viruses. 

The link, via the renamed san1ple BtCoV/4991, to the copper n1ine is of 
exceptional importance because of the one huge difference between the 
unnan1ed guano shovelers' virus and the SARS-2 virus that is now ravaging, 
for exan1ple, California: transn1issibility. Airborne human-to-human 
transn1issibility - the kind of thing that gain-of-functioneers like Ron 
Fouchier and Ralph Barie were aiming at, in order to demonstrate what Barie 
called "lurking threats" - is COVID-19's crucial distinguishing feature. If six 
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men had gotten extremely sick with COVID-19 back in 2012 in southern 
China, doctors and nurses in the hospital where they lay dying would likely 
have gotten sick as well. There might have been hundreds or thousands of 
cases. Instead, only the shovelers themselves, who had breathed a heavy 
concentration of guano dust for days, got it. 

The existence of bat virus RaTG13 is therefore not necessarily evidence of a 
natural bat origin. In fact, it seems to me to imply the opposite: New 
functional con1ponents may have been overlaid onto or inserted into the 
RaTG13 genome, new Tinkertoy intermolecular manipulations, especially to 
its spike protein, which have the effect of n1aking it unprecedentedly infectious 
in human airways. 

This is where the uniquely peculiar furin insert and/or the human-tuned 
ACE2-receptor-binding domain may come in - although it's also possible that 
either of these elen1ents could have evolved as part of some multistep zoonotic 
process. But in the climate of gonzo laboratory experimentation, at a time 
when all sorts of tweaked variants and amped-up substitutions were being 
tested on cell cultures and in the lungs of humanized mice and other 
experimental animals, isn't it possible that somebody in Wuhan took the virus 
that had been isolated fron1 hun1an samples, or the RaTG13 bat virus 
sequence, or both ( or other viruses frmn that same mine shaft that Shi Zhengli 
has recently mentioned in passing), and used them to create a challenge 
disease for vaccine research - a chopped-and-channeled version of RaTG13 or 
the n1iners' virus that included elements that would n1ake it thrive and even 
rampage in people? And then what if, during an experin1ent one afternoon, 
this new, virulent, human-infecting, furin-ready virus got out? 

For n1ore than 15 years, coronavirologists strove to prove that the threat of 
SARS was ever present and must be defended against, and they proved it by 
showing how they could doctor the viruses they stored in order to force them 
to jump species and go directly fron1 bats to humans. More and more bat 
viruses can1e in from the field tean1s, and they were sequenced and 
synthesized and "rewired," to use a term that Barie likes. In this international 
potluck supper of genetic cookery, hundreds of new variant diseases were 
invented and stored. And then one day, perhaps, somebody messed up. It's at 
least a reasonable, "parsimonious" explanation of what might have happened. 

This may be the great scientific n1eta-experin1ent of the 21st century. Could a 
world full of scientists do all kinds of reckless recombinant things with viral 
diseases for many years and successfully avoid a serious outbreak? The 
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hypothesis was that, yes, it was doable. The risk was worth taking. There 
would be no pandemic. 

I hope the vaccine works. 

*This article appears in the January 4, 2021, issue ofNew York Magazine 
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Another article that lays out what we've all observed for the last year. I also attached the email I said I'd 
attach previously. 

From: Feith, David 4 (h)(6)@state.gov> 
Sent: Monday, January 4, 2021 2:20 PM 
To: EAP-FO-Principals-DL <EAP-FO-Principals-DL@state.gov>; DL NSC Asia I (b)(6) 
~ (b)(6) H (b)(6) b Ruggiero, Anthony J. EOP/NSC 

~ Cb)C6) p, 
Subject: New York Mag: The Lab Leak Hypothesis 

This looks awfully interesting. The story the New Yorker wouldn't tell ... 

http s :// ny mag. co m/i nte 11 ige n ce r /article/ co ro n avi rus-1 a b-esca pe-t h eo ry. ht m I 

Tlie0tab-Leak H vnothesis 

The Lab Leak Hypothesis 

For decades, scientists have been 
hot-wiring viruses in hopes of 
preventing a pandemic, not 
causing one. But what if ... ? 
By Nicholson Baker 

I. 

Flask Monsters 
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What happened was fairly simple, I've come to believe. It was an accident. 
A virus spent some time in a laboratory, and eventually it got out. SARS-CoV-
2, the virus that causes COVID-19, began its existence inside a bat, then it 
learned how to infect people in a claustrophobic mine shaft, and then it was 
made more infectious in one or more laboratories, perhaps as part of a 
scientist's well-intentioned but risky effort to create a broad-spectrum vaccine. 
SARS-2 was not designed as a biological weapon. But it was, I think, 
designed. Many thoughtful people dismiss this notion, and they may be right. 
They sincerely believe that the coronavirus arose naturally, "zoonotically," 
from animals, without having been previously studied, or hybridized, or 
sluiced through cell cultures, or otherwise worked on by trained professionals. 
They hold that a bat, carrying a corona virus, infected some other creature, 
perhaps a pangolin, and that the pangolin may have already been sick with a 
different corona virus disease, and out of the conjunction and commingling of 
those two diseases within the pangolin, a new disease, highly infectious to 
humans, evolved. Or they hypothesize that two coronaviruses recombined in a 
bat, and this new virus spread to other bats, and then the bats infected a 
person directly - in a rural setting, perhaps - and that this person caused a 
simmering undetected outbreak of respiratory disease, which over a period of 
months or years evolved to become virulent and highly transmissible but was 
not noticed until it appeared in Wuhan. 

There is no direct evidence for these zoonotic possibilities, just as there is no 
direct evidence for an experimental mishap - no written confession, no 
incriminating notebook, no official accident report. Certainty craves detail, 
and detail requires an investigation. It has been a full year, So million people 
have been infected, and, surprisingly, no public investigation has taken place. 
We still know very little about the origins of this disease. 

Nevertheless, I think it's worth offering some historical context for our 
yearlong medical nightmare. We need to hear from the people who for years 
have contended that certain types of virus experimentation might lead to a 
disastrous pandemic like this one. And we need to stop hunting for new exotic 
diseases in the wild, shipping them back to laboratories, and hot-wiring their 
genomes to prove how dangerous to human life they might become. 

Over the past few decades, scientists have developed ingenious methods of 
evolutionary acceleration and recombination, and they've learned how to trick 
viruses, coronaviruses in particular, those spiky hairballs of protein we now 
know so well, into moving quickly from one species of animal to another or 
from one type of cell culture to another. They've made machines that mix and 
mingle the viral code for bat diseases with the code for human diseases -
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diseases like SARS, severe acute respiratory syndrome, for example, which 
arose in China in 2003, and MERS, Middle East respiratory syndrome, which 
broke out a decade later and has to do with bats and camels. Some of the 
experiments - "gain of function" experiments - aimed to create new, more 
virulent, or more infectious strains of diseases in an effort to predict and 
therefore defend against threats that might conceivably arise in nature. The 
term gain of function is itself a euphemism; the Obama White House more 
accurately described this work as "experiments that may be reasonably 
anticipated to confer attributes to influenza, MERS, or SARS viruses such that 
the virus would have enhanced pathogenicity and/ or transmissibility in 
mammals via the respiratory route." The virologists who carried out these 
experiments have accomplished amazing feats of genetic transmutation, no 
question, and there have been very few publicized accidents over the years. 
But there have been some. 

And we were warned, repeatedly. The intentional creation of new microbes 
that combine virulence with heightened transmissibility "poses extraordinary 
risks to the public," wrote infectious-disease experts Marc Lipsitch and 
Thomas Inglesby in 2014. "A rigorous and transparent risk-assessment 
process for this work has not yet been established." That's still true today. In 
2012, in Bulletin of the Atomic Scientists, Lynn Klotz warned that there was an 
80 percent chance, given how many laboratories were then handling virulent 
viro-varietals, that a leak of a potential pandemic pathogen would occur 
sometime in the next 12 years. 

A lab accident - a dropped flask, a needle prick, a mouse bite, an illegibly 
labeled bottle - is apolitical. Proposing that something unfortunate happened 
during a scientific experiment in Wuhan - where COVID-19 was first 
diagnosed and where there are three high-security virology labs, one of which 
held in its freezers the most comprehensive inventory of sampled bat viruses 
in the world - isn't a conspiracy theory. It's just a theory. It merits attention, I 
believe, alongside other reasoned attempts to explain the source of our current 
catastrophe. 

II. 

"A Reasonable Chance" 

From early 2020, the world was brooding over the origins of COVID-19. 
People were reading research papers, talking about what kinds of live animals 
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were or were not sold at the Wuhan seafood market - wondering where the 
new virus had come from. 

Meanwhile, things got strange all over the world. The Chinese government 
shut down transportation and built hospitals at high speed. There were video 
clips of people who'd suddenly dropped unconscious in the street. A doctor on 
YouTube told us how we were supposed to scrub down our produce when we 
got back from the supermarket. A scientist named Shi Zhengli of the Wuhan 
Institute of Virology published a J2.ill2er saying that the novel coronavirus was 
96 percent identical to a bat virus, RaTG13, found in Yunnan province in 
southern China. On March 13, I wrote in my journal that there seen1ed to be 
something oddly artificial about the disease: "It's too airborne - too catching 
- it's son1ething that has been selected for infectivity. That's what I suspect. 
No way to know so no reason to waste time thinking about it." 

This was just a note to self- at the time, I hadn't interviewed scientists about 
SARS-2 or read their research papers. But I did know son1ething about 
pathogens and laboratory accidents; I published a book last year, Baseless, 
that talks about some of then1. The book is named after a Pentagon program, 
Project Baseless, whose goal, as of 1951, was to achieve "an Air Force-wide 
combat capability in biological and chen1ical warfare at the earliest possible 
date." 

Avast treasure was spent by the U.S. on the an1plification and aerial delivery 
of diseases - son1e well known, others obscure and stealthy. America's 
biological-weapons program in the 'sos had Al-priority status, as high as 
nuclear weapons. In preparation for a total war with a nun1erically superior 
comn1unist foe, scientists bred germs to be resistant to antibiotics and other 
drug therapies, and they infected lab animals with then1, using a technique 
called "serial passaging," in order to make the germs more virulent and more 
catching. 

And along the way, there were laboratory accidents. By 1960, hundreds of 
American scientists and technicians had been hospitalized, victin1s of the 
diseases they were trying to weaponize. Charles Arn1strong, of the National 
Institutes of Health, one of the consulting founders of the American germ
warfare progra111, investigated Q fever three times, and all three times, 
scientists and staffers got sick. In the anthrax pilot plant at Can1p Detrick, 
Maryland, in 1951, a microbiologist, atten1pting to perfect the "foaming 
process" of high-volume production, developed a fever and died. In 1964, 
veterinary worker Albert Nickel fell ill after being bitten by a lab animal. 
His wife wasn't told that he had Machupo virus, or Bolivian hemorrhagic 



FL-2022-00076 A-00000567206 "UNCLASSIFIED" [1/31/2024] Page 74 

fever. "I watched him die through a little window to his quarantine room at the 
Detrick infirn1ary," she said. 

In 1977, a worldwide epide·mic of influenza A began in Russia and China; it 
was eventually traced to a sample of an American strain of flu preserved in a 
laboratory freezer since 1950. In 1978, a hybrid strain of smallpox killed a 
medical photographer at a lab in Birmingham, England; in 2007, live foot
and-·mouth disease leaked from a faulty drainpipe at the Institute for Animal 
Health in Surrey. In the U.S., "more than 1,100 laboratory incidents involving 
bacteria, viruses and toxins that pose significant or bioterror risks to people 
and agriculture were reported to federal regulators during 2008 through 
2012," reported USA Today in an expose published in 2014. 
In 2015, the Department of Defense discovered that workers at a germ-warfare 
testing center in Utah had mistakenly sent close to 200 shipments oflive 
anthrax to laboratories throughout the United States and also to Australia, 
Germany, Japan, South Korea, and several other countries over the past 12 
years. In 2019, laboratories at Fort Detrick - where "defensive" research 
involves the creation of potential pathogens to defend against - were shut 
down for several months by the Centers for Disease Control and Prevention 
for "breaches of containment." They reopened in December 2019. 

High-containn1ent laboratories have a whispered history of near misses. 
Scientists are people, and people have clun1sy moments and poke themselves 
and get bitten by the enraged animals they are trying to nasally inoculate. 
Machines can create invisible aerosols, and cell solutions can become 
contan1inated. Waste systen1s don't always work properly. Things can go 
wrong in a hundred different ways. 

Hold that human fallibility in your mind. And then consider the cautious 
words of Alina Chan, a scientist who works at the Broad Institute of MIT and 
Harvard. "There is a reasonable chance that what we are dealing with is the 
result of a lab accident," Chan told me in July oflast year. There was also, she 
added, a reasonable chance that the disease had evolved naturally - both were 
scientific possibilities. "I don't know if we will ever find a smoking gun, 
especially if it was a lab accident. The stakes are so high now. It would be 
terrifying to be blamed for millions of cases of COVID-19 and possibly up to a 
million deaths by year end, if the pandemic continues to grow out of control. 
The Chinese government has also restricted their own scholars and scientists 
from looking into the origins of SARS-Co V-2. At this rate, the origin of SARS
Co V-2 may just be buried by the passage of time." 
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I asked Jonathan A King, a molecular biologist and biosafety advocate from 
MIT, whether he'd thought lab accident when he first heard about the 
epidemic. "Absolutely, absolutely," King answered. Other scientists he knew 
were concerned as well. But scientists, he said, in general were cautious about 
speaking out. There were "very intense, very subtle pressures" on them not to 
push on issues of laboratory biohazards. Collecting lots of bat viruses, and 
passaging those viruses repeatedly through cell cultures, and making bat
human viral hybrids, King believes, "generates new threats and desperately 
needs to be reined in." 

"All possibilities should be on the table, including a lab leak," a scientist from 
the NIH, Philip Murphy - chief of the Laboratory of Molecular Immunology 
- wrote me recently. Nikolai Petrovsky, a professor of endocrinology at 
Flinders University College of Medicine in Adelaide, Australia, said in an 
email, "There are indeed many unexplained features of this virus that are hard 
if not impossible to explain based on a completely natural origin." Richard 
Ebright, a molecular biologist at Rutgers University, wrote that he'd been 
concerned for some years about the Wuhan laboratory and about the work 
being done there to create "chimeric" (i.e., hybrid) SARS-related bat 
coronaviruses "with enhanced human infectivity." Ebright said, "In this 
context, the news of a novel coronavirus in Wuhan ***screamed*** lab 
release." 

III. 

"No Credible Evidence" 
The new disease, as soon as it appeared, was intercepted - stolen and 
politicized by people with ulterior motives. The basic and extremely 
interesting scientific question of what happened was sucked up into an 
ideological sharknado. 

Some Americans boycotted Chinese restaurants; others bullied and harassed 
Asian Americans. Steve Bannon, broadcasting from his living room, in a 
YouTube series called War Room, said that the Chinese Communist Party had 
made a biological weapon and intentionally released it. He called it the "CCP 
virus." And his billionaire friend and backer, Miles Guo, a devoted Trump 
supporter, told a right-wing website that the communists' goal was to "use the 
virus to infect selective people in Hong Kong, so that the Chinese Communist 
Party could use it as an excuse to impose martial law there and ultimately 
crush the Hong Kong pro-democracy movement. But it backfired terribly." 
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In The Lancet, in February, a powerful counterstatement appeared, signed by 
27 scientists. "We stand together to strongly condemn conspiracy theories 
suggesting that COVID-19 does not have a natural origin," the statement said. 
"Scientists from multiple countries have published and analyzed genon1es of 
the causative agent, severe acute respiratory syndrome coronavirus 2 (SARS
CoV-2), and they overwhelmingly conclude that this coronavirus originated in 
wildlife, as have so many other en1erging pathogens." 

The behind-the-scenes organizer of this Lancet staten1ent, Peter Daszak, is a 
zoologist and bat-virus san1ple collector and the head of a New York nonprofit 
called EcoHealth Alliance - a group that (as veteran science journalist Fred 
Guterl explained later in Newsweek) has channeled money from the National 
Institutes of Health to Shi Zhengli's laboratory in Wuhan, allowing the lab to 
carry on recombinant research into diseases of bats and humans. "We have a 
choice whether to stand up and support colleagues who are being attacked and 
threatened daily by conspiracy theorists or to just turn a blind eye," Daszak 
said in February in Science magazine. 

How Did It Get Out? t. The Tongguan Mine Shaft in Mojiang, Yunnan, where, in 2013, fragments of 
RaTG13, the closest known relative of SARSCoV-2, were recovered and transported to the Wuhan Institute of 
Virology; 2. The Wuhan Institute of Virology, where Shi Zhengli's team brought the RaTG13 sample, 
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sequenced its genome, then took it out of the freezer several times in recent years; 3, The Wuhan Center for 
Disease Control and Prevention, which first reported signs of the novel coronavirus iu hospital patients; 4. 
The Huanan Seafood Wholesale Market, an early suspected origin of the pandemic, where the first major 
outbreak occurred. llluslration: /I.lap Ii~· ,Jason Lee 

Vincent Racaniello, a professor at Columbia and a co-host of a podcast 
called This Week in Virology, said on February 9 that the idea of an accident 
in Wuhan was "complete bunk." The coronavirus was 96 percent similar to a 
bat virus found in 2013, Racaniello said. "It's not a man-made virus. It wasn't 
released from a lab." 

Racaniello's dismissal was seconded by a group of scientists from Ohio State, 
the University of Pennsylvania, and the University of North Carolina, who put 
out a paper in Emerging Microbes and Infections to quiet the "speculations, 
rumors, and conspiracy theories that SARS-CoV-2 is of laboratory origin." 
There was "currently no credible evidence" that SARS-2 leaked from a lab, 
these scientists said, using a somewhat different argument from Racaniello's. 
"Some people have alleged that the human SARS-Co V-2 was leaked directly 
from a laboratory in Wuhan where a bat CoV (RaTG13) was recently 
reported," they said. But RaTG13 could not be the source because it differed 
from the human SARS-2 virus by more than a thousand nucleotides. One of 
the paper's authors, Susan Weiss, told the Raleigh News & Observer, "The 
conspiracy theory is ridiculous." 

The most influential natural-origin paper, "The Proximal Origin of SARS-CoV-
2," by a group of biologists that included Kristian Andersen of Scripps 
Research, appeared online in a preliminary version in mid-February. 
"We do not believe any type of laboratory-based scenario is plausible," the 
scientists said. Why? Because molecular-modeling software predicted that if 
you wanted to optimize an existing bat virus so that it would replicate well in 
human cells, you would arrange things a different way than how the SARS-2 
virus actually does it - even though the SARS-2 virus does an extraordinarily 
good job of replicating in human cells. The laboratory-based scenario was 
implausible, the paper said, because, although it was true that the virus could 
conceivably have developed its unusual genetic features in a laboratory, a 
stronger and "more parsimonious" explanation was that the features came 
about through some kind of natural mutation or recombination. "What we 
think," explained one of the authors, Robert F. Garry of Tulane University, on 
YouTube, "is that this virus is a recombinant. It probably came from a bat 
virus, plus perhaps one of these viruses from the pangolin." Journalists, for 
the most part, echoed the authoritative pronouncements of Daszak, 
Racaniello, Weiss, Andersen, and other prominent natural-originists. "The 
balance of the scientific evidence strongly supports the conclusion that the 
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new coronavirus emerged from nature - be it the Wuhan market or 
somewhere else," said the Washington Post's "Fact Checker" column. "Dr. 
Fauci Again Disn1isses Wuhan Lab AB Source of Coronavirus," said CBS News, 
posting a video interview of Anthony Fauci by National Geographic. "If you 
look at the evolution of the virus in bats, and what's out there now," Fauci 
said, "it's very, very strongly leaning toward 'This could not have been 
artificially or deliberately n1anipulated' - the way the mutations have 
naturally evolved." 

Everyone took sides; everyone thought of the new disease as one more episode 
in an ongoing partisan struggle. Think of Mike Pompeo, that landmass of Cold 
War truculence; think of Donald Trun1p hin1self. They stood at their 
microphones saying, in a winking, I-know-smnething-you-don't-know sort of 
way, that this disease escaped from a Chinese laboratory. Whatever they were 
saying must be wrong. It became in1pern1issible, almost taboo, to admit that, 
of course, SARS-2 could have come from a lab accident. "The adn1inistration's 
claim that the virus spread from a Wuhan lab has n1ade the notion politically 
toxic, even among scientists who say it could have happened," wrote science 
journalist Mara Hvistendahl in the Intercept. 

IV. 

"Is It a Colllplete Coincidence?" 
Even so, in January and February of 2020, there were thoughtful people who 
were speaking up, formulating their perplexities. 

One person was Sam Husseini, who works for Consortium News. 
He went to a CDC press conference at the National Press Club on February 11, 
2020. By then, 42,000 people had gotten sick in China and more than a 
thousand had died. But there were only 13 confirn1ed cases in the U.S. 
Halfway through the Q&A period, Husseini went to the microphone and asked 
the CDC's representative, Anne Schuchat, where the virus had come from. His 
head was spinning, he told ·me later. 

"Obviously the main concern is how to stop the virus," Husseini said; 
nonetheless, he wanted to know more about its source. "Is it the CDC's 
contention," he asked, "that there's absolutely no relation to the BSL-4 lab in 
Wuhan? It's my understanding that this is the only place in China with a BSL-
4 lab. We in the United States have, I think, two dozen or so, and there have 
been problems and incidents." (A BSL-4 laboratory is a maximum-security 
biosafety-level-four facility, used to house research on the n1ost dangerous 
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known pathogens. New York has confirmed there are at least 11 BSL-4 
facilities currently operating in the U.S.) Husseini hastened to say that he 
wasn't implying that what happened in Wuhan was in any way intentional. 
''I'm just asking, Is it a complete coincidence that this outbreak happened in 
the one city in China with a BSL-4 lab?" 

Schuchat thanked Husseini for his questions and cumments. Everything she'd 
seen was quite consistent with a natural, zoonotic origin for the disease, she 
said. 

That same month, a group of French scientists fromAix-Marseille University 
posted a paper describing their investigation of a small insertion in the 
genome of the new SARS-2 virus. The virus's spike protein contained a 
sequence of amino acids that formed what Etienne Decroly and colleagues 
called a "peculiar furin-like cleavage site" - a chemically sensitive region on 
the lobster claw of the spike protein that would react in the presence of an 
enzyme called furin, which is a type of protein found everywhere within the 
hun1an body, but especially in the lungs. When the spike senses human furin, 
it shudders, chemically speaking, and the enzyme opens the protein, 
comn1encing the tiny morbid ballet whereby the virus burns a hole in a host 
cell's outer n1embrane and finds its way inside. 

The code for this particular molecular feature - not found in SARS or any 
SARS-like bat viruses, but present in a slightly different form in the n1ore 
lethal MERS virus - is easy to ren1ember because it's a roar: "R-R-A-R." The 
letter code stands for amino acids: arginine, arginine, alanine, and arginine. 
Its presence, so Decroly and his colleagues observed, may heighten the 
"pathogenicity" - that is, the god-awfulness - of a disease. 

Botao Xiao, a professor at the South China University of Technology, posted f!. 
short paper on a preprint server titled "The Possible Origins of 2019-nCoV 
Coronavirus." Two laboratories, the Wuhan Center for Disease Control and 
Prevention (WHCDC) and the Wuhan Institute of Virology, were not far from 
the seafood market, which was where the disease was said to have originated, 
Xiao wrote - in fact, the WHCDC was only a few hundred yards away fron1 
the n1arket - whereas the horseshoe bats that hosted the disease were 
hundreds of n1iles to the south. (No bats were sold in the n1arket, he pointed 
out.) It was unlikely, he wrote, that a bat would have flown to a densely 
populated metropolitan area of 15 n1illion people. "The killer coronavirus 
probably originated fron1 a laboratory in Wuhan," Xiao believed. He urged the 
relocation of "biohazardous laboratories" away from densely populated places. 
His article disappeared from the server. 
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And late in the month, a professor at National Taiwan University, Fang Chi
tai, gave a lecture on the coronavirus in which he described the anomalous R
R-A-R furin cleavage site. The virus was "unlikely to have four amino acids 
added all at once," Fang said- natural mutations were smaller and more 
haphazard, he argued. "From an academic point of view, it is indeed possible 
that the amino acids were added to COVID-19 in the lab by humans." When 
the Taiwan News published an article about Fang's talk, Fang disavowed his 
own comments, and the video copy of the talk disappeared from the website of 
the Taiwan Public Health Association. "It has been taken down for a certain 
reason," the association explained. "Thank you for your understanding." 

V. 

"A Serious Shortage of Appropriate! 
y Trained Technicians" 

In the spring, I did some reading on coronavirus history. Beginning in the 
1970s, dogs, cows, and pigs were diagnosed with coronavirus infections; dog 
shows were canceled in 1978 after 25 collies died in Louisville, Kentucky. New 
varieties of coronaviruses didn't start killing humans, though, until 2003 -
that's when restaurant chefs, food handlers, and people who lived near a live
animal market got sick in Guangzhou, in southern China, where the shredded 
meat of a short-legged raccoonlike creature, the palm civet, was served in a 
regional dish called "dragon-tiger-phoenix soup." The new disease, SARS, 
spread alarmingly in hospitals, and it reached 30 countries and territories. 
More than 800 people died; the civet-borne virus was eventually traced to 
horseshoe bats. 

Later, smaller outbreaks of SARS in Taiwan, Singapore, and China's National 
Institute of Virology in Beijing were all caused by laboratory accidents. Of the 
Beijing Virology Institute, the World Health Organization's safety 
investigators wrote, in May 2004, that they had "serious concerns about 
biosafety procedures." By one account, a SARS storage room in the Beijing lab 
was so crowded that the refrigerator holding live virus was moved out to the 
hallway. "Scientists still do not fully understand exactly where or how SARS 
emerged 18 months ago," wrote Washington Post reporter David Brown in 
June 2004. "But it is clear now that the most threatening source of the deadly 
virus today may be places they know intimately - their own laboratories." 
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I'mjust asking, Is it a complete coincidence 
that this outbreak happened in the one city 
in China with a BSL-4 lab? 
MERS arose in 2012, possibly spread by camels that had contracted the 
disease from bats or bat guano, then passed it to human drinkers of raw camel 
milk and butchers of camel meat. It was an acute sickness, with a high fatality 
rate, n1ostly confined to Saudi Arabia. Like SARS, MERS ebbed quickly - it all 
but disappeared outside the Middle East, except for an outbreak in 2015 at the 
Samsung Medical Center in South Korea, where a single case of MERS led to 
more than 180 infections, many involving hospital workers. 

In January 2015, the brand-new BSL-4 lab in Wuhan, built by a French 
contractor, celebrated its opening, but full safety certification came slowly. 
According to State Departn1ent cables fron1 2018 leaked to the 
Washington Post, the new BSL-4 lab had some start-up problen1s, including "a 
serious shortage of appropriately trained technicians and investigators needed 
to safely operate this high-containn1ent laboratory." The staff had gotten son1e 
training at a BSL-4 lab in Galveston, Texas, but they were doing potentially 
dangerous work with SARS-like viruses, the memo said, and they needed more 
help fron1 the U.S. 

In November or Decen1ber of 2019, the novel coronavirus began to spread. 
Chinese scientists initially nan1ed it "Wuhan seafood market pneumonia 
virus," but soon that idea went away. The market, closed and decontan1inated 
by Chinese officials on January 1, 2020, was an an1plifying hub, not the source 
of the outbreak, according to several studies by Chinese scientists. Forty-five 
percent of the earliest SARS-2 patients had no link with the n1arket. 

VI. 

Eniergence 
Now let's take a step back. AIDS, fatal and terrifying and politically 
charged, brought on a new era in government-guided vaccine research, under 
the guidance of Anthony Fauci. A virologist at Rockefeller University, Stephen 
S. Morse, began giving talks on "en1erging viruses" - other plagues that might 
be in the process of coming out of nature's woodwork. In 1992, Richard 
Preston wrote a horrific account of one. emergent virus, Ebola, in The New 
Yorker, which became a best-selling book in 1994; Laurie Garrett's The 
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Coming Plague: Newly Emerging Diseases in a World Out of 
Balance appeared that same year and was also a best seller. The idea seemed 
to be everywhere: We were on the verge of a wave of zoonotic, emergent 
plagues. 

This new, useful term, emerging, began to glow in the research papers of some 
coronavirologists, who were out of the spotlight, working on common colds 
and livestock diseases. The term was useful because it was fluid. An emerging 
disease could be real and terrifying, as AIDS was - son1ething that had just 
arrived on the medical scene and was confounding our efforts to combat it -
or it could be a disease that hadn't arrived, and n1ight never arrive, but could 
be shown in a laboratory to be waiting in the wings, just a few mutations away 
from a human epidemic. It was real and unreal at the san1e tin1e - a quality 
that was helpful when applying for research grants. 

Where Did It Come From? This chart measures the genetic similarity of known viruses to the novel 
coronavirus (which appears in yellow). By far the closest is the bat virus RaTG13, which appears in blue, and 
which was recovered in 2013 and brought to the Wuhan Institute of Virology. The first SARS, marked in red, is a 
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much more distant relative. GraphiC': Zhou, P., Yang, XL., Wang, XG. et al. A pneumonia outbreak associated 
with a ne\\" o.:oronavirus ufpruba\Jle bat origin. Nature 579, 270-273 (2020) 

Take, for instance, this paper from 1995: "High Recombination and Mutation 
Rates in Mouse Hepatitis Viruses Suggest That Coronaviruses May Be 
Potentially Important Emerging Viruses." It was written by Dr. Ralph Barie 
and his bench scientist, Boyd Yount, at the University of North Carolina. Barie, 
a gravelly voiced former swin1 chan1pion, described in this early paper how his 
lab was able to train a coronavirus, MHV, which causes hepatitis in mice, to 
jump species, so that it could reliably infect BHK (baby-hamster kidney) cell 
cultures. They did it using serial passaging: repeatedly dosing a n1ixed solution 
of mouse cells and hamster cells with mouse-hepatitis virus, while each time 
decreasing the number of mouse cells and upping the concentration of 
hamster cells. At first, predictably, the mouse-hepatitis virus couldn't do much 
with the hamster cells, which were left almost free of infection, floating in 
their world of fetal-calf serum. But by the end of the experiment, after dozens 
of passages through cell cultures, the virus had mutated: It had mastered the 
trick of parasitizing an unfamiliar rodent. A scourge of mice was transformed 
into a scourge of hamsters. And there was more: "It is clear that MHV can 
rapidly alter its species specificity and infect rats and primates," Barie said. 
"The resulting virus variants are associated with demyelinating diseases in 
these alternative species." (A demyelinating disease is a disease that damages 
nerve sheaths.) With steady prodding from laboratory science, along with 
son1e rhetorical exaggeration, a lowly mouse ailment was n1orphed into an 
emergent threat that might potentially cause nerve dan1age in primates. That 
is, nerve damage in us. 

A few years later, in a further round of "interspecies transfer" 
experimentation, Baric's scientists introduced their mouse coronavirus into 
flasks that held a suspension of African-green-monkey cells, hun1an cells, and 
pig-testicle cells. Then, in 2002, they announced son1ething even n1ore 
impressive: They'd found a way to create a full-length infectious clone of the 
entire mouse-hepatitis genome. Their "infectious construct" replicated itself 
just like the real thing, they wrote. 

Not only that, but they'd figured out how to perform their asse,mbly 
seamlessly, without any signs of human handiwork. Nobody would know if the 
virus had been fabricated in a laboratory or grown in nature. Barie called this 
the "no-see'm method," and he asserted that it had "broad and largely 
unappreciated n1olecular biology applications." The n1ethod was nan1ed, he 
wrote, after a "very small biting insect that is occasionally found on North 
Carolina beaches." 
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In 2006, Barie, Yount, and two other scientists were granted a patent for their 
invisible method of fabricating a full-length infectious clone using the 
seamless, no-see'm n1ethod. But this time, it wasn't a clone of the n1ouse
hepatitis virus - it was a clone of the entire deadly human SARS virus, the one 
that had emerged fron1 Chinese bats, via civets, in 2002. The Barie Lab came 
to be known by some scientists as "the Wild Wild West." In 2007, Barie said 
that we had entered "the golden age of coronavirus genetics." 

"I would be afraid to look in their freezers," one virologist told me. 

Barie and Shi Zhengli of the Wuhan Institute of Virology, the two top experts 
on the genetic interplay between bat and human coronaviruses, began 
collaborating in 2015. 

VII. 

"I Had Not Slept a Wink" 

Early in the pandemic, Scientific American grofiled Shi Zhengli, known in 
China as the "bat woman." Shi trapped hundreds of bats in nets at the mouths 
of caves in southern China, san1pled their saliva and their blood, swabbed 
their anuses, and gathered up their fecal pellets. Several times, she visited and 
sampled bats in a mine in Mojiang, in southern China, where, in 2012, six n1en 
set to work shoveling bat guano were sickened by a severe lung disease, three 
of them fatally. Shi's team took the samples back to Wuhan and analyzed 
whatever fragn1ents of bat virus she could find. In some cases, when she found 
a sequence that seemed particularly significant, she experimented with it in 
order to understand how it might potentially infect humans. Son1e of her work 
was funded by the National Institutes of Health and son1e of it by the U.S. 
Defense Threat Reduction Agency of the Departn1ent of Defense via Peter 
Daszak's EcoHealth Alliance. 

As Shi explained to Scientific American, late in December 2019, she heard 
from the director of the Wuhan Institute that there was an outbreak of a new 
disease in the city. Medical samples taken from hospital patients arrived at her 
lab for analysis. Shi determined that the new virus was related to SARS but 
even n1ore closely related to a bat disease that her own team had found on a 
virus-hunting trip: the now-famous RaTG13. Shi was surprised that the 
outbreak was local, she said: "I had never expected this kind of thing to 
happen in Wuhan, in central China." The bat hiding places that she'd been 
visiting were, after all, as far away as Orlando, Florida, is from New York City. 
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Could this new virus, she wondered, have come from her own laboratory? She 
checked her records and found no exact n1atches. "That really took a load off 
my n1ind," she said. "I had not slept a wink for days." 

If one of the first thoughts that goes through the head of a lab director at the 
Wuhan Institute of Virology is that the new coronavirus could have come from 
her lab, then we are obliged to entertain the scientific possibility that it could 
indeed have come from her lab. Right then, there should have been a 
comprehensive, pockets-inside-out, fully public investigation of the Virology 
Institute, along with the other important virus labs in Wuhan, including the 
one close by the seafood market, headquarters of the Wuhan CDC. There 
should have been interviews with scientists, interviews with biosafety teams, 
close parsings of laboratory notebooks, freezer and plun1bing and 
decontamination systems checks - everything. It didn't happen. The Wuhan 
Institute of Virology closed down its databases of viral genomes, and the 
Chinese Ministry of Education sent out a directive: "Any paper that traces the 
origin of the virus n1ust be strictly and tightly n1anaged." 

Shi made some WeChat posts early in 2020. "The novel 2019 coronavirus is 
nature punishing the human race for keeping uncivilized living habits," she 
wrote. "I, Shi Zhengli, swear on my life that it has nothing to do with our 
laboratory." She advised those who believed rumors, and gave credence to 
unreliable scientific papers, to "shut their stinking mouths." 

VIII. 

" 'Bug to Drug' in 24 Hours" 
It wasn't only AIDS that changed the way the NIH funded research. The 
War on Terror also influenced which diseases got the n1ost attention. In the 
late 'gos, under Bill Clinton and then George W. Bush, biodefense specialists 
became interested - again - in anthrax. The Defense Threat Reduction 
Agency built a small anthrax factory in Nevada, using simulants, to 
demonstrate how easy it would be for a terrorist to build a small anthrax 
factory. And in the first year of the Bush presidency, the Defense Intelligence 
Agency wrote up plans to create a vaccine-resistant form of anthrax using 
state-of-the-art gene-splice·ry. A front-page article describing these initiatives, 
"U.S. Germ Warfare Research Pushes Treaty Limits," appeared in the New 
York Times on September 4, 2001, one week before 9/11. "Pentagon Says 
Projects Are Defense, Is Pressing Ahead," was the subtitle. 
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After the 9/11 attacks, and the mysterious anthrax mailings that began a week 
later (which said, "TAKE PENACILIN [sic] NOW/ DEATH TO 
Al\1ERICA / DEATH TO ISRAEL/ ALLAH IS GREAT"), the desire for 
biopreparedness became all consuming. Now there were emerging biothreats 
from humans as well as from the evolving natural world. Fauci's anti-terror 
budget went from $53 million in 2001 to $1.7 billion in 2003. Setting aside his 
work toward an AIDS vaccine, which was taking longer than he'd foreseen, 
Fauci said he would be going all out to defend against a suite of known Cold 
War agents, all of which had been bred and perfected in American weapons 
programs many years before - brucellosis, anthrax, tularemia, and plague, for 
instance. "We are making this the highest priority," Fauci said. "We are really 
marshaling all available resources." 

I would be afraid to look in their freezers. 
Vaccine development had to progress much faster, Fauci believed; he wanted 
to set up "vaccine systems" and "vaccine platforms," which could be quickly 
tailored to defend against a particular emergent strain some terrorist with an 
advanced biochemistry degree might have thrown together in a laboratory. 
"Our goal within the next 20 years is 'bug to drug' in 24 hours," Fauci said. 
"This would specifically meet the challenge of genetically engineered 
bioagents." The first Project BioShield contract Fauci awarded was to VaxGen, 
a California pharmaceutical company, for $878 million worth of shots of 
anthrax vaccine. 

By 2005, so much money was going toward biothreat reduction and 
preparedness that more than 7,50 scientists sent a protest letter to the NIH. 
Their claim was that grants to study canonical biowar diseases - anthrax, 
plague, brucellosis, and tularemia, all exceptionally rare in the U.S. - had 
increased by a factor of 15 since 2001, whereas funds for the study of 
widespread "normal" diseases, of high public-health importance, had 
decreased. 

Fauci was firm in his reply: "The United States through its leaders made the 
decision that this money was going to be spent on biodefense," he said. "We 
disagree with the notion that biodefense concerns are of 'low public-health 
significance.' " 

In 2010, by one count, there were 249 BSL-3 laboratories and seven BSL-4 
laboratories in the U.S., and more than 11,000 scientists and staffers were 
authorized to handle the ultralethal germs on the government's select 
pathogen list. And yet the sole bioterrorist in living memory who actually 
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killed American citizens, according to the FBI - the man who sent the anthrax 
letters - turned out to be one of the government's own researchers. Bruce 
Ivins, an eccentric, suicidal laboratory scientist from Ohio who worked in 
vaccine developn1ent at Fort Detrick, allegedly wanted to boost the fear level 
so as to persuade the governn1ent to buy more of the patented, genetically 
engineered anthrax VaxGen vaccine, of which he was a co-inventor. (See 
David Willman's fascinating biography of Ivins, Mirage Man.) Fauci's staff at 
NIH funded lvins's vaccine laboratory and gave $100 million to VaxGen to 
accelerate vaccine production. (The NIH's $878 million contract with VaxGen, 
however, was quietly canceled in 2006; Ivins, who was never charged, killed 
himself in 2008.) 

"The whole incident amounted to a snake eating its own tail," wrote Wendy 
Orent in an August 2008 piece titled "Our Own Worst Bioenemy" in the Los 
Angeles Times. "No ingenious biowarrior from Al Qaeda sent the lethal 
envelopes through the U.S. postal system. An An1erican scientist did." What 
confirmed lvins's guilt, according to the FBI, was that there was a genetic 
match between the anthrax used in the killings and the strain held at Fort 
Detrick. 

IX. 

"Weapons of Mass Disruption" 
After SARS appeared in 2003, Ralph Baric's laboratory moved up the NIH 
funding ladder. SARS was a "dual use" organism - a security threat and a 
zoonotic threat at the same time. In 2006, Barie wrote a long, fairly creepy 
paper on the threat of "weaponizable" viruses. Synthetic biology had made 
possible new kinds of viral "weapons of mass disruption," he wrote, involving, 
for example, "rapid production of numerous candidate bioweapons that can be 
sin1ultaneously released," a scattershot terror tactic Barie called the" 'survival 
of the fittest' approach." 

Barie hoped to find a SARS vaccine, but he couldn't; he kept looking for it, 
year after year, supported by the NIH, long after the disease itself had been 
contained. It wasn't really gone, Barie believed. Like other epidemics that pop 
up and then disappear, as he told a university audience some years later, "they 
don't go extinct. They are waiting to return." What do you do if you run a well
funded laboratory, an NIH "center of excellence," and your emergent virus is 
no longer actually n1aking people sick? You start squeezing it and twisting it 
into different shapes. Making it stand on its hind legs and quack like a duck, or 
a bat. Or breathe like a person. 
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Baric's safety record is good - although there was a minor mouse-bite 
incident in 2016, uncovered by ProPublica - and his motives are beyond 
reproach: "Safe, universal, vaccine platforms are needed that can be tailored to 
new pathogens as they emerge, quickly tested for safety, and then strategically 
used to control new disease outbreaks in human populations," he wrote in a 
paper on public health. But the pioneering work he did over the past 15 years 
- generating tiny eager single-stranded flask monsters and pitting them 
against hm11an cells, or bat cells, or gene-spliced somewhat-hun1an cells, or 
monkey cells, or humanized n1ice - was not without risk, and it may have led 
others astray. 

In 2006, for instance, Barie and his colleagues, hoping to con1e up with a 
"vaccine strategy" for SARS, produced noninfectious virus replicon particles 
(or VRPs) using the Venezuelan-equine-encephalitis virus (another American 
gern1-warfare agent), which they fitted with various SARS spike proteins. 
Then, wearing Tyvek suits and two pairs of gloves each, and working in a 
biological safety cabinet in a BSL-3-certified laboratory, they cloned and grew 
recombinant versions of the original SARS virus in an incubator in a medium 
that held African-green-n1onkey cells. When they had grown enough virus, the 
scientists swapped out one kind of spike protein for a carefully chosen n1utant, 
and they challenged their prototype vaccine with it in mice. 

The scientists also tried their infectious SARS clones in son1ething called an 
air-liquid interface, using a relatively new type of cell culture developed by 
Raymond Pickles of the University of North Carolina's Cystic Fibrosis Center. 
Pickles had perfected a method of en1ulating the traits of hun1an aiiway tissue 
by cultivating cells taken from lung-disease patients - nurturing the culture 
over four to six weeks in such a way that the cells differentiated and developed 
a crop of tiny moving hairs, or cilia, on top and goblet cells within that 
produced real human mucus. In fact, before infecting these HAE (human 
aiiway epithelial) cells with a virus, the lab worker must sometimes rinse off 
so'me of the accumulated mucus, as if helping the lab-grown tissue to clear its 
throat. So Barie was exposing and adapting his engineered viruses to an 
extraordinarily true-to-life environment - the juicy, sticky, hairy inner surface 
of our breathing apparatus. 

SARS-2 seems almost perfectly calibrated to grab and ransack our breathing 
cells and choke the life out of them. "By the time SARS-Co V-2 was first 
detected in late 2019, it was already pre-adapted to human transmission," 
Alina Chan and her co-authors have written, whereas SARS, when it first 
appeared in 2003, undeiwent "numerous adaptive mutations" before settling 
down. Perhaps viral nature hit a bull's-eye of airborne infectivity, with almost 
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no mutational drift, no period of accommodation and adjustment, or perhaps 
some lab worker somewhere, inspired by Baric's work with human airway 
tissue, took a spike protein that was specially groon1ed to colonize and thrive 
deep in the ciliated, mucosal tunnels of our inner core and cloned it onto some 
existing viral bat backbone. It could have happened in Wuhan, but - because 
anyone can now "print out" a fully infectious clone of any sequenced disease -
it could also have happened at Fort Detrick, or in Texas, or in Italy, or in 
Rotterdan1, or in Wisconsin, or in some other citadel of coronaviral inquiry. 
No conspiracy- just scientific ambition, and the urge to take exciting risks 
and make new things, and the fear of terrorisn1, and the fear of getting sick. 
Plus a whole lot of government money. 

X. 

"Risky Areas for Spillover" 
Project Bioshield began to fade by the end of the Bush administration, 
although the expensive high-containn1ent laboratories, controversial 
preservers and incubators of past and future epidemics, remain. By 2010, 
some BioShield projects had dissolved into Obama's Predict program, which 
paid for laboratories and staff in 60 "risky areas for spillover" around the 
world. Jonna Mazet, a veterinary scientist fro·m the University of California, 
Davis, was in charge of Predict, which was a component of USAID's "Emerging 
Pandemic Threats" program. Her far-flung teams collected samples from 
164,000 animals and hU"mans and claimed to have found "almost 1,200 
potentially zoonotic viruses, among them 160 novel coronaviruses, including 
multiple SARS- and MERS-like coronaviruses." The fruits of Pre.diet's exotic 
harvest were studied and circulated in laboratories worldwide, and their 
genetic sequences became part of GenBank, the NIH's genome database, 
where any curious RNA wrangler anywhere could quickly synthesize snippets 
of code and test out a new disease on hmnan cells. 

Barie, Jonna Mazet, and Peter Daszak of EcoHealth worked together for years 
- and Daszak also routed Predict money to Shi Zhengli's bat-surveillance 
team in Wuhan through his nonprofit, mingling it with NIH money and 
money from the U.S. Defense Threat Reduction Agency. In 2013, 
Mazet announced that Shi Zhengli's virus hunters, with Pre.diet's support, had, 
for the first time, isolated and cultured a live SARS-like virus from bats and 
demonstrated that this virus could bind to the human ACE2, or "angiotensin
converting enzyme 2," receptor, which Baric's laboratory had determined to be 
the sine qua non ofhun1an infectivity. "This work shows that these viruses can 
directly infect humans and validates our assun1ption that we should be 
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searching for viruses of pandemic potential before they spill over to people," 
Mazet said. 

Daszak, for his part, seems to have viewed his bat quests as part of an epic, 
quasi-religious death match. In a paper from 2008, Daszak and a co-author 
described Bruegel's painting The Fall of the Rebel Angels and compared it to 
the contemporary human biological condition. The fallen angels could be seen 
as pathogenic organisms that had descended "through an evolutionary (not 
spiritual) pathway that takes them to a netherworld where they can feed only 
on our genes, our cells, our flesh," Daszak wrote. "Will we succumb to the 
multitudinous horde? Are we to be cast downward into chthonic chaos 
represented here by the heaped up gibbering phantasmagory against which we 
rail and struggle?" 

XI. 

"Lab-Made?" 
There are, in fact, some helpful points of agreement between zoonoticists -
those who believe in a natural origin of the SARS-2 virus - and those who 
believe that it probably came from a laboratory. Both sides agree, when 
pressed, that a lab origin can't be conclusively ruled out and a natural origin 
can't be ruled out either - because nature, after all, is capable of improbable, 
teleological-seeming achievements. Both sides also agree, for the most part, 
that the spillover event that began the human outbreak probably happened 
only once, or a few times, quite recently, and not many times over a longer 
period. They agree that bat virus RaTG13 (named for the Rinolophus 
affinus bat, from Tongguan, in 2013) is the closest match to the human virus 
that has yet been found, and that although the two viruses are very similar, the 
spike protein of the bat virus lacks the features the human spike protein 
possesses that enable it to work efficiently with human tissue. 

Zoonoticists hold that SARS-2's crucial features - the furin cleavage site and 
the ACE2 receptor - are the result of a recombinant event involving a bat 
coronavirus (perhaps RaTG13 or a virus closely related to it) and another, 
unknown virus. Early on, researchers proposed that it could be a snake sold at 
the seafood market - a Chinese cobra or a banded krait-but no: Snakes don't 
typically carry coronaviruses. Then there was a thought that the disease came 
from sick smuggled pangolins, because there existed a certain pangolin 
coronavirus that was, inexplicably, almost identical in its spike protein to the 
human coronavirus - but then, no: There turned out to be questions about 
the reliability of the genetic information in that diseased-pangolin data set, on 
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top of which there were no pangolins for sale at the. Wuhan market. Then a 
group from China's governn1ent veterinary laboratory at Harbin tried infecting 
beagles, pigs, chickens, ducks, ferrets, and cats with SARS-2 to see if they 
could be carriers. (Cats and ferrets got sick; pigs, ducks, and most dogs did 
not.) 

In September, sume scientists at the University of Michigan, led by Yang 
Zhang, regorted that they had created a "computational pipeline" to screen 
nearly a hundred possible intermediate hosts, including the Sumatran 
orangutan, the Western gorilla, the Olive baboon, the crab-eating macaque, 
and the bonobo. All these primates were "permissive" to the SARS-2 
coronavirus and should undergo "further experin1entational investigation," 
the scientists proposed. 

Despite this wide-ranging effort, there is at the moment no animal host that 
zoonoticists can point to as the missing link. There's also no single, agreed
upon hypothesis to explain how the disease may have traveled from the bat 
reservoirs of Yunnan all the way to Wuhan, seven hours by train, without 
leaving any sick people behind and without infecting anyone along the way. 

The zoonoticists say that we shouldn't find it troubling that virologists have 
been inserting and deleting furin cleavage sites and ACE2-receptor-binding 
don1ains in experimental viral spike proteins for years: The fact that 
virologists have been doing these things in laboratories, in advance of the 
panden1ic, is to be taken as a sign of their prescience, not of their folly. But I 
keep returning to the basic, puzzling fact: This patchwork pathogen, which 
allegedly has evolved without human meddling, first came to notice in the only 
city in the world with a laboratory that was paid for years by the U.S. 
government to perforn1 experiments on certain obscure and heretofore 
unpublicized strains of bat viruses - which bat viruses then turned out to be, 
out of all the organisn1s on the planet, the ones that are most closely related to 
the disease. What are the odds? 

In July, I discovered a number of volunteer analysts who were doing a new 
kind of forensic, samizdat science, hunched over the letter code of the SARS-2 
genome like scholars deciphering the cuneiform iinpressions in Linear B 
tablets. There were the anonymous authors of Project Evidence, on GitHub, 
who "disavow all racism and violent attacks, including those which are aimed 
at Asian or Chinese people," and there was Yuri Deigin, a biotech entrepreneur 
from Canada, who wrote a n1assive, lucid paper on Medium, "Lab-Made?," 
which illumined the mysteries of the spike protein. Jonathan Latham of the 
Bioscience Resource Project, with his co-author Allison Wilson, wrote two 
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important papers: one a calm, unsparing ovenriew oflaboratory accidents and 
rash research and the other a close look at the small outbreak of an 
unexplained viral pneumonia in a bat-infested copper mine in 2012. I 
corresponded with Alina Chan (now the subject of a nicely turned piece 
in Boston n1agazine by Rowan Jacobsen) and with the pseudonymous Billy 
Bostickson, a tireless researcher whose Twitter photo is a cartoon of an 
injured experimental monkey, and Monali Rahalkar, of the Agharkar Research 
Institute in Pune, India, who wrote a paper with her husband, Rahul 
Bahulikar, that also sheds light on the story of the bat-guano-shoveling men 
whose virus was ren1arkably like SARS-2, except that it was not nearly as 
catching. I talked to Rossana Segreto, a molecular biologist at the University of 
Innsbruck, whose paper, "Is Considering a Genetic-Manipulation Origin for 
SARS-CoV-2 a Conspiracy Theory That Must Be Censored?," co-authored with 
Yuri Deigin, was finally published in November under a milder title; it argued 
that SARS-2's most notable features, the furin site and the human ACE2-
binding domain, were unlikely to have arisen simultaneously and "might be 
the result of lab ·manipulation techniques such as site directed mutagenesis." 
Segreto is also the person who first established that a bat-virus fragment 
named BtCoV / 4991, identified in 2013, was 100 percent identical to the 
closest known cousin to SARS-CoV-2, the bat virus RaTG13, thereby proving 
that the virus closest to the SARS-2-pandemic virus was linked back not to a 
bat cave but to a mine shaft, and that this same virus had been stored and 
worked on in the Wuhan Institute for years. This made possible the first big 
investigative piece on SARS-2's origins, in the Times of London, in July: 
"Nobody can deny the bravery of scientists who risked their lives harvesting 
the highly infectious virus," the Times authors write. "But did their courageous 
detective work lead inadvertently to a global disaster?" 

XII. 

"A New, Non-Natural Risk" 
In 2011, a tall, confident Dutch scientist, Ron Fouchier, using grant money 
from Fauci's group at NIH, created a mutant form of highly pathogenic avian 
influenza, H5N 1, and passaged it ten times through ferrets in order to prove 
that he could "force" (his word) this potentially fatal disease to infect 
mamn1als, including hun1ans, "via aerosols or respiratory droplets." Fouchier 
said his findings indicated that these avian influenza viruses, thus forced, 
"pose a risk of becoming panden1ic in hun1ans." 

This experiment was too much for some scientists: Why, out of a desire to 
prove that something extremely infectious could happen, would you make it 
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happen? And why would the U.S. government feel compelled to pay for it to 
happen? Late in 2011, Marc Lipsitch of the Harvard School of Public Health 
got together with several other dismayed onlookers to ring the gong for 
caution. On January 8, 2012, the New York Times published a scorcher of an 
editorial, "An Engineered Doomsday." "We cannot say there would be no 
benefits at all from studying the virus," the Times said. "But the consequences, 
should the virus escape, are too devastating to risk." 

These gain-of-function experiments were an important part of the NIH's 
approach to vaccine development, and Anthony Fauci was reluctant to stop 
funding them. He and Francis Collins, director of the National Institutes of 
Health, along with Gary N abel, NIAID director of vaccine research, published 
an opinion piece in the Washington Post in which they contended that the 
ferret flu experiments, and others like them, were "a risk worth taking." 
"Important information and insights can come from generating a potentially 
dangerous virus in the laboratory," they wrote; the work can "help delineate 
the principles of virus transmission between species." The work was safe 
because the viruses were stored in a high-security lab, they believed, and the 
work was necessary because nature was always coming up with new threats. 
"Nature is the worst bioterrorist," Fauci told a reporter. "We know that 
through history." 

Soon afterward, there followed some distressing screwups in secure federal 
laboratories involving live anthrax, live smallpox, and live avian influenza. 
These got attention in the science press. Then Lipsitch's activists (calling 
themselves the Cambridge Working Group) sent around a strong statement on 
the perils of research with "Potential Pandemic Pathogens," signed by more 
than a hundred scientists. The work might "trigger outbreaks that would be 
difficult or impossible to control," the signers said. Fauci reconsidered, and 
the White House in 2014 announced that there would be a "pause" in the 
funding of new influenza, SARS, and MERS gain-of-function research. 

Barie, in North Carolina, was not happy. He had a number of gain-of-function 
experiments with pathogenic viruses in progress. "It took me ten seconds to 
realize that most of them were going to be affected," he told NPR. Barie and a 
former colleague from Vanderbilt University wrote a long letter to an NIH 
review board expressing their "profound concerns." "This decision will 
significantly inhibit our capacity to respond quickly and effectively to future 
outbreaks of SARS-like or MERS-like coronaviruses, which continue to 
circulate in bat populations and camels," they wrote. The funding ban was 
itself dangerous, they argued. "Emerging coronaviruses in nature do not 
observe a mandated pause." 



FL-2022-00076 A-00000567206 "U NC LASS I Fl ED" [1/31/2024] Page 94 

Hoping to smooth over controversy by showing due diligence, the National 
Science Advisory Board for Biosecurity, founded in the BioShield era under 
President Bush, paid a consulting firm, Gryphon Scientific, to write a report 
on gain-of-function research, which by now was simply referred to as GoF. In 
chapter six of this thousand-page dissertation, published in April 2016, the 
consultants take up the question of coronaviruses. "Increasing the 
transmissibility of the coronaviruses could significantly increase the chance of 
a global pandemic due to a laboratory accident," they wrote. 

The Cambridge Working Group continued to write letters of protest and plead 
for restraint and sanity. Steven Salzberg, a professor of biomedical 
engineering at Johns Hopkins, said, "We have enough problems simply 
keeping up with the current flu outbreaks - and now with Ebola - without 
scientists creating incredibly deadly new viruses that might accidentally 
escape their labs." David Relman of Stanford Medical School said, "It is 
unethical to place so many members of the public at risk and then consult only 
scientists - or, even worse, just a small subset of scientists - and exclude 
others from the decision-making and oversight process." Richard Ebright 
wrote that creating and evaluating new threats very seldom increases security: 
"Doing so in biology -where the number of potential threats is nearly infinite, 
and where the asymmetry behveen the ease of creating threats and the 
difficulty of addressing threats is nearly absolute - is especially 
counterproductive." Lynn Klotz wrote, "Awful as a pandemic brought on by 
the escape of a variant H5N 1 virus might be, it is SARS that now presents the 
greatest risk. The worry is less about recurrence of a natural SARS outbreak 
than of yet another escape from a laboratory researching it to help protect 
against a natural outbreak." Marc Lipsitch argued that gain-of-function 
experiments can mislead, "resulting in worse not better decisions," and that 
the entire gain-of-function debate as overseen by the NIH was heavily 
weighted in favor of scientific insiders and "distinctly unwelcoming of public 
participation." 

Nariyoshi Shinomiya, a professor of physiology and nano-medicine at the 
National Defense Medical College in Japan, offered this warning: "Similar to 
nuclear or chemical weapons there is no going back once we get a thing in our 
hands." 

But in the end, Barie was allowed to proceed with his experiments, and the 
research papers that resulted, showered with money, became a sort 
of Anarchist's Cookbook for the rest of the scientific world. In November 2015, 
Barie and colleagues published a collaboration paper with Shi Zhengli titled "A 
SARS-like Cluster of Circulating Bat Coronaviruses Shows Potential for 
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Human Emergence." Into a human SARS virus that they had adapted so that it 
would work in mice, Barie and Shi et al. inserted the spike protein of a bat 
virus, SHC014, discovered by Shi in southern China. They dabbed the mice 
nasally with virus and waited, looking for signs of sickness: "hunching, ruffled 
fur." They also infected human airway cells with the n1ouse-adapted bat-spike
in-a-hun1an-virus backbone. In both mice and human airway cells, the 
chin1eric virus caused a "robust infection." 

This proved, Barie and Shi believed, that you did not need civets or other 
intermediate hosts in order for bats to cause an epidemic in humans and that 
therefore all the SARS-like viruses circulating in bat populations "may pose a 
future threat." Peter Daszak, who had used Predict funds to pay Shi for her 
work on the paper, was impressed by this conclusion; the findings, he said, 
"n1ove this virus fron1 a candidate emerging pathogen to a clear and present 
danger." 

Richard Ebright was trenchantly unenthusiastic. "The only impact of this 
work," he said, "is the creation, in a lab, of a new, non-natural risk." 

Early in 2016, Barie and Shi again collaborated. Shi sent Barie a fresh bat virus 
spike protein, and Barie inserted it into the backbone of a human SARS virus 
and then used that infectious clone to attack human airway cells. ''The virus 
readily and efficiently replicated in cultured human airway tissues, suggesting 
an ability to potentially jun1p directly to humans," reported the UNC's website. 
This time, they also used the bat-hun1an hybrid virus to infect transgenic 
hun1anized 111ice that grew human ACE2 protein. The 1nice, young and old, 
lost weight and died, proving, again, that this particular bat virus was 
potentially "poised to emerge in human populations." It was "an ongoing 
threat," Barie wrote. But was it? Civets and camels that are exposed to a lot of 
bat-guano dust may be an ongoing threat and a n1anageable one. But the bats 
themselves just want to hang in their caves and not be bothered by frowning 
sightseers in spacesuits who want to poke Q-tips in their botton1s. This 2016 
"poised for human emergence" paper was supported by eight different NIH 
grants. In 2015, Baric's lab received $8.3 million from the NIH; in 2016, it 
received $10.5 million. 

Gain-of-function research came roaring back under Trump and Fauci. "The 
National Institutes of Health will again fund research that makes viruses n1ore 
dangerous," said an article in Nature in Decen1ber 2017. Carrie Wolinetz of 
the NIH's office of science policy defended the decision. "These experiments 
will help us get ahead of viruses that are already out there and pose a real and 
present danger to human health," she told The Lancet. The NIH, Wolinetz 
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said, was committed to a leadership role with gain-of-function research 
internationally. "If we are pursuing this research in an active way, we will be 
much better positioned to develop protection and countermeasures should 
something bad happen in another country." 

A reporter asked Marc Lipsitch what he thought of the resumption of NIH 
funding. Gain-of-function experiments "have done almost nothing to improve 
our preparedness for pandemics," he said, "yet they risked creating an 
accidental pandemic." 

XIII. 

"Proximity Is a Problem" 
In April, four months into the coronavirus emergency, a deputy director at 
the NIH wrote an email to EcoHealth Alliance. "You are instructed to cease 
providing any funds to Wuhan Institute of Virology," it said. In response, 
Daszak and the chief scientific officer of New England Biolabs (a company that 
sells seamless gene-splicing products to laboratories, among other things) got 
77 Nobel Prize winners to sign a statement saying that the cancellation 
deprived the "nation and the world of highly regarded science that could help 
control one of the greatest health crises in modern history and those that may 
arise in the future." Later, as a condition of further funding, the NIH wrote to 
say it wanted Daszak to arrange an outside inspection of the Wuhan lab and to 
procure from Wuhan's scientists a sample of whatever they'd used to sequence 
the SARS-2 virus. Daszak was outraged ("I am not trained as a private 
detective"), and again he fought back. He was reluctant to give up his own 
secrets, too. "Conspiracy-theory outlets and politically motivated 
organizations have made Freedom of Information Act requests on our grants 
and all of our letters and emails to the NIH," he told Nature. "We don't think 
it's fair that we should have to reveal everything we do." 

But Daszak has survived - even prospered. Recently, The Lancet made him 
the lead investigator in its inquiry into the origins of the pandemic, and the 
World Health Organization named him to its ten-person origins investigation. 
("We're still close enough to the origin to really find out more details about 
where it has come from," Daszak told Nature.) 

The NIH has also set up an ambitious new international program, called 
CREID, which stands for Centers for Research in Emerging Infectious 
Diseases, and it has put Daszak's EcoHealth in charge of trapping animals and 
looking for obscure bat viruses in Singapore, Malaysia, and Thailand. Barie is 



FL-2022-00076 A-00000567206 "UNCLASSIFIED" [1/31/2024] Page 97 

one of Daszak's partners in CREID. The virus hunting and collecting, which 
Richard Ebright likens to "looking for a gas leak with a lighted 111atch," will 
continue and widen with U.S. funding. "We're going to work in remote parts of 
Malaysia and Thailand to get to the front line of where the next pandemic is 
going to start," Daszak told NPR. 

In May, an interviewer from the People's Pharmacy website asked Barie ifhe 
had any thoughts on whether the coronavirus began with a natural bat-to
hun1an transfer. "Or was there something a little bit more, perhaps, insidious 
involved?" 

"Well, of course the answers to those questions are in China," Barie replied. 
"Exactly how they work in that facility is something that would be very 
difficult for a Westerner to know," he said. "The main problems that the 
Institute of Virology has is that the outbreak occurred in close proximity to 
that Institute. That Institute has in essence the best collection of virologists in 
the world that have gone out and sought out, and isolated, and sampled bat 
species throughout Southeast Asia. So they have a very large collection of 
viruses in their laboratory. And so it's -you know - proximity is a problen1. 
It's a problem." 

Over the course of the fall, and especially after the election muffled Donald 
Trump's influence over the country's public-health apparatus, that proxin1ity 
problem - and the uncon1fortable questions of origins it raised - began to 
grow somewhat more discussable. The BBC, Le Monde, and Italy's RAI have 
all recently taken seriously the scientific possibility of a lab leak. In late 
October, the World Health Organization convened the first meeting of its 
second inquiry into the origins of the disease. The WHO's effort is perhaps the 
world's best chance to satisfy its curiosity about goings-on at the Wuhan 
Institute of Virology and at the Wuhan CDC's virus lab near the Wuhan 
seafood market. But, as the New York Tin1es has reported, the WHO's 
information gathering has been hindered by Chinese secretiveness since 
February, when an initial investigative team sent to Beijing was told its 
members' access to scientists would be restricted and that it couldn't visit the 
seafood market, then considered a hub of the pandemic. 

When a BBC video team tried to inspect the Yunnan n1ine shaft, they found 
the road to the n1ine blocked by a strategically parked truck that had "broken 
down" shortly before they arrived. Reporter John Sudworth asked Daszak, one 
of the ten n1embers of the second WHO investigative team, whether he would 
push for access to the Wuhan Institute of Virology. "That's not my job to do 
that," Daszak replied. 
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In November, David Reiman, the Stanford microbiologist, one of the most 
thoughtful of the voices warning against gain-of-function research, 
published a paper in Proceedings of the National Academy of Sciences on the 
urgent need to unravel the origins of COVID-19. "If SARS-CoV-2 escaped fron1 
a lab to cause the pandemic," he wrote, "it will become critical to understand 
the chain of events and prevent this fron1 happening again." Conflicts of 
interest by researchers and administrators will need to be addressed, Reln1an 
wrote; to reach the truth, the investigation must be transparent, international, 
and, as n1uch as possible, unpolitical. "A 111ore con1plete understanding of the 
origins of COVID-19 clearly serves the interests of every person in every 
country on this planet." 

"The world is sitting on a precedent-setting decision right now," wrote Alina 
Chan on Decen1ber 8. "It is unclear if SARS2 is 100 percent natural or 
emerged due to lab/research activities. If we walk away from this, 
demonstrating that we cannot effectively investigate its origins, it will pave the 
way for future COVIDS." 

Just before this issue of New York went to press, I reached Ralph Barie by 
phone and asked him where he now believed SARS-2 came from. (Anthony 
Fauci, Shi Zhengli, and Peter Daszak didn't respond to en1ails, and Kristian 
Andersen said he was busy with other things.) Barie said he still thought the 
virus came from bats in southern China, perhaps directly, or possibly via an 
intermediate host, although the smuggled pangolins, in his view, were a red 
herring. The disease evolved in humans over tin1e without being noticed, he 
suspected, becoming gradually more infectious, and eventually a person 
carried it to Wuhan "and the pandemic took off." Then he said, "Can you rule 
out a laboratory escape? The answer in this case is probably not." 

XIV. 

Transn1ission 
So how clicl we actually get this disease? 

Here's what I think happened. In April 2012, in a copper mine in Mojiang, 
China, three n1en were given an awful job - they were told to shovel bat guano 
out of a mine shaft. They went to work and shoveled guano for seven hours a 
day in the confined, insufficiently ventilated space of the n1ine shaft, and by 
the end of the week, they were sick with a viral pneumonia of unknown 
etiology. Three more, younger shovelers were hired to replace the ones who 
were out sick. 



FL-2022-00076 A-00000567206 "UNCLASSIFIED" [1/31/2024] Page 99 

The viral load in their lungs was so huge, because of all the guano dust, that 
their lungs becan1e a kind of accelerated laboratory passaging experin1ent, as 
Jonathan Lathan1 and .. .\.llison Wilson have written, forcing the virus to switch 
its allegiance from bats to humans. SARS experts were consulted, and the 
disease was judged to be SARS-like but not SARS. It was something new. (Shi 
Zhengli told Scientific American that the guano shovelers had died of a fungal 
disease, but, as Monali Rahalkar pointed out, they were treated with antivirals, 
and their sympton1s were consistent with viral pneumonia with attendant 
secondary fungal infections.) 

,Although it was a severe disease, and in the end three of the shovelers died, 
there was no resultant epidemic. It was actually a case of industrial 
overexposure to an infectious substance - what we might call a massive 
OSHA violation. The bat disease that the men encountered wasn't necessarily 
all that dangerous except in an environment of imn1unosuppressive overload. 

Peter Daszak and Shi Zhengli were interested, of course, because this 
unidentified coronavirus disease involved bats and people. Of the frag1nentary 
bits of virus Shi retrieved from the n1ine shaft, one was SA.RS-like, and Shi 
sequenced it and called it BtCoV/4991 and published a paper about it. Several 
times - in 2016 and 2018 and 2019 - this most interesting san1ple, a portion 
of what we now know as RaTG13, was taken out of the freezers in Shi's lab and 
worked on in undisclosed ways. (Peter Daszak clain1s that these samples have 
disintegrated and can't be validated or studied.) Samples of the nameless 
hun1an disease also traveled back to the Wuhan Institute of Virology- few 
specifics about these valuable specin1ens have been released by Chinese 
sources, however. 

This is the period in the story that demands a very close investigation, when 
chin1eric assen1blages n1ay have been created and serially passaged, using 
BtCo V / 4991, a.k.a. RaTG13, and other bat viruses, perhaps along with forms 
of the human virus. It's when Shi and Barie both published papers that were 
about what happened when you hot-swapped mutant spike proteins between 
bat viruses and human viruses. 

The link, via the renamed san1ple BtCoV/4991, to the copper n1ine is of 
exceptional importance because of the one huge difference between the 
unnan1ed guano shovelers' virus and the SARS-2 virus that is now ravaging, 
for exan1ple, California: transn1issibility. Airborne human-to-human 
transn1issibility - the kind of thing that gain-of-functioneers like Ron 
Fouchier and Ralph Barie were aiming at, in order to demonstrate what Barie 
called "lurking threats" - is COVID-19's crucial distinguishing feature. If six 
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men had gotten extremely sick with COVID-19 back in 2012 in southern 
China, doctors and nurses in the hospital where they lay dying would likely 
have gotten sick as well. There might have been hundreds or thousands of 
cases. Instead, only the shovelers themselves, who had breathed a heavy 
concentration of guano dust for days, got it. 

The existence of bat virus RaTG13 is therefore not necessarily evidence of a 
natural bat origin. In fact, it seems to me to imply the opposite: New 
functional con1ponents may have been overlaid onto or inserted into the 
RaTG13 genome, new Tinkertoy intermolecular manipulations, especially to 
its spike protein, which have the effect of n1aking it unprecedentedly infectious 
in human airways. 

This is where the uniquely peculiar furin insert and/or the human-tuned 
ACE2-receptor-binding domain may come in - although it's also possible that 
either of these elen1ents could have evolved as part of some multistep zoonotic 
process. But in the climate of gonzo laboratory experimentation, at a time 
when all sorts of tweaked variants and amped-up substitutions were being 
tested on cell cultures and in the lungs of hun1anized mice and other 
experimental animals, isn't it possible that somebody in Wuhan took the virus 
that had been isolated fron1 hun1an samples, or the RaTG13 bat virus 
sequence, or both ( or other viruses frmn that same mine shaft that Shi Zhengli 
has recently mentioned in passing), and used them to create a challenge 
disease for vaccine research - a chopped-and-channeled version of RaTG13 or 
the n1iners' virus that included elements that would n1ake it thrive and even 
rampage in people? And then what if, during an experin1ent one afternoon, 
this new, virulent, human-infecting, furin-ready virus got out? 

For n1ore than 15 years, coronavirologists strove to prove that the threat of 
SARS was ever present and must be defended against, and they proved it by 
showing how they could doctor the viruses they stored in order to force them 
to jump species and go directly fron1 bats to humans. More and more bat 
viruses can1e in from the field tean1s, and they were sequenced and 
synthesized and "rewired," to use a term that Barie likes. In this international 
potluck supper of genetic cookery, hundreds of new variant diseases were 
invented and stored. And then one day, perhaps, somebody messed up. It's at 
least a reasonable, "parsimonious" explanation of what might have happened. 

This may be the great scientific n1eta-experin1ent of the 21st century. Could a 
world full of scientists do all kinds of reckless recombinant things with viral 
diseases for many years and successfully avoid a serious outbreak? The 
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hypothesis was that, yes, it was doable. The risk was worth taking. There 
would be no pandemic. 

I hope the vaccine works. 

*This article appears in the January 4, 2021, issue ofNew York Magazine 

David Feith 
Deputy Assistant Secretary 
Bureau of East Asian and Pacific Affairs (EAP) 
U.S. Department of State 

(b )(6) (o) 

---~-~ (c) 

Sender: "Stilwell, David R" 

Recipient: I (b)(6) @state.gov> 
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To: ISN-Press-DL <ISN-Press-DL@state.gov>; 
Park, Christopher JI (b )(6) ~state.gov> 
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Subject: FW: NEW DETAILS EMERGE ABOUT CORONAVIRUS RESEARCH AT CHINESE LAB 

Date: Tue, 7 Sep 2021 15:25:30 +0000 

From~ (b )(6) l@state.gov> 

Sent: Tuesday, September 7, 202111:14 AM 

To: AVC-VPO-DL <AVC-VPO-DL@state.gov>; AVC-CBW-DL <AVC-CBW-DL2@state.gov> 

Subject: NEW DETAILS EMERGE ABOUT CORONAVIRUS RESEARCH AT CHINESE LAB 

NEW DETAILS EMERGE ABOUT CORONA VIRUS RESEARCH AT CHJNESE LAB 
(Intercept, Sharon Lerner, Mara Hvistendahl 9/6/2 I) NE\VL Y RELEASED 
DOC V ME NT S provide details of U .S.-funded research on several types of corona viruses at 
the Wuhan Institute of Virology in China. 

Sender: I (b)(6) ~state.gov> 

R . . t ISN-Press-DL <ISN-Press-DL@state.gov>; 
ecipien : Park, Christopher J 4 (b)(6) l@state.gov> 
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From: 

To: 

CC: 

Subject: 

Date: 

(b)(6) k\lstate.gov> 

Billingslea, Marshall S I (b)(6) f@state.gov> 

Westphal, Michael A ~ (b)(6) ~state.gov>; 
Yu, Miles lrh )(fi) @state. ov> · 
DiNanno Thomas G @state.gov>; 

b 6 state.gov> 

Fw: My old doubt about WIV (Miles) 

Thu, 14 Jan 2021 03:24:02 +0000 

Miles saw this way ahead of the pack. I 
(b)(S) 

[1/31/2024] Page 103 

(b)(S) 

"China has been conducting research on dangerous dual-use biological and genetic 
technologies that are prone to causing global pandemics. Since 2009, the defence and 
public health ministries of Canada and the United Kingdom have sponsored a series of 
Biological and Toxin Weapons Convention Review Conferences. China is among the 
more than a dozen countries to routinely submit research and review reports, which 
would result in monographs for official and public use. China's submissions are a 
chilling display of what its scientists are doing. For example, for the 2011 review 
conference, the Chinese government's submissions are on the following 
subjects : "Creation<~( Man-made Pathogens," "Genomic.\' Lay ing the Foundation for 
Pathogen Tran.\'.formation," "Population-spec(tic Genetic Markers," and ''Targeted 
D111g-delive1J1 Tech110/ogy Nlaking It Easier to Spread Pathogens."« 
The CCP-ordered, systemic destruction of virus samples collected from the earliest 
infected patients in Wuhan has made it much more difficult to determine the true 
origin of the novel corona virus that first broke out in China. With the staggering 
losses of lives and livelihoods for the entire world, it is imperative for the Chinese 
government to be open and candid about its flawed bio safety systems and reckless 
ambition to dominate global bio-rnedical research. Transparency saves lives. now and 
in the future." 

Footnote 33: "Preventing Biological Threats: What You Can Do," University of 
Bradford, UK December 2015, pages 222-
224. https://www.unog.ch/80256EDD006B8954/(httpAssets)/754909 J 6457 l80Il l 
Cl25823B007E4048/$file/Biosecurity+Guide+{full+version).pdf (attached) 

From:I (b)(6) @state.gov> 
Sent: Wednesday, January 13, 202110:57 AM 
To:! (b)(6) @state.gov>;,-! --(-b-)(_6_)--,@state.gov>;! (b)(6) 
I £b)£6) ~state.gov>J (b )(6) ~state.gov> '---'--'-'--'---' 

Cc: David Asher I (b)(6) @hudson.org> 
Subject: Fw: My old doubt about WIV 
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Miles put together this open-source survey back in April. .. 

From: Yu, Miles l lb)l6)@state.gov> 

Sent: Wednesday, Janu~rv 13. 2021 t0:34 AM 
To: DiNanno, Thomas G[ (b)(6)@state.gov>; .... I _ __,(_b....,)(_6.,_) _ ___.l@state.gov> 
Subject: My old doubt about WIV 

Tom and l (b)(6) I 
I compiled this open-sources document back in April. Note that in the last item, the PLA 
submissions for 2011 included "population specific genetic marking." 
Miles 

Sender: (b)(6) ~state.gov> 

Billingslea, Marshall SI ~b*6) l@state.gov>; 
Westphal, Michael A I r )( ) l@state.gov>; 

Recipient: Yu, Miles I (h)C6) @state.gov>; 
DiNanno, Thomas G I lb HG) !@state.gov>; 

I (b)(6) I 



FL-2022-00076 A-00000572801 "U NC LASS I Fl ED" [1/31/2024] Page 105 

From: (h)C6) @state.gov> 

Yu, Miles I (b)(6) tpstate.gov>; 

I C~)C~) l@state.gov>; 
I (h)(R! l@state.gov>; 
[ _ b _ 6) l@state.gov> 

To: 

-==========~®::..::s:..:::;tate.gov>; 
1-------------___.®state.gov>; 

@state.gov>; -------....----~ @state.gov>; 
CC: 

(h)C6) @state.gov> 

Subject: PN: Mccaul Releases Final Report on Origins of COVID-19 Pandemic 

Date: Tue, 22 Sep 2020 15:53:31 +0000 

Colleagues, 

H wanted to ensure that you/your principa I was aware of the release of the House China Task Forceful I 
report on the origins of COVID-19. Thanks again for your engagement with this Task Force in recent 
weeks. 

Best, 

I (b)(6) I 

(b )(6) 

Bureau of Legislative Affairs 
U.S. Department of State 
I <bH6)@State.gov I ~I --(b-)-(6-)-~ 

SENSITIVE BUT UNCLASSIFIED 

From: House Foreign Affairs Committee <noreply.hfac@mail.house.gov> 
Sent: Monday, September 21, 2020 9:07 AM 
To: Farrar, Chris <Chris.Farrar@mail.house.gov> 
Subject: Mccaul Releases Final Report on Origins of COVID-19 Pandemic 

View this email in your browser 
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September 21, 2020 I Foreign Affairs Committee Press Office I (202) 226-8467 
https:/!qo.usa qovlxGUpv 

Mccaul Releases Final Report on Origins of 
COVID-19 Pandemic 
Report uncovers additional evidence showing the Chinese Communist Party (CCP) 

and World Health Organization are culpable in the spread of the COVID-19 

pandemic 

Click Here or Above to Read the Report 

Washington, D.C.- Today, House Foreign Affairs Committee Lead Republican 

Michael Mccaul released the final report detailing the investigation into the origins 

and initial handling of the COVID-19 pandemic, following the interim report 

released in June 2020. This investigation further uncovered how coronavirus 

spread throughout China and to other countries because of the CCP's cover-up, as 
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well as grave missteps by the World Health Organization. In addition, it builds on 

recommendations in the interim report to better protect the world from another 

pandemic. 

"As we continued our investigation into the origins of the COVID-19 pandemic, we 

uncovered even more disturbing evidence about the Chinese Communist Party·s 

(CCP) coverup and WHO Director General Tedros's gross mishandling of the virus 

that alfowed it to turn into a deadly pandemic," said Lead Republican Michael 

Mccaul. "It is crystal clear that had the CCP been transparent, and had the head 

of the WHO cared more about global health than appeasing the CCP. lives could 

have been spared and widespread economic devastation could have been 

mitigated. Revealing the truth is just the first step: we must hold both the C CP and 

WHO Director General Tedros accountable for the suffering they have allowed the 

world to endure.·· 

This report builds on research conducted for the interim report and utilizes multiple 

sources of information including WeChat logs and social media posts from doctors 

and residents of Wuhan, domestic and international open source media reports, 

academic papers, peer-reviewed scientific research, think tank products, and 

public assessments from the American and French intelligence communities. 

Rep. Mccaul also serves as the Chairman of the China Task Force, a group of 

lawmakers working to find and address the most serious threats posed to the 

United States by the Chinese Communist Party. A summary of the final report"s 

findings on the CCP's cover-up and WHO's missteps will be included in the 

upcoming China Task Force report. 

Background 

Early Stages of the Pandemic: 

CCP officials knew about human to human transmission and took steps to hide it 
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from the public as the virus spread both inside and beyond its borders. (pg. 12-13) 

The Chinese Communist Party's Cover-up: 

There are multiple examples of the CCP harassing, detaining, and in some cases 

disappearing journalists, scientists, and healthcare professionals who were telling 

the truth about the CCP's handling of coronavirus. (pg. 27) 

As early as mid-December, the CCP had enough information to assess it was 

legally obligated to inform the WHO that the outbreak in Wuhan was an event ·'that 

may constitute a Public Health Emergency of International Concern," (PHEIC) but 

they chose not to in violation of international law. (pg. 30) 

The CCP nationalized their medical supply chain in early February, directing the 

production of medical supplies, including U.S. companies' production lines in 

China, to dramatically increase and stop foreign exports so that they could 

stockpile Personal Protective Equipment. (pg. 33) 

This is further evidence the CCP knew how catastrophic this virus could be before 

they took steps to warn the world. (pg. 33) 

Had the CCP been transparent and followed international health regulations, it is 

estimated that, at a minimum, the CCP could have prevented two-thirds of cases in 

China before the end of February. This would have enabled an earlier and more 

focused global response. (pg. 36) 

The Wuhan Institute of Virology: 

There are documented concerns about the safety and integrity of the Wuhan 

Institute of Virology, including in State Department Cables. The CCP still refuses to 

share lab samples from WIV that would help assess if WIV played a role in the 

origins of the COVID-19 pandemic. (pg. 42-43) 

World Health Organization Missteps: 
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The WHO refused to heed warnings from Taiwan and Hong Kong about human to 

human transmission. (pg. 44-45) 

WHO Director General Tedros had enough information to declare a PHEIC on 

January 23rd , though he opted not to; this decision violated WHO mandates. (pg. 

45) 

The evidence shows the decision to not declare a PHEIC was likely political in 

nature rather than scientific. (pg. 46) 

WHO guidance has routinely lagged behind the scientific community throughout 

the COVI D-19 pandemic. In addition to not recommending the widespread use of 

masks for 130+ days, their guidance on aerosol transmission has been widely 

criticized by hea Ith experts. (pg. 4 7-48) 

The WHO has been complicit in the spread and normalization of CCP propaganda 

and disinformation. According to outside experts, the WHO's public statements 

were ·'heavily influenced by the Chinese Communist Party". (pg. 50 - 51) 

Rec om men dation s: 

Director General Tedros should accept responsibility for his detrimental impact on 

the COVI D-19 pandemic response and resign as head of the WHO. (pg. 57) 

Taiwan should be readmitted to the WHO as an observer to ensure that future 

warnings about potential health and emergencies do not go unheeded. (pg. 58-59) 

We recommend the WHO fix the deficiencies outlined by the Administration, adopt 

the recommendations of this report through internal action where possible, and 

make preparations for improvements and reforms that need to be ratified by the 

World Health Assembly at its next meeting or emergency session. By remaining 

part of a WHO that is ready for change, the United States can be drive forward the 

necessary reforms of the International Health Regulations and the WHO. (pg. 59) 
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The COVID-19 pandemic revealed several flaws in the International Health 

Regulations that must be reformed to help mitigate the spread of future health 

emergencies. (pg. 60) 

### 

111111 
HFAC Republicans Press Shop I 2066 Rayburn House Office Building 

Want to change how you receive these emails? 

You can or 
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From: (bH5l state.gov> 

To: Park, Christopher J (b}(
5l state.gov>; 

b}(6} state.gov> 

CC: ISN-CPA-DL <ISN-CPA-DL@state.gov> 

Subject: Fw: ISN News 8.31.21 

Date: Wed, 1 Sep 202113:54:19 +0000 
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Super weird that the big on line Egyptian newspaper is running the Chris Ford piece from 
Medium from May. But flagging that they did. 
From:I (b)(6) ~state.gov> 
Sent: Tuesday, August 31, 20214:14 PM 
Subject: ISN News 8.31.21 

International Security & Nonproliferation (ISN) Media Clips 
Office of Strategic Communications and Outreach 

Tuesday, August 31, 2021 

ISN ISSUES IN THE NEWS 
IRAN 
Iran Hints Nuclear Talks May Not Resume Until November, Bloomberg (Patrick 
Sykes). Excerpt: "Iran's new government may not resume negotiations with world powers to 
revive the 2015 nuclear dea I u nti I I ate November, dashing hopes of a quick conclusion of ta I ks 
that would allow Iranian oil back onto the market in exchange for curbs on its nuclear program. 
"The other side understands that it's ultimately a two- or three-month process for the new 
government to become well-established and plan for any sort of decision on this subject," 
Foreign Minister Hossein Amirabdollahian told state TV in an interview late on Monday, without 
giving a specific date." https://bloom.bg/3DzBLsH 
What's Iran's Nuclear Deal?, War on the Rocks (Samuel M. Hickey, Manuel Reinert). Excerpt: 
"President Joe Biden's much-discussed plans to rejoin the Iran nuclear deal are off to a bad 
start. After six rounds, indirect talks between Washington and Tehran were put on hold last June 
until Iran's new president, Ebrahim Raisi, could take office on Aug. 5. Now, almost a month 
later, there is still no indication of when the next diplomatic session will take 
pl ace." https://b it. ly/3Bqa L FF 

CHINA 
The parallels between UFOs and covid-19 continue, Washington Post (Daniel W 
Drezner). Excerpt: "Back in May, the hard-working staff here at Spoiler Alerts noted some 
interesting parallels between elite attitudes about UFOs and the origins of covid-19. In both 
instances, there was initially an establishment consensus that pooh-poohed anything but the 
conventional wisdom (UFOs are not real, covid-19 had zoonotic origins). Then, as time passed, 
inconvenient data points began to emerge (unimpeachable witnesses for UFOs, the absence of 
evidence for natural origins). Eventually, it became respectable to believe that UFOs are real 
and that it was possible that covid-19 leaked into the world from the Wuhan Institute of 
Virology." https://wa po .st/3q0 Exl N 
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Cautious scrutiny of COVID origins marks a win for US intelligence agencies, The Hill 
(Steve Kelman). Excerpt: "In May, President Biden asked the intelligence agencies to prepare a 
report on the origins of the coronavirus. In the background was the question of whether and how 
the Chinese government was involved. At the beginning of the pandemic, then-President Trump 
made incendiary and evidence-free statements that China had "unleashed" the virus on the U.S. 
This produced a counter-reaction, from Trump critics and others, rejecting a blame-China 
approach in favor of the view the virus had a natural origin in wet markets in Wuhan, 
China." https ://bit. ly/3Bsso3R 
Why the COVID-19 origin report came up inconclusive, The Hill (Reid Wilson). Excerpt: ''The 
U.S. intelligence community was unable to reach a conclusion about the origins of COVIO-19 
after a 90-day review of available data and interviews with top health experts and officials. If 
anyone was surprised about the inconclusive results, it was not those same health experts and 
officials. Those with experience hunting viruses in their natural habitats know just how difficult it 
is to track their origins." https://bit.ly/3BrWGnp 
The 'Lab-leak' inquiry at the State Department: An Open Letter by former Assistant 
Secretary Christopher Ford, Ahram Online (Christopher Ford). Excerpt "In both journalism 
and policymaking - if not always in politics, or in the sordid world of score-settling by 
unemployed, second-rate apparatchiks - facts matter, and intellectual integrity matters. In light 
of the remarkable quantity of errant nonsense that has been written in the last couple of weeks 
about squabbles inside the U.S. State Department about how to look into the origins of SARS
CoV-2 in the closing weeks of the Trump Administration, I hope this open letter will help set the 
record straight for those who still care about things such as facts." https://bit.ly/3mPouOE 
Scientists in China 'struggle to get instruments because of US export controls', SCMP 
(Stephen Chen). Excerpt: "Scientific instruments, mostly analytical or measuring devices for use 
in a laboratory, made up more than 40 per cent of the items restricted for sale to China after 
being put on the US commercial export control list, according to analysis by Chinese 
researchers and artificial intelligence. After the trade war between China and the United States 
started in 2018, Chinese scientists said they found it increasingly difficult to buy research tools 
from the US. While researchers from different fields were making the same complaint, it was not 
known how problematic the overall situation had become for scientists in 
China." https://bit.ly/38v715u 
China's biggest air show to highlight homegrown technology, Reuters (Stella Qiu, Jamie 
Freed). Excerpt "China's biggest air show will put its homegrown civil and military aviation 
technology on display next month, the mayor of host city Zhuhai said on Tuesday, though the 
closely watched C919 narrowbody jet is not among the listed aerial exhibitions. The biennial 
China International Aviation and Aerospace Exhibition from Sept. 28 to Oct. 3 had been 
scheduled to take place in the southern city of Zhuhai was postponed from its original date of 
last November because of the pandemic." https://reut.rs/2V1VYxE 
China Strengthens Claims Over Disputed Waters With New Maritime Law Against Foreign 
Ships, Newsweek (John Feng). Excerpt: "China will begin requiring foreign vessels to report 
their call signs and cargo before sailing into its "territorial sea"-a term it applies to all the 
islands it claims in the South China Sea and beyond. The new regulation under China's 
Maritime Traffic Safety Law will come into effect on September 1, according to a notice 
published last Friday by the country's Maritime Safety Administration." https://bit.ly/3gQv9nP 
Chinese warship on 24-hour standby in waters east of Taiwan: Sankei Shimbun, Taiwan 
Times (Keoni Everington). Excerpt: "Japanese media on Monday (Aug. 30) reported that a 
Chinese warship is being deployed 24-hours a day in the waters between Yonaguni Island and 
northeast Taiwan. On Monday, the Sankei Shimbun cited Japanese government officials and 
Taiwanese military leaders as saying that a Chinese warship is being kept on 24-hour standby 
between Okinawa Prefecture's Yonaguni Island and Taiwan's Yilan County. The Japanese 



FL-2022-00076 A-00000572703 "U NC LASS I Fl ED" [1/31/2024] Page 113 

government perceives this deployment as an "action to raise military tensions" and is analyzing 
China's intentions, according to the newspaper." https://bit.ly/3mNMQlt 
Taiwan to hold air raid drill alongside mega war games as test of 'overall alertness' 
against Chinese PLA attack, SCMP (Lawrence Chung). Excerpt "Taiwan will stage a large
scale air raid drill - simulating missile and warplane attacks by Beijing - alongside its annual 
live-fire military exercise in September, as tensions mount in the Taiwan Strait. The annual air 
raid drill, dubbed the "Wan An exercise", will be carried out on September 15 across Taiwan, 
including its frontline islands of Kin men (Quemoy) and Matsu, which lie at the doorstep of the 
southeastern Chinese province of Fujian." https://bit.ly/3yrvAek 
How Hackers Hammered Australia After China Ties Turned Sour, Bloomberg (Jamie 
Tarabay). Excerpt: "A few days after Prime Minister Scott Morrison called for an independent 
international probe into the origins of the coronavirus, Chinese bots swarmed on to Australian 
government networks. It was April 2020. The bots ran hundreds of thousands of scans, 
apparently looking for vulnerabilities that could later be exploited. It was a massive and noisy 
attack with little effort made to hide the bots' presence, said Robert Potter, chief executive 
officer of Internet 2.0, an Australian cybersecurity firm that works extensively with the federal 
government." h ttps://bloom. bg/3m N2I3g 
RUSSIA 
Russia to hold naval drills with Iran, Azerbaijan and Kazakhstan, Reuters (Maria 
Kiselyova). Excerpt: "Russia's defence ministry said on Tuesday it would hold naval drills in the 
Caspian Sea with small missile and artillery ships from Iran, Azerbaijan and Kazakhstan in early 
September." h ttps ://re ut. rs/2W Aud NE 
Nigeria and Russia Sign Military Cooperation Agreement, Council on Foreign Relations 
(John Campbell). Excerpt 'The Nigerian Embassy in Moscow announced last week the signing 
of a legal framework agreement that would provide for Russia to supply Nigeria with military 
equipment and training. The Agreement on Military-Technical Cooperation also provides for 
"after-sales services, training of personnel in respective educational establishments, and 
technology transfer." Nigerian President Muhammadu Buhari reportedly raised the possibility of 
such an agreement with Russian President Vladimir Putin in 2019." https://on.cfr.org/3DxLQhE 
NORTH KOREA 
Satellite imagery signals resumption of work on North Korea nuclear reactor, The Hill 
(Mychae/ Schnell). Excerpt "New satellite images of North Korea's Yongbyon nuclear reactor 
indicate that the site has resumed work. In a satellite photo from Planet Labs and the Center for 
Nonproliferation Studies obtained by NBC News, a discharge of cooling water is seen flowing 
out of the reactor into a channel that leads to the Kuryong River in Yongbyon. Separate 
commercial satellite imagery of the Yongbyon site taken on Wednesday and published by 38 
North also shows a discharge of cooling water into a new outflow channel that leads to the 
Kuryong. The outlet said the discharge of cooling water has historically been a central indicator 
of operations at reactors." https://bit.ly/3qOKLs9 
Why is North Korea reheating its nuclear program?, DW (Julian Ryal/). Excerpt: "The United 
Nations' nuclear watchdog described the resumption of operations over the weekend at North 
Korea's Yongbyon nuclear reactor as "deeply troubling." In its new annual report on North 
Korea's nuclear program, the International Atomic Energy Agency (IAEA) stated that while 
monitors have not been granted access to the Yongbyon site, there are "indications" that the 
five-megawatt reactor is once more producing plutonium for the first time since December 
2018." https:/ /bit. ly/3jwYXrf 
Deterrence vs. Engagement: Striking the Right Balance in North Korea Policy, The 
Diplomat (Yangmo Ku). Excerpt: "Resolving North Korea's nuclear and missile challenges 
peacefully has been an extremely difficult task since the mid-1980s, when the issue first 
emerged as an international problem. Over the last three decades, the United States has 
endeavored to address this issue diplomatically while simultaneously adopting other 
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approaches, such as deterrence, military pressure, and economic sanctions. In spite of 
recursive military tensions on the Korean peninsula, such diplomatic efforts have culminated in 
four main agreements: the 1994 Agreed Framework, the 2005-2007 Six-Party Talks 
Agreements, and the 2012 Leap-Day Agreement, and the 2018 Trump-Kim Singapore 
Agreement. All these agreements, however, have largely failed to produce the successful 
outcomes stipulated in the agreements - the denuclearization of North Korea and/or a 
moratorium on the nation's nuclear and missile tests. Instead, North Korea has been enhancing 
its nuclear and missile capabilities, even after the three dramatic summits between former U.S. 
President Donald Trump and North Korean leader Kim Jong Un in 2018-
2019." https:/ /bit.ly/3011 k4 f 
North Korea warns of 'preemptive strike capabilities' following US-South Korea military 
drills.Stars & Stripes (David Choi). Excerpt: "North Korean officials have railed against a recent 
joint military exercise between the U.S. and South Korea, calling it "the most vivid expression" of 
a "hostile policy." The Aug. 16-26 drills consisted of computer simulations and a smaller number 
of troops than the thousands of ground forces used in large-scale field exercises of the past. 
North Korea's Foreign Ministry frequently complains about the allies' military exercises and on 
Saturday alleged the most recent drill was "fueling up the instability of the situation." The drills 
were "the most vivid expression of the U.S. hostile policy against [North Korea], which is aimed 
at stifling our state by means of force," according to the ministry statement. North Korea may 
"continue bolstering the national defensive power and preemptive strike capabilities which can 
strongly contain and eliminate the outside threats," the statement reads." https://bit.ly/2V6B0OK 
ARMS CONTROL 
The Growing Risk of Militarized Unmanned Submersibles, The Maritime Executive (Andro 
Mathewson). Excerpt: "In late May 2021, the Israeli armed forces destroyed an armed 
underwater uninhabited vehicle (UUV)1 operated by the terrorist group Hamas. This kamikaze
UUV was used in an attempt to attack Israeli offshore gas and oil installations, which Hamas 
had unsuccessfully targeted in the past using rockets and uninhabited aerial vehicles (UAVs). 
This is possibly the first use of an armed UUV by a non-state actor, but UUVs have been in use 
since the 1950s, with the United States and Russia leading the charge. UUVs are now owned 
by over fifty nations across the world. Understanding why and how this technology proliferates is 
crucial to recognizing the role of such new technologies in international security and preparing 
effective responses. Based on this common understanding, the international community can 
counter further UUV proliferation by establishing a framework of norms and agreements, while 
security forces and military industries can focus on advancing effective counter-UUV 
technology." https://b it. ly/3g OodYo 
HASC Chair Wants New Cost Estimates Before Air Force Awards LRSO Procurement 
Deal. Air Force Magazine (Greg Hadley). Excerpt: 'The chairman of the House Armed Services 
Committee is looking to stop the Air Force's procurement of the nuclear Long-Range Standoff 
weapon system, at least until he gets some more information. Rep. Adam Smith (O-Wash.) 
released his chairman's markup of the 2022 National Defense Authorization Act on Aug. 30, and 
included in it were a number of provisions related to the LRSO, the Air Force's replacement for 
the nuclear AGM-86B Air-Launched Cruise Missile." https://bit.ly/3yx14zJ 
Thirty years after the Cold War ended. we still have too many nukes, The Hill (Thomas P. 
Grumbly). Excerpt: "Three decades ago, at the end of the Cold War, the world had over 55,000 
atomic weapons and nuclear Armageddon was thought to be more likely than climate change. 
Today, there are "only" 13,400 weapons, still enough to destroy life on the planet many times 
over. The explosion of even one of these weapons - whether in the form of a "dirty" device or a 
true exp I osion, as an act of war or terror or ju st by accident - wou Id transform the world and 
international politics in ways we have difficulty imagining." https://bit.ly/3kFeO6w 
Turkish Military Inducts Akinci Advanced Attack UAV, Defense World. Excerpt: "The 
Turkish military inducted the Akinci unmanned combat aerial vehicle (UCAV), claimed to be the 
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most advanced drone built in Turkey. In his speech at the induction ceremony, Turkish 
President Recep Tayyip Erdogan said, "We are determined to make Turkey the leading country 
in Unmanned Warplanes. When we achieve this, we will be one step beyond the 5th generation 
warplanes that we were not given." Erdogan's reference was to the denial of F-35 jets by the 
United States as punishment for buying Russian S-400 air defense system. The ceremony held 
Sunday in the northwestern province of Tekirdag. Besides President Recep Tayyip Erdogan, 
others present included Baykar's Chief Technology Officer (CTO) Sell;:uk Bayraktar and other 
officia Is." https :/ /bit. ly/3yvd E i L 
MCF 
China's amassing of genomic data highlights global biotech race, Roll Call (Gopal 
Ratnam). Excerpt: ""Losing your DNA is not like losing your credit card." That little-noticed 
warning from the top U.S. intelligence office came in February, alerting Americans of the risks of 
inadvertently handing over their genetic codes to China. Unlike a misplaced credit card, lost 
DNA cannot be replaced, the Office of the Director of National Intelligence said in the bulletin, 
adding that Beijing, as part of its quest to become a global leader in biotech, is aggressively 
collecting large quantities of genomic data from around the world." https://bit.ly/3yBD2Ua 
US: Chinese graduate visa ban has "overly broad criteria" 1 The PIE News {Will 
Nott). Excerpt: "A Trump administration presidential proclamation that bans thousands of 
Chinese graduate students from entering the country contains "overly broad criteria" and does 
not assess students based on the individual risk they pose, according to a report from The 
National Foundation for American Policy. Under the presidential proclamation, which has been 
continued by the Biden administration, graduates and researchers with links to China's 'military
civil fusion strategy' are banned from entering the US." https://bit.ly/3ywuNca 
5G 
Special operators are already dealing with a shady piece of Chinese technology the US 
has been warning about., Business Insider (Stavros Atlamazoglou). Excerpt: "In an 
increasingly interconnected world, the US military is facing new challenges in old stomping 
grounds. Even though the US isn't at war with China, competition with Beijing is already raging, 
and conventional and special-operations troops deployed around the world are exposed, either 
directly or through proxies, to Chinese technology that could hinder them in a conflict. The worst 
offender is 5G, the same mobile communications technology ordinary people use or will be 
using in the future." https://bit.ly/3BsG6nn 
Nokia suspends O-RAN Alliance work, TechCrunch (Steve McCaskill). Excerpt: "Nokia has 
suspended its work with the O-RAN Alliance amid concerns that the involvement of Chinese 
firms on the US non-entity list could expose the company to potential penalties. The GSMA
affiliated O-RAN Alliance is one of the industry's largest working groups devoted to Open RAN 
technology - a vendor-neutral approach to Radio Access Network (RAN) technologies such as 
antennas, masts, and small cells." https://bit.ly/2Wl1 WnG 
Chinese components double to 60% in new Huawei smartphone, Nikkei Asia (Norio 
Matsumoto, Hideaki Ryugen, Takashi Kawakami). Excerpt: "Huawei Technologies has sharply 
increased the use of parts made in China in its latest smartphone as U.S. sanctions banning 
American companies from selling to the Chinese telecommunications group continue. Nikkei, 
together with Tokyo-based research specialist Fomalhaut Techno Solutions, took apart 
Huawei's Mate 40E, which is compatible with fifth-generation networks, and found that Chinese
made parts account for roughly 60% of the total value of components -- twice as much as the 
Mate 30, the previous model." https://s.nikkei.com/3DB5ZmQ 
BIOLOGICAL WEAPONS 
Bio-weapons experts call for tighter controls as Covid highlights risk, Financial Times 
(Izabel/a Kaminska). Excerpt: "Experts convening in Geneva for an annual Biological Weapons 
Convention gathering have called for tougher powers to enforce the treaty as the Covid-19 
pandemic sharpens global awareness of biological threats. "The pandemic provided stark 



FL-2022-00076 A-00000572703 "U NC LASS I Fl ED" [1/31/2024] Page 116 

illustration that the inevitable uncertainty surrounding the origin of biological events can fuel 
speculation and mistrust that can have cascading global effects," academics and research 
institutions, including the Johns Hopkins Center for Health Security and the British non-profit 
VERTIC, said in a joint statement on Monday at the start of the eight-day meeting, attended by 
representatives of the 183 BWC members and bio-weapons 
experts." https ://on. ft. com/3 mSSoRZ 
OTHER ITEMS OF INTEREST 
Japan Seeks Record $50 Billion Defense Budget With Eye on China. Bloomberg (Isabel 
Reynolds). Excerpt: "Japan's Defense Ministry is seeking a record $50 billion annual budget that 
would entail the largest percentage jump in spending in eight years as it seeks to bolster its 
capabilities amid simmering tensions with China. If granted in full, the 5.5 trillion yen budget 
request for the year starting in April would amount to a 2.6% increase on the previous year, 
which would be the largest annual increase since 2014, the ministry said 
Tuesday. " https://bloom.bg/2V6meXQ 
TEXT OF ARTICLES REFERENCED ABOVE 
Bio-weapons experts call for tighter controls as Covid highlights risk, Financial Times 
{Izabel/a Kaminska). 
Experts convening in Geneva for an annual Biological Weapons Convention gathering have 
called for tougher powers to enforce the treaty as the Covid-19 pandemic sharpens global 
awareness of biological threats. 
"The pandemic provided stark illustration that the inevitable uncertainty surrounding the origin of 
biological events can fuel speculation and mistrust that can have cascading global effects," 
academics and research institutions, including the Johns Hopkins Center for Health Security 
and the British non-profit VERTIC, said in a joint statement on Monday at the start of the eight
day meeting, attended by representatives of the 183 BWC members and bio-wea pans experts. 
"The BWC is well positioned to establish a trusted clearing house for gathering and analysing 
information related to the origin of significant biological events," they added. 
Twenty months after the first cases of Covid-19 were identified in the Chinese city of Wuhan, 
the origins of the virus remain hotly debated. A World Health Organization fact-finding mission 
to the city in January 2021 was inconclusive and criticised for having gained limited access to 
Chinese facilities and data. 
A US intelligence probe ordered by President Joe Biden in May into whether Sars-Cov-2 - the 
virus that causes Covid-19 - emerged naturally or could have leaked from the Wuhan Institute 
of Virology failed to reach a definitive conclusion. Beijing has rejected any suggestion of a leak 
from the laboratory. 
Diplomatic sensitivities would prevent any formal reference to the so-called lab-leak theory at 
the Geneva conference, but the reluctance of Chinese officials to give inspectors more access 
was undermining faith in Beijing's commitment to the BWC, said Filippa Lentzos, a social 
scientist at King's College London who is researching biological agent threats. 
"The whole saga will have implications on confidence in China's commitments, but none of that 
will be aired publicly," said Lentzos, who will be attending the meeting. 
Government signatories to the BWC, plus independent experts, meet regularly under the 
auspices of the UN to review the text of the treaty. The convention bans the development, 
stockpiling, transfer and use of biological weapons but does not include formal measures to 
ensure compliance by member states. 
It covers dual use research - technology that can be used for either defensive or offensive 
purposes - but gives governments room for manoeuvre. Conducting such activity for offensive 
military use is prohibited, while research and development for defence or prophylactic purposes 
is allowed. 
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Although it remains unproven that Sars-Cov-2 emerged from a research facility rather than 
naturally, experts are calling for a global mechanism to provide independent, transparent and 
accredited fact-checking of major biological events. 
They argue that little is known about the biological research conducted by different governments 
because the BWC is too weak. When the convention was crafted, James Leonard, the US chief 
negotiator, described it as a "gentleman's agreement". 
Andy Weber, assistant secretary of defence for nuclear, chemical and biological defence 
programmes under President Barack Obama, said the convention lacked any mechanism for 
enforcement or the verification and inspection of biological research. 
"There was an effort in the late 1990s, early 2000s, to add a verification provision based on the 
success of the Chemical Weapons Convention, which has very good verification and inspection 
capabilities ... but that was blocked, mostly by the United States," he said. 
Staff at the Wuhan Institute have in the past expressed concern about some of the research 
conducted there, particularly where it may have intersected with work by the Chinese military. 
During a December 2011 panel held by the US government's National Institutes of Health, Yuan 
Zhiming, a microbiologist at the Wuhan Institute, warned: "In China, there is no regulation on the 
identification of dual use research, and there's no regulation on the classification of research 
and classification of information." 
There were "very legitimate questions around the dual use of what they're doing in this [Wuhan] 
facility, but again it's not implying they're necessarily doing anything in contravention of the 
BWC", said Lentzos. 
"What is legitimate is drawing attention to Chinese military involvement in the Wuhan Institute of 
Virology, both in terms of leadership, in terms of co-authorship on publications, in terms of the 
funding going into all those things, which is a lot of stuff we don't know about and the Chinese 
are not being very open or transparent about." 
The Wuhan Institute did not respond to a request for comment. 
China's foreign ministry told the Financial Times that it remained committed to protecting the 
convention and said the US had undermined efforts to establish a mechanism for biological 
weapons inspections when it withdrew from talks in the early 2000s on broadening the BWC's 
powers following concerns by US pharmaceutical groups. 
"Since the US thinks it is practical to inspect Wuhan labs, then it has no reason to oppose [such 
a mechanism] and has even less reason to reject inspections of Fort Detrick," the ministry said, 
referring to the home of the US Army Medical Research Institute of Infectious Diseases in 
Maryland. 
In response to calls for an independent inspection of the Wuhan Institute, China has repeatedly 
suggested, without providing credible evidence, that Sars-Cov-2 may have originated at the US 
facility. 
"Fort Detrick keeps a large number of viruses that seriously threaten human safety, and there 
are many security risks and loopholes at Fort Detrick," a spokesman for China's foreign ministry 
told a press conference in June. 
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Park, Christopher l (h)(6) @state.gov>; 
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ISN-CPA-DL <ISN-CPA-DL@state.gov> 
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Subject: FW: FW: CBM Technical Question 

Date: Tue, 8 Dec 2020 18:17:31 +0000 

(b )(6) 

Chief of Staff 

Bureau of Arms Control, Verification and Compliance 

U.S. Department of State 

HST Room 5950 

{b)(6) Office: I 
Cell: 

~----~ 

OpenNet: 

ClassNet 

JWICS: 

I (b)(6) state. ov 
(b )(6) 
(b )(6) 

ov 

From:I (b)(6) ~state.gov> 
Sent: Tuesday, December 8, 2020 10:20 AM 
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To~ (b)(6) @state.gov> 
state .gov>;I 

r=-=......_---,....1.su.tlLatu.eL.g-ov_>_; -D-i N..r--a n no, Thom as GI (b}'6) !Pstate.gov>; I (b)(6) 
(b )_ 6) ~state.gov>;! (b )(6) 

b 6 @state.gov> 
Subject: Re: FW: CBM Technical Question 

Please see my attached comments. Best -I (b)(6) l 

From:I (b)(6) @?state.gov> 
Sent: Tuesday, December 8, 2020 8:56 AM 

To: I (b)(6) @stat e.gov>;D;..:.iN:...:a::.:.n.:.:..:n:..:::o:....., T:...:.h:..:::o.:..:.m:..:::a.::..s .:::.G.=I ~Cb...,).._(6...,)"===.._@c...::s'-';:ta=te=.~go=v:.:._>_~ 
Cc: I (b)(6) @)stat e.gov>;!~ --~C-b)-C_6) ___ 1@_s_ta_t_e~.g_ov>~ (b )(6) 
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Ir h) C6 )@state.gov>;._I ___ __,(_..b'-'-')(_..6'-L..) ____ ..,..@--=s-=ta"""'t""'e ....... go"-'-v> 
Subject: Re: FW: CBM Technical Question 

(b )(5) 

Attached is my draft one-pager. Finished it last night but wanted to read it over in the Cold 

Light of Morning. 

~I (b~)(_6-;--1.) l~ __________ (b_)(_5) _________ ____J~eading 
in shortly. 

(b )(6) I 
Senior Adviser AVG 

SSD/AVC 
c:I (b)(6) 

From:I (b)(6) @state.gov> 
Sent: Tuesday, December 8, 2020 8:23 AM 
To: DiNanno, Thomas GI (b)(6) @state.gov> 
Cc:I (h)C6) @state.gov>! (b)(6) @state.gov>;I (b)(6) 
-4 r h) C6) l@state.gov>; I r b) f6) @state.gov> J.._ ___ ___,( .... bUJ)(...,.6u..) ____ _..@"-'s'"""ta"-'t""'-e"'"'.g'-=-'-ov> 
Subject: RE: FW: CBM Technical Question 

(b)(5) 
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(b)(5) 

(b)(S) 

From: DiNanno, Thomas GI (b)(6) @state.gov> 

Sent: Monday, December 7, 2020 2:43 PM 

[1/31/2024] Page 120 

To:! (b)(6) @state.gov>l fb){6) !@state.gov> 

ccJ (b )(6) ~ state.gov>; LI __ -1.:(b:.1.).l...:(6:..L..) ---'~-'s=-=-ta=t=e-=go=-=-v>;I (b )(6) 
I (b)(6) fustate.gov> 
Subject: RE: FW: CBM Technical Question 

(b)(S) 

On December 7, 2020 at 12:41:23 PM EST,I (b )(6) p)state.gov> wrote: 

(b )(5) 

From:! fh)(6) 
Sent: Friday, May 29, 2020 1:48 PM 

To: AVC-CBW-DL <AVC-CBW-DL2@state.gov> 

Cc:I (b)(6) @state.gov> 
Subject: DARs re Chinese CBMs and C-19 RFI 

(U//FOUO) Update on Chinese BWC CBMs re COVID-19: CBWI (b)(6) (b)(5) 
(b)(5) 
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From: DiNanno, Thomas Q (b)(6) ~state.gov> 
Sent: Monday, December 7, 2020 12:30 PM 
To:! (hVFi\ l@state.gov> 

state. ov>; l~~<b~)~(6~)-~ 

(b )(5) Thanksllli1@]- maybe the question is :1 
I (b)(5) I ~------------~ 

On December 7, 2020 at 10:48:40 AM EST,I 

CBM guide attached. 

(b )(6) 

SEP4Slfl1u'E Bl!!lf l!!JPjHMSIFIE'9 

~state.gov> wrote: 

!,Ei.161TfVEi QWT UHCLABBWIEB 

From:I (b)(6) 
Sent: Friday, December 4, 2020 3:10 PM 

To: I (b)(6) @state.gov> 
Cc:I (b)(6) !@state.gov>;Feith, David 1(b)(6)l@state.gov>;I (b)(6) I 
(b)(6) state. ov>;l (b)(6) @state.gov>:! CbV6) l@state.gov>;I (h)/6) 

b 6 state. ov>J (b)(6) !@state.gov> 
Subject: RE: CBM Technical Question 

Many thanks. I (b)(5) 
(b )(5) 

"Although the CB Ms are not derived directly from the text of the Convention itself, the Second Review 
Conference decided by consensus that "the States Parties are to implement, on the basis of mutual co
operation, the following measures". This means that participation in the CBMs is a requirement for all 
States Parties to the Convention." (CBM manual page 2) 
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From: .... I _____ (b~)-(6~) ____ ~l@_st_a_te~.g-o_v> 
Sent: Friday, December 4, 2020 2:58 PM 
Tol (b)(6) @state.gov>;~I ___ (_b_)(_6_) --~@state.gov>;I (b)(6) 

I (h)(fn @state.gov>;I (b)(6) @state.gov>;._I __ .,_,(h..,_,).,_,(n..,_,) __ __, 

I (b)(6) @state.gov> 
~C_c:-=I =--(=b_,_)('-"6_,_) ___ .,..@~s_ta_te_._go_v>; Feith, David ~ (b)(6)@state.gov>; .... I ~(_b ..... )(_6)~__, 
I (b)(6) ~state.gov> 
Subject: Re: CBM Technical Question 

Thanksl (h Hfn II (b)(5) 
(b)(5) 

Best, 

lihlli 

From:I (b)(6) ~state.gov> 
Sent: Friday, December 4, 2020 2:38 PM 
To:I (b)(6) gistate.gov>;~ 
I (h)(R) k@state.gov>;I (h)( ) 

I (b )(6) !@state.gov> 

(b)(6) @state.gov>; 
@I state .gov>; 

(b)(6) 

(b)(6) 

,.::.C.::..:c:_._I __ _____;(!...!:b!...!;)(L!:6!.l.) ___ :,-t@--=s=ta'"""te"""' ...... go"--'-v>; Feith, David 4 (b)(6) ~state.gov>; ._I _.._.(h.._.) ..... C6 ..... ) _ _, 
I ( b ){ 6 l@state.gov> 
Subject: RE: CBM Technical Question 

Many thanks! 

Sent from Workspace ONE Boxer 

On December 4, 2020 at 2:37:10 PM EST,I 

Said list in work. 

(b )(6) @state.gov>wrote: 



FL-2022-00076 A-00000572682 "U NC LASS I Fl ED" [1/31/2024] Page 123 

From:I (b)(6) @state.gov> 
Sent: Friday, December 4, 2020 2:35 PM 
To: I (b)(6) l@state.gov> ~--(-b_)(_6_) --~ (b)(6) 
j (h)(fn Wstate.gov>;~----~(=h~H~n~) ----~---- (b)(6) 
1 (b)(6) l@state.gov> 
Cc:I ]b)(6) @state.gov>;Feith, David j (b)(6) ~state.gov>;~! -~(b~)~(6~) _ __, 
~state. gov> 
Subject: Re: CBM Technical Question 

Hi,_I __ (b_)_(6_) _ _.I- Many thanks. 

It would be most useful if these questions were pulled into one list of questions that we could pass 
forward. 

The below conversation about the CBMs is similar to the ones we've had in person three times. We 
understand the concerns you're raising about the CBMs -you're "preaching to the choir." 

We're with you. The next step is to write it up. 

Best ~ (b )(6) I 

Sent from Workspace ONE Boxer 

On December 4, 2020 at 1:16:06 PM EST,I (b )(6) ~state.gov> wrote: 

Most importantly any mil funded or apparently classified activities. Read j (b)(6) ~xplanation of how 
AMMS operates including via CA$. CA$ is not like the US NSF or NIH. 

(b )(5) 
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In what year do the Chinese state their lab BSL 4 lab began operations/and for what purpose? 

(b )(5) 

From:I (b)(6) @state.gov> 

Sent: Friday, December 4, 2020 12:43 PM 
To: I (b )(6) @state.gov>;,....I ___ (_b_)(-6)-----.@state.gov>;I (b )(6) 

(b)(6) state. ov>;I (h)(fn l@state.gov> 

Cc: (b)(6) state. av>· I (b)(6) @state.gov>; Feith, David 

I (h)C6) @state.gov> b 6 state. av> 
Subject: Re: CBM Technical Question 

Understand, but what is reported should not be misleading or in accurate. 

(b )(6) 

Senior Adviser AVC 

SSD/AVC 

c: l.___(b_)(6_)___. 

From:~ (b)(6) ~state.gov> 
Sent: Friday, December 4, 2020 12:12 PM 

(b )(6) To: I lb)(6) @state.gov>;~I _____ (_b_)(_6_) ____ ~@state.gov>~ 

I (h)(6) l@state.gov> ,__ __ ~ 

C;.....c:..:..: 61 ==,------1(..1.!b..1.1)(..l.!6.L) -------:--P-<-@-=-st'"""a""'rte=.g=o=v'-'> ,,·. I __ _.(_._.h ...... ) ("'16=) ===l®~st=at=e=. g=o==,v>; I ( b )( 6) 
l ( h) (6) @state.gov>; Feith, Dav id <l ( b) (6) ~state.gov >;I,__ _ ___._.( b._.).....,(6._.) __ __.l ..... @"""'"s--'-'ta'""'t""'e . ..._.go-'-'-v> 
Subject: Re: CBM Technical Question 

Looping in._l __ (b_)_(6_) _ ____, 

Hi lllil@]-1 defer to our lawyer, (b)(6) b 5 
(b)(5) 

b 5 From my un ing CBM input is vo untary. Many countries 

provide no input, other countries overreport. 
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I'm not sure how to respond to your last comment. The BWC is only a few pages long, only has t hree 
internat ional staff supporting its implementing organization, and is usually lacking funds even to hold its 
annual meeting. 

Best -l(b )(6)1 

From:! (b)(6) ~state.gov> 
Sent: Friday, December 4, 2020 11:15 AM 

l@stat e.gov> To:I (h)ffi) 
Cc: jbli6) @stat e.gov>;I (b)(6) @)state.gov>J (b)(6) 
I (b)(6) @state.gov>;Feith, David 4 (b)(6) ~stat e.gov>;,__! __ _..(_..b....,_)(..,,.6u..) __ ....J~'"--"'st=a-'-'te=-c..g=o=-.c.v> 
Subject: CBM Technical Question 

I (b)(6) I 

(U//SBU) Going through the PRC's CY18 and CY19 CBMs, t here is no mention of SARS coronavirus 
research in WIV's BSL4 activities. Up until t he outbreak of COVID-19, SARS coronaviruses were not 
considered BSL4 pathogens, at least by the PRC (according to their CY19 CBM). 

(U) Based on the guidance I have read (CBM manual and WHO laboratory biosafety manual - attached), 
it appears that, prior to this year, the PRC would not be required to report any SARS coronavirus 
research by their civilian labs in their CBM because: 

1. Until the COVID-19 outbreak, bat SARS coronaviruses were not considered dangerous pathogens 
requiring BSL4, 

2. In CBM A, Form A, part 1 (i) (" Exchange of data on research centers and laboratories") a country 
only declares, or is required to declare, its BSL4, or highest BSL civilian lab, research act ivities. 
Any SARS coronavirus research conducted at BSL3 in CY18 and CY19 (when the WIV BSL4 lab 
was operating) would not be reported. 

(U) Is this true? If so, it seems like a significant deficiency in the BWC. 

(b )(6) 
Bureau of Arms Control, Verification and Compliance 
US Department af State 



FL-2022-00076 A-00000572682 "U NC LASS I Fl ED" 

(b)(6) 

NSTS:I (b)(6) I 
JWICS: I (h)(6) l@state.ie.qov 
5/PR: I (b)(6) @state.sqov.gov 

<cb m-gu i de-2015. p df> 

SEMSIIll'E 81 IT I IW;bOlt~IFll:9 

SEf491TIVE BelT el ,de LASS I Fl EB 

SEPlSITIVE BelT el ,de LASS I Fl EB 

!Ef491T1'01E BelT el PW LASS I Fl 1:9 

Is ls) 11s FFP.'ls Q WT U) llsbJ,IJ Is IFl£Q 

Sender: (b )(6) ~state.gov> 
'---------;::::::=:::::::'.....~ 

Recipient: DiNanno, Thomas GI (h)C6) ~@state.gov> 
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From: "Stilwell, David R" 

To: Hooker, Allison M <l (b)(6) ~ 
~---;:::::==:::::::::::========:::::'..._---~ 

Kanapathy, Ivan J, EOP/NSC I (b )(6) CC: Tobin, Elizabeth D. EOP/NSC ._ ___________ _____. 

Subject: FW: FT: How a Wuhan lab became embroiled in a global coronavirus blame game 

Date: Tue, 5 May 2020 13:00:18 +0000 

Why do people who know better keep answering the wrong question? No one is asserting the virus is 
man-made, so why does Fauci keep going there? 

Anthony Fauci, the director of the US National Institute of Allergy and Infectious Diseases, who has 
appeared alongside Mr Trump at many press briefings during the crisis, told National Geographic 
magazine that the evidence is "very, very strongly leaning toward this could not have been artificially or 
deliberately manipulated". 

From: Buangan, Richard L l (b)(6) @state.gov> 
Sent: Tuesday, May 5, 2020 8:51 AM 
To: EAP-FO-Principals-DL <EAP-FO-Principals-DL@state.gov>j (b)(6) [Beijing) 

I (b)(6) @state.gov>;! (b)(6) !Shenyang) l (b)(6) @state.gov> 
Subject: FW: FT: How a Wuhan lab became embroiled in a globa l coronavirus blame game 

From: darby holladay l (h\(f:.\ 

Sent: Tuesday, May 5, 2020 8:36 AM 
To: PA Monitoring Group <PAMonitoringGroup@state.gov> 
Subject: FT: How a Wuhan lab became embroiled in a global coronavirus blame game 

How a Wuhan lab became embroiled in a global coronavirus blame game 
Donald Trump's claims that the Wuhan Institute of Virology was source of outbreak belie scientific 
evidence 
Don Weinland in Beijing and Katrina Manson in Washington 7 MINUTES AGO 
bat virus specialist known as China's "batwoman" and her lab in Wuhan have become the centre of a 
furious blame game between the US and China over the source of the coronavirus outbreak. 

US president Donald Trump insists he has seen evidence coronavirus was leaked from the Wuhan 
Institute of Virology in the city where the outbreak began in January. 

But his assertions clash with the message from his country's scientific and intelligence communities, as 
well as some of the health experts leading the fight against coronavirus in the US. 

The Chinese Ministry of Foreign Affairs has not responded to the allegations but Beijing has at times 
indicated the source of the virus was a wet animal market in Wuhan, where wild animals were sold as 
delicacies. It has also allowed diplomats to support other theories lacking in evidence - such as one 
positing that the CIA planted the virus in Wuhan last year. 
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Chinese state media has hit back, too, accusing Mike Pompeo, the US secretary of state who has publicly 
supported and pushed Mr Trump's claims, of "spreading a political virus". Global Times, a nationalist 
tabloid, has called on the US officials to reveal their evidence or stop making wild accusations. 

None of this has put an end to the escalation of hostile rhetoric, which has largely played out in clashes 
between scientists, journalists and the Trump administration on Twitter. 

What is the Wuhan Institute of Virology? 
The institute was set up in 1956 as a microbiology lab, one of the first of its kind in the country following 
the communist takeover of China seven years earlier. 

As a level-4 biosafety facility, the highest level of security in China, it is allowed to handle the world's 
deadliest viruses. Scientists at the facility are known to have created hybrid versions of a bat corona virus 
that could infect human cells. 

Nature, the scientific journal, published an article in 2015 that raised questions about the level of risk 
associated with such research. This has contributed to theories that the virus could have originated as a 
leak from the lab. 

Simon Wain-Hobson, a virologist at the Pasteur Institute in Paris, noted in the article that the novel virus 
"grows remarkably wel I" in human ce 11 s and "if the virus escaped, nobody co u Id predict the t ra jecto ry". 

However, the journal added a note to the report in March this year stating: "We are aware that this 
story is being used as the basis for unverified theories that the novel coronavirus causing Covid-19 was 
engineered. There is no evidence that this is true; scientists believe that an animal is the most likely 
source of the coron avi rus." 

Who is China's 'batwoman'? 
Shi Zhengli was probably not seeking out a spot at the centre of a venomous argument between 
Washington and Beijing. Instead, the 55-year-old scientist had been looking to make a mark on bat
linked virology, an area to which she has dedicated her life. 

For years, Ms Shi has collected strains of coronaviruses from bats. In 2004, she identified a reservoir for 
such diseases in bat caves in Yunnan province in southern China and she has been at the forefront of 
research on how viruses such as Sars may have jumped to humans. 

The outbreak of coronavirus in the city where she lives and works quickly thrust her into the spotlight. 
Since then, she has emphasised how she did not believe the virus originated in her lab. Yet online 
rumours over the past week have suggested that she had "defected" from China and taken confidential 
documents to Paris, ostensibly to reveal the origin of the outbreak. 

The Financial Times was unable to reach Ms Shi for comment. However, she has posted pictures of 
herself in China online and has rejected claims that she left the country. 

Is there credible evidence that the virus originated in a Wuhan lab? 
Anthony Fauci, the director of the US National Institute of Allergy and Infectious Diseases, who has 
appeared alongside Mr Trump at many press briefings during the crisis, told National Geographic 
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magazine that the evidence is "very, very strongly leaning toward this could not have been artificially or 
de Ii be rate ly manipulated". 

The US intelligence community has also ruled out any possibility the virus was man-made, saying it 
concurs with the scientific consensus. But it continues to investigate if the outbreak was the result of an 
accident at a Wuhan laboratory or human contact with infected animals. 

Edward Holmes, an Australian virologist who helped map and share the genetic sequence of the virus, 
said there was "no evidence" that Sars-Cov-2, the virus that causes Covid-19 in humans, originated in a 
Wuhan laboratory. 

He said the closest known relative of Sars-Cov-2 was a bat virus named RaTG13, which was indeed kept 
at the Wuhan Institute of Virology. But he added that the bat virus, which was sampled in Yunnan 
province, had a level of genome sequence divergence from coronavirus equivalent to at least 20-50 
years of evolutionary change. Thus, he does not believe it was responsible for Covid-19. 

Prof Holmes, who in 2014 visited the Wuhan live animal market that Chinese authorities have said was 
the source of the disease, argues the most likely origin of the virus is that it jumped from wildlife to new 
hosts. In an April paper written jointly with a Shanghai colleague, he said the emergence and rapid 
spread of Covid-19 signified "a perfect epidemiological storm". 

"The way humans live today is just perfect for pandemics to occur," he said. 

Sender: "Stilwell, David R" 

Hooker, Allison M .~~~-----~~~-----~-----, 
Recipient: Kanapathy, Ivan J. EOP/NSC 

b 6 
(b )(6) 

Tobin, Elizabeth D. EOP/NSC 
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From: l@state.gov> I==================, 
@state.gov>; 

-=---:---=--:----:--"--'-:'"'1-----r::--:-' 
To: ,....Pa=r~kL,,_;:;,'-'-'-',,;;;.;:.;:;J::..;..;..;:;.;....:;....._.~~6!.L_l@state.gov>; 

@state.gov> '------'-"'-""-'---"....__ __ _, 

Subject: FW: Fox News - Former State Department official reveals 'procedural' and 
'substantive concerns' with Wuhan COVID-19 origin 

Date: Wed, 26 May 2021 21 :47: 16 +0000 

From: PA Press Clips <PAPressMediaMonitors@state.gov> 
Sent: Wednesday, May 26, 20214:24 PM 
To: PA Monitoring Group <PAMonitoringGroup@state.gov> 
Subject: Fox News - Former State Department official reveals 'procedural' and 'substantive concerns' 
with Wuhan COVID-19 origin 

Former State Department official reveals 'procedural' and 'substantive concerns' with Wuhan COVID-19 
origin 
Fox News 
Wednesday, May 26, 2021 2 hours ago 
Jennifer Griffin and Brooke Singman 
https://www.foxnews.com/politics/wuhan-coronavirus-origin-state-department-chris-ford-investigation 

Wuhan lab outbreak theory under consideration with State Department investigation efforts in focus 

EXCLUSIVE: Former Assistant Secretary of State Chris Ford told Fox News on Wednesday he had 
"procedural" and "substantive concerns" with the Trump State Department's investigation into the 
origins of COVID-19 and whether the virus stemmed from a leak out of the Wuhan Institute of Virology 
(WIV) in China. 

The Biden administration terminated the inquiry-which was being led out of the State Department's 
Bureau of Arms Control and Verification (AVC) bureau, and initially launched at the request of former 
Trump Secretary of State Mike Pompeo-after being briefed on the team's initial findings in February 
and March. 

Ford, in an exclusive interview with Fox News, said he learned of the investigation in December 2020. He 
said it had been kept secret from him and bypassed department and intelligence community biological 
experts. 

BIDEN: INTEL COMMUNITY TORN BETWEEN 'TWO LIKELY SCENARIOS' ON COVID-19 OUTBREAK SOURCE 

Ford told Fox News the team had been told not to share their work with him, or the intelligence 
community. 

"I had procedural concerns and substantive concerns," Ford said. 
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"There are all sorts of reasons to worry about possible lab origins, and it's critical to get to the bottom of 
this," Ford continued, adding that "one very particular claim made by AVC purporting to 'prove' WIV 
origin by 'statistical analysis' turned out to be junk science and evaporated when subjected to scrutiny 
by their own scientific panel," referring to a Jan. 7 panel of experts the AVC had arranged to review its 
findings. 

"I was trying to protect Pompeo and the Trump Administration from having the Department go out 
there with something that had already been disproved," Ford told Fox News. "We can't hold China to 
account if AVC makes us look like cranks!" 

Ford, though, told Fox News he was not opposed to looking into the Wuhan lab, but was concerned 
about much of the team's analysis and its desire to operate in secrecy and circumvent the intelligence 
community. 

President Biden, on Wednesday, annou need that he tasked the intelligence community to "redouble" its 
efforts in the investigation into the origins of COVID-19, and noted that U.S. intelligence officials, at this 
point, have been torn between "two likely scenarios." Biden asked that the IC report back within 90 days 
so that the U.S. government could get closer to a "definitive conclusion." 

BIDEN STATE DEPARTMENT QUIETLY ENDED TEAM'S WORK PROBING COVID ORIGIN 

"The lab origin theory is very possible and China must be held to account," Ford said. 

Fox News obtained an internal email, written by Ford, that was in response to the presentation from the 
Jan. 7 AVC panel discussion featuring experts assembled by the team investigating the matter. 

The email said "a contractor on AVC's payroll" made the argument that the Wuhan Institute of Virology 
was "most likely the origin" of COVID-19. 

"AVC has apparently been briefing this argument inside the Department and some interagency partners 
for weeks, apparently on instructions from a staffer at S/P who told them they should not inform me, or 
others of th is work, nor involve the i nte II ige nee community," Ford wrote. 

The email stated that the AVC's argument was "heavily based upon what it claims is the statistical 
improbability of SARS-CoV-2 occurring naturally, through zoonotic transmission outside of a laboratory." 

"Under examination at the expert panel, however, these claims largely fell apart," Ford wrote, noting 
that while the panel agreed on the importance of pressing China to be more transparent, and for 
information on the "nature of any work done" at the Wuhan lab on novel coronaviruses. 

But, the email stated that the analysis "rests primarily on a non-published Bayesian statistical analysis" 
prepared for the AVC by a pathologist, rather than a virologist, epidemiologist, or infectious disease 
modeler. The email said that pathologist "admitted to us that he had 'never done a Bayesian analysis 
before' this." 

"AVC's statistical case seems notably weak," Ford wrote in the email, saying that the analysis "revolves 
around drawing conclusions about how statistically likely it is" that COVID appeared naturally, compared 
to being "engineered in or released from a laboratory." 
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Ford, in the email, noted that the analysis was "crippled by the fact that we have essentially no data to 
support key model inputs." 

"I would also caution you against suggesting that there is anything inherently suspicious--and suggestive 
of biological warfare activity--about People's Liberation Army involvement at WIV on classified projects," 
Ford wrote in the email. "It's certainly possible that the PLA did secret BW work at WIV, but we have no 
information to suggest this. And it would be difficult to say that military involvement in classified virus 
research is intrinsically problematic, since the U.S. Army has been deeply involved in virus research in 
the United States for many years." 

HOUSE INTEL REPUBLICANS SAY 'SIGNIFICANT CIRCUMSTANTIAL EVIDENCE' OF COVID WUHAN LAB LEAK 

Meanwhile, State Department spokesman Ned Price on Tuesday denied shutting down the inquiry: 
"There has been incorrect reporting that the Biden-Harris administration shut down an investigation by 
the State Department's Bureau of Arms Control and Verification (AVC) into the origins of the COVID-19 
pandemic." He said the team's work ended after delivering a report in February and March, adding that 
"all relevant parts of the department continue to work with the interagency on this matter." 

"The world continues to have serious questions about the earliest days of the COVI D-19 pandemic, 
including its origins within the Peoples Republic of China," Price continued. "China's position that their 
part in this investigation is complete is disappointing and at odds with the rest of the international 
community that is working collaboratively across the board to bring an end to this pandemic and 
improve global health security." 

Senator Tom Cotton, R-Ark., joins 'America's Newsroom' to provide insight into the media doing an 
about-face on the Wuhan lab theory. 

A State Department official earlier told Fox News that Secretary of State Antony Blinken did not disband 
any cell looking into the origins of COVID-19, and that the department only employed a single contractor 
who was conducting research on several topics - including coronavirus. That contractor, according to 
the official, left the State Department before Blinken's confirmation. The official said the inquiry was 
closed amid concerns about methodology. 

The Biden administration's investigation into the origins ofthe coronavirus pandemic is currently being 
led out of the White House National Security Council. 

Fox News has learned that David Asher, who has a history of investigative work tracking money for AQ 
Khan network, North Korea's nuclear program and top Al Qaeda leaders, was the contractor leading the 
i nvesti gati on. 

Ford was one of the officials at the State Department who sought to block his and the team's efforts. 

In a statement to Fox News, Asher defended the investigation, and said that, at the time, some State 
Department colleagues "were deliberately playing down possible links to China's biological weapons 
program." 
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"It is U.S. law to engage in effective arms control and nonproliferation, not facilitate it via 'scientific 
cooperation' in the name of threat reduction or refusal to engage in effective compliance with 
Communist countries that openly aim to incorporate synthetic biology into the future of warfare 
{apparently with our naive material and scientific assistance)," Asher said. 

"We don't know for certain what happened in Wuhan but we had every reason to investigate and ask 
questions," Asher continued. "As the State Department's Jan. 15 statement said - and as additional 
disclosures and expert analyses of the last few months have underscored - there is probable cause for 
deep suspicion." 

Asher, who left the State Department at the end of the Trump administration, had been hired as a 
contractor, but had helped to put together the Jan. 15 memo released by Pompeo, using declassified 
intelligence. CNN first reported the shutdown of the probe. 

WHITE HOUSE INSISTS COVID-19 ORIGINS REQUIRE 'TRANSPARENT' INTERNATIONAL INVESTIGATION 

That memo said the Wuhan Institute of Virology collaborated on "secret projects" with China's military, 
and claims that "despite the WIV presenting itself as a civilian institution, the United States has 
determined that the WIV has collaborated on publications and secret projects within China's military" 
since "at least 2017." 

Asher told Fox News, "certainly the Chinese Communist Party engaged in a huge coverup over the 
stealth ability of COVID to transmit human-to-human." 

"The coverup continues via refusal to allow WHO access, accept CDC offers to assist, and simply tell the 
truth of this pandemic's endemic dangerous, incessant and pernicious injurious traits, which has caused 
huge injury to the American people and citizens of the world, Chinese citizens in cl u d ed," he said. "Does 
anyone sane doubt that?" 

Asher added he didn't "know why the Biden team would doubt an effort to carry out a fair and accurate 
investigation into a subject that increasing numbers of leading scientists are now also calling to study." 

FAUCI DEFENDS 'MODEST' COLLABORATION WITH WUHAN SCIENTISTS, SAYS NIH DIDN'T FUND 'GAIN 
OF FUNCTION' RESEARCH 

"At the State Department in the last months of the last administration we didn't draw or assert any 
conclusions, but we worked successfully to reveal certain facts and raise significant questions about the 
clear plausibility of a lab leak origin," Asher said. "This was a global public service, and it is good that 
experts and journalists are increasingly turning their own attention to the issue, albeit belatedly." 

David Feith, a former State Department official during the Trump administration, was part of the small 
team working with Asher on the COVID origin investigation. Feith, this week, underscored the 
importance of learning how the coronavirus originated. 

"Getting further information about this, getting it from honest researchers, honest investigators and 
press inquiries and getting it from the U.S. government is absolutely essential to finding out what 
happened in the origin of COVID, which is not only important for understanding what we're still living 
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through and for basic questions of responsibility, but most importantly, it's absolutely essential to the 
future," Feith said on "Fox News at Night" on Monday. 

BECERRA TELLS WHO IT 'MUST' LAUNCH MORE 'TRANSPARENT' INVESTIGATION INTO COVID ORIGIN 

Feith, though, said there has been a "terrible failure for 15 months" on the part of the public and the 
U.S. government to recognize "the plausibility of the lab leak possibility." 

"Elevating this now as a political matter, as a diplomatic matter, is overdue but essential," Feith said. 

US LEARNED SEVERAL WUHAN LAB RESEARCHERS SICKENED BEFORE COVID-19 OUTBREAK: FORMER 
STATE DEPARTMENT OFFICIAL 

A State Department official told Fox News that Blinken has been committed to getting more details on 
the origins of COVID-19, as both a function of accountability, but also to ensure the U.S. and the 
American people are protected from public health threats in the future. 

The official added that the U.S. and the world need transparency from China, which Beijing has not yet 
allowed, and said the State Department is working closely with their administration partners and 
international partners to get the answers needed. 

The Wuhan Institute of Virology, one of China's top virus research labs, built an archive of genetic 
information about bat corona viruses after the 2003 outbreak of Severe Acute Respiratory Syndrome 
(SARS) and has faced criticism over its transparency throughout the COVID-19 pandemic. 

China has promoted unproven theories that the virus may have originated elsewhere, or was even been 

brought into the country from overseas with imports of frozen seafood tainted with the virus, a notion 
rejected by international scientists and agencies. 

Sender: ~state.gov> 
.-=======================. 

@state.gov>; 
L...------'--"-'-~--~--' 

Recipient: ,.;..P...::ac:.crk""--'==::..c:..;_=:......::....i. ....... ""r'....._.@state.gov>; 
,__ __ ---=.......,,...._ __ _,_ state.gov> 
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From: "St ilwell, David R" I (b )(6) ~state.gov> 

To: 

Subject: 

Date: 

Here we go. 

Feith, David Ifh)ffi)@state.gov>•; 
Buangan, Richard L I (b)(6) @)state.gov> 

FW: For Sin Prep for 1200 Monday Meeting with Stilwell 

Mon, 4 Jan 2021 14:51:13 +0000 

From: Kenna, Lisa DI (b)(6) @state.gov> 
Sent: Monday, January 4, 20219:50 AM 
To: Stilwell, David RI (b)(6) ~state.gov> 
Subject: FW: For Sin Prep for 1200 Monday Meeting with Stilwell 

Hi, 
(b)(5) 

From: Stilwell, David RI (b)(6) @state.gov> 
Sent: Sunday, January 3, 2021 4:22 PM 
To: Kenna, Lisa D j (b)(6) @state.gov> 
Subject: FW: For Sin Prep for 1200 Monday Meeting with Stilwell 

Lisa 

[1/31/2024] Page 135 

Sorry to bother you on the weekend. Checking two things before meeting with S tomorrow. 

Thanks 
Dave 

From: Stilwell, David R 
Sent: Sunday, January 3, 20213:54 PM 
To: SES_FO Paper <SES FOPaper@state.gov> 

Cc: Kenna, Lisa [) 1 (b )(6) lg>state.gov> 

(b )(5) 

Subject: For S in Prep for 1200 Monday Meeting with Sti lwell 

The upcoming WHO delegation is getting others interested in t he Pandemic origins question. 

https://www.dailymail.eo.uk/news/article-91069S1/Lab-leak-credible-source-coronavirus-outbreak
says-government-official.html 
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China lab leak is the 'most credible' 
source of the coronavirus outbreak, 
says top US government official, amid 
bombshell claims Wuhan scientist has 
turned whistleblower 

• Donald Trump's Deputy National Security Adviser Matthew Pottinger spoke 
• Mr Pottinger told politicians leak is emerging as 'most credible source' of 

virus 
• He claimed the pathogen may have escaped through a 'leak or an accident' 

By ABUL TAHER, SECURITY CORRESPONDENT FOR THE MAIL ON SUNDAY 

PUBLISHED: 17:06 EST, 2 January 2021 I UPDATED: 07:06 EST, 3 January 2021 

One of America's most senior government officials says the most 'credible' theory about 

the origin of coronavirus is that it escaped from a laboratory in China. 

Matthew Pottinger, who is President Donald Trump's respected Deputy National Security 

Adviser, told politicians from around the world that even China's leaders now openly 

admit their previous claims that the virus originated in a Wuhan market are false. 

Mr Pottinger said that the latest intelligence points to the virus leaking from the top-secret 

Wuhan Institute of Virology, 11 miles from the market, saying: 'There is a growing body of 

evidence that the lab is likely the most credible source of the virus.' 
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Matthew Pottinger, who is President Donald Trump's respected Deputy National Security 
Adviser, says the most 'credible' theory about the origin of coronavirus is that it escaped from 
from the top-secret Wuhan Institute of Virology in China 

He claimed the pathogen may have escaped through a 'leak or an accident', adding: 

'Even establishment figures in Beijing have openly dismissed the wet market story.' 

The comments, which were made during a Zoom conference with MPs on China last 

week, come as a team of experts from the World Health Organisation prepare to fly to 

Wuhan to investigate how the pandemic began. 

Critics fear the probe will be a whitewash given China's influence on the WHO. 

'MPs around the world have a moral role to play in exposing the WHO investigation as a 

Potemkin exercise,' Mr Pottinger told the parliamentarians, in reference to the fake 

villages created in the Crimea in the 18th Century, intended to convince the visiting 

Russian Empress Catherine the Great that the region was in good health. 

lain Duncan Smith, the former Tory Party leader who attended the meeting, said Mr 

Pottinger's comments represented a 'stiffening' of the US position on the theory that the 
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virus came from a leak at the laboratory, amid reports that the Americans are talking to a 

whistleblower from the Wuhan institute. 

Mr Pottinger {left) told politicians from around the world that even China's leaders now openly 
admit their previous claims that the virus originated in a Wuhan market are false. 

'I was told the US have an ex-scientist from the laboratory in America at the moment,' he 

said. 'That was what I heard a few weeks ago. 

'I was led to believe this is how they have been able to stiffen up their position on how this 

outbreak originated.' 

He added that Beijing's refusal to allow journalists to visit the laboratory only served to 

increase suspicion that it was 'ground zero' for the pandemic. 

'The truth is there are people who have been in those labs who maintain that this is the 

case,' he said. 
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'We don't know what they have been doing in that laboratory. 

'They may well have been fiddling with bat coronaviruses and looking at them and they 

made a mistake. I've spoken to various people who believe that to be the case.' 

He claimed the pathogen may have escaped through a 'leak or an accident', adding: 'Even 
establishment figures in Beijing have openly dismissed the wet market story'. Pictured: 
Chinese 

Sam Armstrong, communications director at the Henry Jackson Society foreign policy 

think-tank, said: 'With such a senior and respected intelligence official speaking in support 

of this claim, the time has come for the British Government to seek both answers about 

and compensation for Covid-19.' 

Mr Pottinger, who speaks fluent Mandarin, previously worked as a journalist for Reuters 

and The Wall Street Journal, including seven years as its China correspondent. 

In 2005, he became a US marine and served as a military intelligence officer before being 

asked to join the US National Security Council in 2017, becoming Asia director before 

assuming his current role. 
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His older brother, Paul, is a virologist at the University of Washington. 

President Trump last year accused the WHO of being a 'puppet of China' and withdrew 

funding. 

The visit to Wuhan by the WHO team is already mired in controversy after it published 

terms of reference revealing it will not investigate the Wuhan institute - the only 

laboratory in China with the highest international bio-security grading - as a possible 

source of Covid-19. 

The world must investigate all the mounting evidence Covid leaked from a Wuhan 

lab, writes IAN BIRRELL 

By Ian Birrell for the Mail on Sunday 

It is a year since the wor1d learned of a deadly new respiratory disease stalking the 

central Chinese city of Wuhan. 

Yet we still know little about how and why the virus spread with such devastating 

consequences. 

It can almost certainly be traced to bats. But we do not know how this pathogen - having 

evolved an extraordinary ability to infect, causing such damage to different bodily organs 

- made the jump into human beings. 

At last, a Wor1d Health Organisation investigation is under way into the origins of the 

coronavirus, but it is accused of meekly pandering to China's agenda by recruiting patsy 

scientists and relying on Beijing's dubious data. 

Now there is growing clamour from experts around the wor1d that no stone should be left 

unturned during this inquiry- and that it must include one key element of a hunt which 

has all the hallmarks of a thriller novel. 
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• 

It is a year since the world learned of a deadly new respiratory disease stalking the central 
Chinese city of Wuhan, writes Ian Birrell. Pictured: Chinese virologist Shi Zhengli, who was 
dubbed 'Batwoman', at the Wuhan Institute of Virology 

This centres on a cave filled with bats, a clutch of mysterious deaths, some brilliant 

scientists carrying out futuristic experiments in a secretive laboratory - and a cover-up of 

epic proportions that, if proven, would have huge consequences for the Chinese 

Communist Party and the global practice of science. 

So what, precisely, is this theory on the origins of this pandemic? 

It must be stated clearly that it is just a theory, albeit one based on crumbs of evidence 

teased out by a few courageous scientists and some online detectives. 

New diseases have emerged throughout human history. Most experts believe Covid to be 

a 'zoonotic' disease that spilled over naturally from animals to humans. 
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They think it was most likely 'amplified' by an intermediate species - similar to how 

Chinese people's consumption of civet cats sparked the 2002 Sars epidemic. 

Yet at the same time, Beijing's actions from the outset- covering up the outbreak, 

blaming a wild animal market that it has since admitted wasn't at fault, barring outside 

investigators, burying data and silencing its own experts - have served to fuel suspicions. 

Last week, leaked documents exposed how the Chinese government, under orders from 

President Xi Jinping, is strictly controlling all research into the origins of Covid while 

promoting fringe theories suggesting it came from outside China. 

And it is an uncomfortable coincidence that Wuhan - a city buzzing once again, with busy 

shops, packed restaurants and many people without masks on the streets celebrating 

New Year- is home to the world's top coronavirus research unit as well as ground zero to 

a pandemic from a strange new strain. 

The clues start with an abandoned copper mine in Mojiang, a hilly region in Yunnan, 

southern China, where bats roost in a network of underground caves, cracks and 

crannies. 

Two weeks ago, a BBC reporter was prevented from reaching this remote site after being 

trailed by police for miles along bumpy tracks, then blocked by a lorry and confronted by 

men at roadblocks saying their job was to stop him. 
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• 
Days after three Chinese miners who had been clearing bat droppings inside caves died, 
Zhengli went to investigate 

The previous month, a team of US journalists had also been tailed by plainclothes police 

who barred their access. 

One research team recently managed to take some samples at the mine, but reportedly 

had them confiscated. 

The reason for such secrecy goes back to the end of April 2012 when a 42-year-old man 

clearing bat droppings in these underground caverns turned up at a nearby hospital with 

a bad cough, high fever and struggling to breathe. 

Within a week, five colleagues had similar symptoms. Three later died, one after doctors 

spent more than 100 days fighting to save his life - yet the two youngest spent less than 

a week in the hospital and survived. Sound familiar? 
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We have since learned from a detailed masters thesis, which included medical reports 

and radiological scans, that these miners suffered a viral pneumonia, attributed to Sars

like coronaviruses originating from horseshoe bats. 

One leading US health body pointed out last year that they had 'an illness remarkably 

similar to Covid-19'. 

Little wonder a prominent vaccine scientist told me: 'This is about as close to a smoking 

gun as exists.' 

Intriguingly, a second thesis three years later also highlighted these cases. 

It was written by a student of Oxford-trained virologist Professor George Gao Fu, who is 

now head of China's Centre for Disease Control and Prevention, which is leading their 

response to the pandemic. 

So the Chinese authorities must have known about the dead miners. 

Yet they quickly tried to blame the wildlife market in Wuhan as Covid's source, until 

challenged by respected studies revealed in this newspaper. 

Following the miners' deaths, Shi Zhengli, a Wuhan-based virologist known as Batwoman 

for her expeditions to gather samples in such caves and a member of the team that 

traced the origin of Sars to bats, went to investigate. 

'The mine shaft stank like hell,' she told Scientific American magazine, explaining how her 

colleagues spent a year discovering new coronaviruses in samples taken from the blood 

and faeces of bats. 

The miners, she claimed, died from a fungal infection. 
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• 

'The mine shaft stank like hell,' she told Scientific American magazine, explaining how her 
colleagues spent a year discovering new coronaviruses in samples taken from the blood and 
faeces of bats. The miners, she claimed, died from a fungal infection. 

Another expert noted how the miners who died were treated with anti-fungal medications, 

while those surviving were given other drugs. 

'So in addition to the fact that the cases were more Sars-like than fungal-like, this 

treatment story argues against a fungal [cause],' he said. 

'It is very odd that Shi Zhengli would assert these cases were fungal.' 

Prof Shi examined samples in her Wuhan lab, a few miles from the infamous market. 

Studies later found the virus in sewage, but it was not detected in animals. 

The Wuhan Institute of Virology is the first laboratory with the highest global bio-safety 

level in China. 

It specialises in the study of bat-borne viruses and is spearheading China's drive to assert 

itself in bio-technology. 

Leaked diplomatic cables reveal that US officials who visited the lab two years ago 

warned about safety weaknesses and the risks of a new Sars-like epidemic emerging 

from the site. 

The lab's own safety chief also publicly admitted concerns over flawed security systems. 

The institute has carried out experiments on bat coronaviruses since 2015 - including 

research that can increase their virulence by combining snippets from different strains. 

Some viruses were injected into special 'humanised' mice that had been created for use 

in labs with human genes, cells or tissues in their bodies. 

These controversial experiments artificially force the evolution of viruses so as to boost 

our understanding of diseases and their transmissibility. 

They help researchers develop new drugs and vaccines. 
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The Wuhan scientists were working with prominent Western experts and supported 

financially by the National Institutes of Health, the most important US funding body -

although this relationship was ended on safety grounds after being revealed by The Mail 

on Sunday. 

Some scientists argue this type of pathogen research is too risky since it could trigger a 

pandemic from a new disease. 

As a result, there was a moratorium on such work by the US for four years under the 

Obama administration. 

Other critics have warned that the Wuhan Institute was constructing 'chimeric' 

coronaviruses - new hybrid micro-organisms that show no sign of human manipulation. 

Now the big question is whether they took samples from the coronavirus that killed the 

Yunnan miners and, back in their laboratory more than 1,000 miles away, created a new 

virus that somehow leaked out into their own city . 

• 

Leaked diplomatic cables reveal that US officials who visited the lab two years ago warned 
about safety weaknesses and the risks of a new Sars-like epidemic emerging from the site 
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As leading experts have suggested, it would have been a logical step to create chimeric 

viruses by combining properties from different samples. 

Many scientific breakthroughs have emerged from such speculative endeavours. 

One medical professor suggested to me that the miners may have died after being 

exposed to very high doses of coronaviruses while working in deep shafts filled with bats 

and their droppings. 

But the Wuhan scientists then struggled to prove causality in their lab as their samples 

were too weak to infect human cells. 

'This would have stopped them publishing a major finding of a new Sars-like virus 

infecting humans. 

The possibility is they might then have tried modifying the virus to make it better able to 

infect human cells in a bid to establish the missing link.' 

This is, it must be stressed, unproven speculation. 

And it is understandable why China wants to comprehend as much as possible about bat 

viruses that emerge in their country. 

Yet as experts say, there are many unanswered questions centring on Beijing's 

reluctance to come clean about the miners' cases, viruses and samples held in their labs. 

The Wuhan Institute has even taken key databases offline. 

Key to all this is the enigmatic Batwoman, Prof Shi. First, she published a genetic 

sequence for Sars-Cov-2 - the strain of coronavirus that causes Covid-19 -which, 

despite close analysis of other novel features, ignored its most surprising characteristic. 

This is 'the furin cleavage site', a mutation not found on similar types of coronavirus that 

allows its spike protein to bind so effectively to many human cells. 
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• 

The lab's own safety chief also publicly admitted concerns over flawed security systems 

Then, last January, Prof Shi and two colleagues published a paper in Nature that 

revealed the existence of a virus called RaTG13 that was taken from a horseshoe bat and 

stored on their premises, the biggest repository of bat coronaviruses in Asia. 
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This paper, submitted on the same day China admitted to human transmission, caused a 

stir in the scientific wor1d since it revealed the existence of the closest known relative to 

Sars-Cov-2 with more than 96 per cent genetic similarity. 

It under1ined that such diseases occur in nature - yet although closely related, it would 

have taken RaTG13 several decades to evolve in the wild into Sars-Cov-2 and was too 

distant to be manipulated in a laboratory. 

Other experts wondered why there was so little information about this new strain. One 

reason soon became clear: the name had been changed from that of another virus called 

Ra4991 identified in a previous paper- but, unusually, not cited in the Nature piece. 

This obscured a direct link to the dead miners, which was only confirmed when Nature 

sought publication of an 'addendum' following complaints. 

The Wuhan team also admitted it had eight more Sars viruses from the Yunnan mine that 

have not been disclosed. 

Some scientists say these new details raise many fresh issues - including a 20-point 

critique put on her blog by an Indian microbiologist called Monali Rahalkar. 

Many high-profile experts, however, still dismiss the idea of a lab leak as a conspiracy 

theory. 

Yet David Reiman, one of the wor1d's leading experts in this field, points out that scientists 

could easily have combined a 'furin cleavage site' from one viral ancestor with the 

backbone of Sars-Cov-2 taken from another. 

'Alternatively, the complete Sars-Cov-2 sequence could have been recovered from a bat 

sample and viable virus recreated from a synthetic genome to study it before that virus 

accidentally escaped,' wrote Reiman, professor of microbiology and immunology at 

Stanford University's medical school, in a recent paper. 

The former US government adviser on bio-security told me he raised the issues out of 

frustration with scientists who seemed discomforted by the idea. 

'This perplexing story does not add up - the possibility of a lab accident cannot be 

discounted,' he said. 



FL-2022-00076 A-0000057264 7 "U NC LASS I Fl ED" [1/31/2024] Page 151 

There have also been questions over the apparent disappearance of a young woman 

researcher who worked in the laboratory. 

It has been suggested she might have been patient zero of this pandemic, although this 

has been denied by the Chinese authorities. 

Even if the miners' link was eliminated, it would not rule out the possibility of an accident 

causing this pandemic. 

Alina Chan, a molecular biologist at the Broad Institute of MIT and Harvard, said Wuhan 

scientists have shown in publications that they have sampled hundreds of bats and 

people living near bat caves in their search for Sars-related viruses. 

'Even if the precursor to Sars-Cov-2 was not from these miners or the Mojiang mine, did 

they find other viruses that are very closely related that we do not yet know about?' she 

asked. 

It sounds like the plot from a science-fiction film: an engineered virus leaking from a high

tech lab to cause global chaos. 

Yet there are plenty of precedents, including two researchers infected with Sars in a 

Beijing virology lab in 2004. 

Studies also show accidents with deadly pathogens are common in labs where people 

are working with microscopic viruses. 

Prof Shi admitted she never expected an outbreak in a city so far from the home of the 

bats she studied. 

She said her first thought on hearing coronaviruses might be the culprit was to wonder: 

'Could they have come from our lab?' 

She then frantically rushed back to Wuhan to check her records for any possible 

mishandling of materials -which proves she believed such a leak was a possibility. 

There is also another lab in Wuhan with a lower level of bio-security, 500 yards from the 

animal market. 

A study posted by two Chinese scientists in February on a site for sharing research - then 

pulled two days later- enigmatically claimed 605 bats were kept here, describing how 

some attacked, bled and urinated on a researcher. 



FL-2022-00076 A-0000057264 7 "U NC LASS I Fl ED" [1/31/2024] Page 152 

'It is plausible that the virus leaked,' the paper concluded. 

Perhaps this theory will unravel as we find out fresh facts. 

Or scientists will uncover an alternative explanation for the path of Covid-19 from bats to 

humans. 

Equally, it is possible we may never discover the truth about the origins of this virus. 

But at this stage the only certainty is that we all do science - and indeed, investigative 

reporting - a disservice if this idea is discarded without being proper1y disproved and 

devoid of evidence. 

We owe this to a world dislocated so terribly by this pandemic. 

Charles Tyrwhitt is scaling back shirt-making in China after customers complained 

about the government in Beijing 

By Harriet Dennys, City Correspondent for the Mail on Sunday 

British shirt-maker Charles Tyrwhitt is scaling back manufacturing in China after 

customers said they no longer wanted to buy products from the country. 

Founder Nick Wheeler told The Mail on Sunday: 'We are reacting to what the customer 

wants. 

'A lot of customers are telling us they don't want us to make shirts in China. They don't 

like the Chinese government.' 

As well as reducing the number of garments made in China, the company is ending 

contracts with cotton suppliers in Xinjiang province from July. 

Mr Wheeler also cited wider human rights issues for the move, saying: 'There are areas 

of Chinese manufacturing using forced labour. .. it's so far removed from anything we 

would ever do.' 
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• 

British shirt-maker Charles Tyrwhitt is scaling back manufacturing in China after customers 
said they no longer wanted to buy products from the country. Founder Nick Wheeler told The 
Mail on Sunday: ·we are reacting to what the customer wants' 

Charles Tyrwhitt is just one of dozens of multinationals scaling back manufacturing in 

China due to such concerns, coupled with steep tariffs on Chinese goods imported to the 

US. 

A study by Swiss bank UBS last year found three in four US firms with factories in China 

are either moving or considering moving their operations to other countries, such as 

Vietnam. 

They include Nike and Apple, which could shift almost a third of its iPhone production out 

of China. 

Relations between China and Australia are also deteriorating. Beijing has slapped tariffs 

on barley and wine and is disrupting imports of many other Australian goods. 
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Charles Tyrwhitt makes all of its shirts overseas - it has factories in Vietnam, India, 

Malaysia, Italy, Portugal and Eastern Europe. 

In the UK, the company makes shoes in Northampton, ties in Essex and suit fabric in 

Yorkshire. 

Mr Wheeler said customers have asked him to make shirts in the UK, but he said higher 

manufacturing costs would mean he would have to more than quadruple prices, charging 

about £ 140 a shirt. 

DAVID R. STILWELL 

Assistant Secretary, East Asia Pacific 

I (b)(6) I 
Sender: "Stilwell, David R" I (b)(6) 

Recipient: 
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From: "Stilwell, David R" I (b)(6) @state.gov> 

To: Feith, David I (b)(6) ~state.gov> 

Subject: FW: For S in Prep for 1200 Monday Meeting with Stilwell 

Date: Wed, 6 Jan 2021 15:36:34 +0000 

From: Stilwell, David R 
Sent: Wednesday, January 6, 202110:36 AM 
To: Kenna, Lisa D j (h)(fn @state.gov> 
Subject: RE: For Sin Prep for 1200 Monday Meeting with Stilwell 

Lisa 

Sincere thanks; 
Dave 

From: Kenna, Lisa DI (b)(6) @state.gov> 
Sent: Sunday, January 3, 20215:38 PM 
To: Stilwell, David R ,q lh)f6) !@state.gov> 

(b )(5) 

Subject: Re: For Sin Prep for 1200 Monday Meeting with Stilwell 

Hi, 

l~-------~(b~)~(5~) _______ ~1 See you in the am. Lisa 

Sent from my iPhone 

On Jan 3, 2021, at 4:21 PM, Stilwell, David R j (b)(6) @state.gov>wrote: 

Lisa 
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Sorry to bother you on the weekend. Checking two things before meeting with S tomorrow. 

Thanks 
Dave 

(b )(5) 
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From: St ilwell, David R 
Sent: Sunday, January 3, 20213:54 PM 
To: SES_FO Paper <SES FOPaper@state.gov> 
Cc: Kenna, Lisa D ~ (b )(6) l@state.gov> 

"UNCLASSIFIED" 

Subject: For S in Prep for 1200 Monday Meeting with Stilwell 
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The upcoming WHO delegation is getting others interested in t he Pandemic origins question. 

https://www.dailymail.eo.uk/news/article-9106951/Lab-leak-credible-source-coronavirus-outbreak
says-government-official.html 

China lab leak is the 'most credible' 
source of the coronavirus outbreak, 
says top US government official, amid 
bombshell claims Wuhan scientist has 
turned whistleblower 

• Donald Trump's Deputy National Security Adviser Matthew Pottinger spoke 
• Mr Pottinger told politicians leak is emerging as 'most credible source' of 

virus 
• He claimed the pathogen may have escaped through a 'leak or an accident' 

By ABUL TAHER, SECURITY CORRESPONDENT FOR THE MAIL ON SUNDAY 

PUBLISHED: 17:06 EST, 2 January 2021 I UPDATED: 07:06 EST, 3 January 2021 

One of America's most senior government officials says the most 'credible' theory about 

the origin of coronavirus is that it escaped from a laboratory in China. 

Matthew Pottinger, who is President Donald Trump's respected Deputy National Security 

Adviser, told politicians from around the world that even China's leaders now openly 

admit their previous claims that the virus originated in a Wuhan market are false. 

Mr Pottinger said that the latest intelligence points to the virus leaking from the top-secret 

Wuhan Institute of Virology, 11 miles from the market, saying: 'There is a growing body of 

evidence that the lab is likely the most credible source of the virus.' 

<image00 1.jpg> 
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Matthew Pottinger, who is President Donald Trump's respected Deputy National Security 
Adviser, says the most 'credible' theory about the origin of coronavirus is that it escaped from 
from the top-secret Wuhan Institute of Virology in China 

He claimed the pathogen may have escaped through a 'leak or an accident', adding: 

'Even establishment figures in Beijing have openly dismissed the wet market story.' 

The comments, which were made during a Zoom conference with MPs on China last 

wee,k, come as a team of experts from the World Health Organisation prepare to fly to 

Wuhan to investigate how the pandemic began. 

Critics fear the probe will be a whitewash given China's influence on the WHO. 

'MPs around the world have a moral role to play in exposing the WHO investigation as a 

Potemkin exercise,' Mr Pottinger told the parliamentarians, in reference to the fake 

villages created in the Crimea in the 18th Century, intended to convince the visiting 

Russian Empress Catherine the Great that the region was in good health. 

lain Duncan Smith, the former Tory Party leader who attended the meeting, said Mr 

Pottinger's comments represented a 'stiffening' of the US position on the theory that the 

virus came from a leak at the laboratory. amid reports that the Americans are talking to a 

whistleblower from the Wuhan institute. 

<image002.jpg> 

Mr Pottinger (left) told politicians from around the world that even China's leaders now openly 
admit their previous claims that the virus originated in a Wuhan market are false. 

'I was told the US have an ex-scientist from the laboratory in America at the moment,' he 

said. 'That was what I heard a few weeks ago. 

'I was led to believe this is how they have been able to stiffen up their position on how this 

outbreak originated.' 

He added that Beijing's refusal to allow journalists to visit the laboratory only served to 

increase suspicion that it was 'ground zero' for the pandemic. 

'The truth is there are people who have been in those labs who maintain that this is the 

case,' he said. 
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'We don't know what they have been doing in that laboratory. 

'They may well have been fiddling with bat coronaviruses and looking at them and they 

made a mistake. I've spoken to various people who believe that to be the case.' 

<image003.jpg> 

He claimed the pathogen may have escaped through a 'leak or an accident', adding: 'Even 
establishment figures in Beijing have openly dismissed the wet market story'. Pictured: 
Chinese 

Sam Armstrong, communications director at the Henry Jackson Society foreign policy 

think-tank, said: 'With such a senior and respected intelligence official speaking in support 

of this claim, the time has come for the British Government to seek both answers about 

and compensation for Covid-19.' 

Mr Pottinger, who speaks fluent Mandarin, previously worked as a journalist for Reuters 

and The Wall Street Journal, including seven years as its China correspondent. 

In 2005, he became a US marine and served as a military intelligence officer before being 

asked to join the US National Security Council in 2017, becoming Asia director before 

assuming his current role. 

His older brother, Paul, is a virologist at the University of Washington. 

President Trump last year accused the WHO of being a 'puppet of China' and withdrew 

funding. 

The visit to Wuhan by the WHO team is already mired in controversy after it published 

terms of reference revealing it will not investigate the Wuhan institute - the only 

laboratory in China with the highest international bio-security grading - as a possible 

source of Covid-19. 

The world must investigate all the mounting evidence Covid leaked from a Wuhan 

lab, writes IAN BIRRELL 
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By Ian Birrell for the Mail on Sunday 

It is a year since the wor1d learned of a deadly new respiratory disease stalking the 

central Chinese city of Wuhan. 

Yet we still know little about how and why the virus spread with such devastating 

consequences. 

It can almost certainly be traced to bats. But we do not know how this pathogen - having 

evolved an extraordinary ability to infect, causing such damage to different bodily organs 

- made the jump into human beings. 

At last, a Wor1d Health Organisation investigation is under way into the origins of the 

coronavirus, but it is accused of meekly pandering to China's agenda by recruiting patsy 

scientists and relying on Beijing's dubious data. 

Now there is growing clamour from experts around the wor1d that no stone should be left 

unturned during this inquiry- and that it must include one key element of a hunt which 

has all the hallmarks of a thriller novel. 

<image004.jpg> 

• 

It is a year since the world learned of a deadly new respiratory disease stalking the central 
Chinese city of Wuhan, writes Ian Birrell. Pictured: Chinese virologist Shi Zhengli, who was 
dubbed 'Batwoman', at the Wuhan Institute of Virology 

This centres on a cave filled with bats, a clutch of mysterious deaths, some brilliant 

scientists carrying out futuristic experiments in a secretive laboratory- and a cover-up of 

epic proportions that, if proven, would have huge consequences for the Chinese 

Communist Party and the global practice of science. 

So what, precisely, is this theory on the origins of this pandemic? 

It must be stated clear1y that it is just a theory, albeit one based on crumbs of evidence 

teased out by a few courageous scientists and some online detectives. 

New diseases have emerged throughout human history. Most experts believe Covid to be 

a 'zoonotic' disease that spilled over naturally from animals to humans. 



FL-2022-00076 A-00000572598 "UNCLASSIFIED" [1/31/2024] Page 160 

They think it was most likely 'amplified' by an intermediate species - similar to how 

Chinese people's consumption of civet cats sparked the 2002 Sars epidemic. 

Yet at the same time, Beijing's actions from the outset- covering up the outbreak, 

blaming a wild animal market that it has since admitted wasn't at fault, barring outside 

investigators, burying data and silencing its own experts - have served to fuel suspicions. 

Last week, leaked documents exposed how the Chinese government, under orders from 

President Xi Jinping, is strictly controlling all research into the origins of Covid while 

promoting fringe theories suggesting it came from outside China. 

And it is an uncomfortable coincidence that Wuhan - a city buzzing once again, with busy 

shops, packed restaurants and many people without masks on the streets celebrating 

New Year - is home to the world's top coronavirus research unit as well as ground zero to 

a pandemic from a strange new strain. 

The clues start with an abandoned copper mine in Mojiang, a hilly region in Yunnan, 

southern China, where bats roost in a network of underground caves, cracks and 

crannies. 

Two weeks ago, a BBC reporter was prevented from reaching this remote site after being 

trailed by police for miles along bumpy tracks, then blocked by a lorry and confronted by 

men at roadblocks saying their job was to stop him. 

<image005.jpg> 

• 
Days after three Chinese miners who had been clearing bat droppings inside caves died, 
Zhengli went to investigate 

The previous month, a team of US journalists had also been tailed by plainclothes police 

who barred their access. 

One research team recently managed to take some samples at the mine, but reportedly 

had them confiscated. 

The reason for such secrecy goes back to the end of April 2012 when a 42-year-old man 

clearing bat droppings in these underground caverns turned up at a nearby hospital with 

a bad cough, high fever and struggling to breathe. 
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Within a week, five colleagues had similar symptoms. Three later died, one after doctors 

spent more than 100 days fighting to save his life - yet the two youngest spent less than 

a week in the hospital and survived. Sound familiar? 

We have since learned from a detailed masters thesis, which included medical reports 

and radiological scans, that these miners suffered a viral pneumonia, attributed to Sars

like coronaviruses originating from horseshoe bats. 

One leading US health body pointed out last year that they had 'an illness remarkably 

similar to Covid-19'. 

Little wonder a prominent vaccine scientist told me: This is about as close to a smoking 

gun as exists.' 

Intriguingly, a second thesis three years later also highlighted these cases. 

It was written by a student of Oxford-trained virologist Professor George Gao Fu, who is 

now head of China's Centre for Disease Control and Prevention, which is leading their 

response to the pandemic. 

So the Chinese authorities must have known about the dead miners. 

Yet they quickly tried to blame the wildlife market in Wuhan as Covid's source, until 

challenged by respected studies revealed in this newspaper. 

Following the miners' deaths, Shi Zhengli, a Wuhan-based virologist known as Batwoman 

for her expeditions to gather samples in such caves and a member of the team that 

traced the origin of Sars to bats, went to investigate. 

'The mine shaft stank like hell,' she told Scientific American magazine, explaining how her 

colleagues spent a year discovering new coronaviruses in samples taken from the blood 

and faeces of bats. 

The miners, she claimed, died from a fungal infection. 

<image006.jpg> 
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'The mine shaft stank like hell,' she told Scientific American magazine, explaining how her 
colleagues spent a year discovering new coronaviruses in samples taken from the blood and 
faeces of bats. The miners, she claimed, died from a fungal infection. 

Another expert noted how the miners who died were treated with anti-fungal medications, 

while those surviving were given other drugs. 

'So in addition to the fact that the cases were more Sars-like than fungal-like, this 

treatment story argues against a fungal [cause],' he said. 

'It is very odd that Shi Zhengli would assert these cases were fungal.' 

Prof Shi examined samples in her Wuhan lab, a few miles from the infamous market. 

Studies later found the virus in sewage, but it was not detected in animals. 

The Wuhan Institute of Virology is the first laboratory with the highest global bio-safety 

level in China. 

It specialises in the study of bat-borne viruses and is spearheading China's drive to assert 

itself in bio-technology. 

Leaked diplomatic cables reveal that US officials who visited the lab two years ago 

warned about safety weaknesses and the risks of a new Sars-like epidemic emerging 

from the site. 

The lab's own safety chief also publicly admitted concerns over flawed security systems. 

The institute has carried out experiments on bat coronaviruses since 2015 - including 

research that can increase their virulence by combining snippets from different strains. 

Some viruses were injected into special 'humanised' mice that had been created for use 

in labs with human genes, cells or tissues in their bodies. 

These controversial experiments artificially force the evolution of viruses so as to boost 

our understanding of diseases and their transmissibility. 

They help researchers develop new drugs and vaccines. 

The Wuhan scientists were working with prominent Western experts and supported 

financially by the National Institutes of Health, the most important US funding body-
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although this relationship was ended on safety grounds after being revealed by The Mail 

on Sunday. 

Some scientists argue this type of pathogen research is too risky since it could trigger a 

pandemic from a new disease. 

As a result, there was a moratorium on such work by the US for four years under the 

Obama administration. 

Other critics have warned that the Wuhan Institute was constructing 'chimeric' 

coronaviruses - new hybrid micro-organisms that show no sign of human manipulation. 

Now the big question is whether they took samples from the coronavirus that killed the 

Yunnan miners and, back in their laboratory more than 1,000 miles away, created a new 

virus that somehow leaked out into their own city. 
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Leaked diplomatic cables reveal that US officials who visited the lab two years ago warned 
about safety weaknesses and the risks of a new Sars-like epidemic emerging from the site 

As leading experts have suggested, it would have been a logical step to create chimeric 

viruses by combining properties from different samples. 

Many scientific breakthroughs have emerged from such speculative endeavours. 

One medical professor suggested to me that the miners may have died after being 

exposed to very high doses of coronaviruses while working in deep shafts filled with bats 

and their droppings. 

But the Wuhan scientists then struggled to prove causality in their lab as their samples 

were too weak to infect human cells. 

'This would have stopped them publishing a major finding of a new Sars-like virus 

infecting humans. 

The possibility is they might then have tried modifying the virus to make it better able to 

infect human cells in a bid to establish the missing link.' 
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This is, it must be stressed, unproven speculation. 

And it is understandable why China wants to comprehend as much as possible about bat 

viruses that emerge in their country. 

Yet as experts say, there are many unanswered questions centring on Beijing's 

reluctance to come clean about the miners' cases, viruses and samples held in their labs. 

The Wuhan Institute has even taken key databases offline. 

Key to all this is the enigmatic Batwoman, Prof Shi. First, she published a genetic 

sequence for Sars-Cov-2 - the strain of coronavirus that causes Covid-19 - which, 

despite close analysis of other novel features, ignored its most surprising characteristic. 

This is 'the furin cleavage site', a mutation not found on similar types of coronavirus that 

allows its spike protein to bind so effectively to many human cells. 

<image008.jpg> 

• 

The lab's own safety chief also publicly admitted concerns over flawed security systems 

Then, last January, Prof Shi and two colleagues published a paper in Nature that 

revealed the existence of a virus called RaTG13 that was taken from a horseshoe bat and 

stored on their premises, the biggest repository of bat coronaviruses in Asia. 

This paper, submitted on the same day China admitted to human transmission, caused a 

stir in the scientific wor1d since it revealed the existence of the closest known relative to 

Sars-Cov-2 with more than 96 per cent genetic similarity. 

It under1ined that such diseases occur in nature - yet although closely related, it would 

have taken RaTG13 several decades to evolve in the wild into Sars-Cov-2 and was too 

distant to be manipulated in a laboratory. 

Other experts wondered why there was so little information about this new strain. One 

reason soon became clear: the name had been changed from that of another virus called 

Ra4991 identified in a previous paper- but, unusually, not cited in the Nature piece. 
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This obscured a direct link to the dead miners, which was only confirmed when Nature 

sought publication of an 'addendum' following complaints. 

The Wuhan team also admitted it had eight more Sars viruses from the Yunnan mine that 

have not been disclosed. 

Some scientists say these new details raise many fresh issues - including a 20-point 

critique put on her blog by an Indian microbiologist called Monali Rahalkar. 

Many high-profile experts, however, still dismiss the idea of a lab leak as a conspiracy 

theory. 

Yet David Reiman, one of the wor1d's leading experts in this field, points out that scientists 

could easily have combined a 'furin cleavage site' from one viral ancestor with the 

backbone of Sars-Cov-2 taken from another. 

'Alternatively, the complete Sars-Cov-2 sequence could have been recovered from a bat 

sample and viable virus recreated from a synthetic genome to study it before that virus 

accidentally escaped,' wrote Reiman, professor of microbiology and immunology at 

Stanford University's medical school, in a recent paper. 

The former US government adviser on bio-security told me he raised the issues out of 

frustration with scientists who seemed discomforted by the idea. 

'This perplexing story does not add up - the possibility of a lab accident cannot be 

discounted,' he said. 

There have also been questions over the apparent disappearance of a young woman 

researcher who worked in the laboratory. 

It has been suggested she might have been patient zero of this pandemic, although this 

has been denied by the Chinese authorities. 

Even if the miners' link was eliminated, it would not rule out the possibility of an accident 

causing this pandemic. 

Alina Chan, a molecular biologist at the Broad Institute of MIT and Harvard, said Wuhan 

scientists have shown in publications that they have sampled hundreds of bats and 

people living near bat caves in their search for Sars-related viruses. 
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'Even if the precursor to Sars-Cov-2 was not from these miners or the Mojiang mine, did 

they find other viruses that are very closely related that we do not yet know about?' she 

asked. 

It sounds like the plot from a science-fiction film: an engineered virus leaking from a high

tech lab to cause global chaos. 

Yet there are plenty of precedents, including two researchers infected with Sars in a 

Beijing virology lab in 2004. 

Studies also show accidents with deadly pathogens are common in labs where people 

are working with microscopic viruses. 

Prof Shi admitted she never expected an outbreak in a city so far from the home of the 

bats she studied. 

She said her first thought on hearing coronaviruses might be the culprit was to wonder: 

'Could they have come from our lab?' 

She then frantically rushed back to Wuhan to check her records for any possible 

mishandling of materials - which proves she believed such a leak was a possibility. 

There is also another lab in Wuhan with a lower level of bio-security, 500 yards from the 

animal market. 

A study posted by two Chinese scientists in February on a site for sharing research - then 

pulled two days later- enigmatically claimed 605 bats were kept here, describing how 

some attacked, bled and urinated on a researcher. 

'It is plausible that the virus leaked,' the paper concluded. 

Perhaps this theory will unravel as we find out fresh facts. 

Or scientists will uncover an alternative explanation for the path of Covid-19 from bats to 

humans. 

Equally, it is possible we may never discover the truth about the origins of this virus. 

But at this stage the only certainty is that we all do science - and indeed, investigative 

reporting - a disservice if this idea is discarded without being proper1y disproved and 

devoid of evidence. 
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We owe this to a world dislocated so terribly by this pandemic. 

Charles Tyrwhitt is scaling back shirt-making in China after customers complained 

about the government in Beijing 

By Harriet Dennys, City Correspondent for the Mail on Sunday 

British shirt-maker Charles Tyrwhitt is scaling back manufacturing in China after 

customers said they no longer wanted to buy products from the country. 

Founder Nick Wheeler told The Mail on Sunday: 'We are reacting to what the customer 

wants. 

'A lot of customers are telling us they don't want us to make shirts in China. They don't 

like the Chinese government.' 

As well as reducing the number of garments made in China, the company is ending 

contracts with cotton suppliers in Xinjiang province from July. 

Mr Wheeler also cited wider human rights issues for the move, saying: 'There are areas 

of Chinese manufacturing using forced labour. .. it's so far removed from anything we 

would ever do.' 
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British shirt-maker Charles Tyrwhitt is scaling back manufacturing in China after customers 
said they no longer wanted to buy products from the country. Founder Nick Wheeler told The 
Mail on Sunday: 'We are reacting to what the customer wants' 

Charles Tyrwhitt is just one of dozens of multinationals scaling back manufacturing in 

China due to such concerns, coupled with steep tariffs on Chinese goods imported to the 

US. 

A study by Swiss bank UBS last year found three in four US firms with factories in China 

are either moving or considering moving their operations to other countries, such as 

Vietnam. 
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They include Nike and Apple, which could shift almost a third of its iPhone production out 

of China. 

Relations between China and Australia are also deteriorating. Beijing has slapped tariffs 

on barley and wine and is disrupting imports of many other Australian goods. 

Charles Tyrwhitt makes all of its shirts overseas - it has factories in Vietnam, India, 

Malaysia, Italy, Portugal and Eastern Europe. 

In the UK, the company makes shoes in Northampton, ties in Essex and suit fabric in 

Yorkshire. 

Mr Wheeler said customers have asked him to make shirts in the UK, but he said higher 

manufacturing costs would mean he would have to more than quadruple prices, charging 

about £140 a shirt. 

DAVID R. STILWELL 

Assistant Secretary, Ea st Asia Pacific 

I (b)(6) I 
Sender: "Stilwell, David R" I (b)(6) @state.gov> 

Recipient: Feith, David j (b)(6) @state.gov> 
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From: ,___ ____ (=b~)(~6~) ___ ~®state.gov> 

To: DiNanno, Thomas GI (b)(6) @state.gov> 

Subject: FW: For Review: Draft Article 5 re China BWC compliance 

Date: Fri, 20 Nov 2020 23:10:27 +0000 

(b )(5) 

8E?i/9tTIYE Be:l'f rn,e:ur991Fl£B 

From~ (b)(6) @state.gov> 
Sent: Friday, November 20, 2020 3:43 PM 

(b )(6) 
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To: I (b)(6) @state.gov>; DiNanno, Thomas GI (h)C6) @state.gov> 
Cc: [ ( b )( 6) @state.gov>; b 6 state .gov> ;I ( h) (6) 

I (b)(6) @state.gov>; b 6 state.gov>;,.__ __ ..................... __ ____,@state.gov> 
Subject: Re: For Review: Draft Article 5 re China BWC compliance 

Hi all -I (b)(5) 

(b )(5) 

(b )(5) I Best -I (b )(6) I 

From:I (b)(6) l@state.gov> 
Sent: Friday, November 20, 2020 2:43 PM 
To: DiNanno, Thomas GI (b)(6) @state.gov> 
Cc: (b)(6) (b)(6) 

(b)(6) state. ov>; state. ov>; state. ov>; 
(h)(R) @state.gov> 

Subject: Re: For Review: Draft Article 5 re China BWC compliance 

AA/5 DiNanno-

Resending per our separate email just now.I (b)(5) 

(b )(5) 

Happy to discuss further. 

Thanks, 

I (b )(6) 
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S£H91TiVE Bl!!!T 1.>91'JCl:,:Miisll;:illiQ 

From! (b)(6) 
Sent: Friday, October 30, 2020 5:02 PM 
To: DiNanno, Thomas GI (b)(6) @)state.gov> 

Cc: b 6 
b 6 kpstate.gov>; state. ov>; 

state. ov> 
Subject: For Review: Draft Article 5 re China BWC compliance 

AA/S DiNanno-

(b)(5) 

Welcome your review and happy to answer any questions. 

Thanks, 

I (b )(6) 

From:I (b)(6) 
Sent: Friday, May 29, 2020 1:48 PM 
To: AVC-CBW-DL <AVC-CBW-DL2@state.gov> 

Cc:I (b )(6) ~ state.gov> 
Subject: DARs re Chinese CBMs and C-19 RFI 

(U//FOUO) U da,te on Chinese BWC CBMs re COVID-19: CBW 
(b)(5) 
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(b)(5) 

El'EHCJPPIY'E ftU'f Ul(e1Ut3:'.llfl£0 

El'EHCJPPIY'E ftU'f Ul(e1Ut3:'.llfl£0 

SEl'lSfTJl.fE Qe!T TiJlfC@ o,SSIFIEQ 

Sender: I (b)(6) fe,state.gov> 
Recipient: ~D_i_N-an_n_o_, T-h-o~m-a~,-Grl...,(""b")(76'")...,-@state.gov> 
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From: "Park, Christopher J" j (b)(6) l@state.gov> 

I £bV6) @dni.gov>; 
(h )(fi) state. ov>; 

(b)(6) @state.gov>; 
To: 

(b )(6) state.gov> 

Subject: FW: Flagging: Chris Ford Blog on the lab-leak Inquiry 

Date: Thu, 10 Jun 202116:11:53 +0000 

Fromj (b)(6) @state.gov> 
Sent: Thursday, June 10, 202112:05 PM 
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To: Park, Christopher JI (b)(6) k§)state.gov>; ISN-CPA-DL <ISN-CPA-Ol@state.gov> 
Subject: FW: Flagging: Chris Ford Blog on the Lab-Leak Inquiry 

From I (b)(6) kw state.gov> 
Sent: Thursday, June 10, 202112:04 PM 

To:1 (b)(6) @state.gov> 
Cc: T _SpecAssts <T _SpecAssts@state.gov>; ~I ----{-b-){_6_)---~l@state.gov> 

Subject: Flagging: Chris Ford Blog on the Lab-Leak Inquiry 

Flagging this blog post by Chris Ford, which was posted two hours ago. 

The ''Lab-leak'' inquiry at the 
State Department: 

Christopher Ashlev Ford 

2 hours ago· 20 min read 

An Open Letter by former Assistant Secretary 

Christopher Ford 



FL-2022-00076 A-00000567088 "U NC LASS I Fl ED" [1/31/2024] Page 173 

(June 10, 2021) 

In both journalism and policymaking - if not always in politics, or 

in the sordid world of score-settling by unemployed, second-rate 

apparatchiks - facts matter, and intellectual integrity matters. In 

light of the remarkable quantity of errant nonsense that has been 

written in the last couple of weeks about squabbles inside the U.S. 

State Department about how to look into the origins of SARS-Co V-

2 in the closing weeks of the Trump Administration, I hope this 

open letter will help set the record straight for those who still care 

about things such as facts. 

I write this because, to put it bluntly, I'm tired of being the butt of 

stupid and paranoid conspiracy theories being promulgated by 

those who know better. I recognize that some of these conspiracy 

narratives are, for any thoughtful person, self-refuting even on 

their face. (As someone who has been warning the policy 

community since at least 2007 about threats to the United States 

and the democratic world from the Chinese Communist Party's 

geopolitical ambitions - including in two scholarly books and 

scores of articles and speeches, including in official capacity at the 

State Department- have I been "protecting" the Chinese 

Communist Party from accountability? Good grief.) 

Nevertheless, I've been around politics long enough to know that 

an imbecility that slots into a convenient narrative beats an 

awkward fact any day, and manic performative outrage is much 
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more fun than sober analysis. So perhaps offering clarity here 

won't change a thing. Yet I'm still going to try. 

I'm also going to try to do something unorthodox here. Rather 

than using this letter as an opportunity to invent and loudly 

dispense my own post hoc version of what happened - a 

dishonest revisionism-of-convenience that is in abundant supply, 

but that I will leave to others - I will try to offer you only specific 

claims that are supported by contemporaneous documents that 

enterprising journalists at Fox News and Vanity Fair have recently 

put into the public record. 

Part One: A Clear Documentary Record 

In particular, since the question at hand is my own particular role 

and position in connection with investigating the origins of the 

COVID-19 virus, I will refer to three unclassified documents that I 

myself wrote and sent to others at the State Department in early 

January 2021. (For the record, I did not retain these documents 

when I left the Department. Thankfully, however - at least for me 

- some of the lies being told on these topics have apparently 

caused offense among those who know what really happened and 

clearly did retain the documents.) I'm happy to see them in the 

public record, because they make very clear exactly what I was 

doing at the time, and why. 

The documents are as follows: 
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1. An e-mail I sent to Tom DiNanno and David Asher on January 

4, 2021, which can be found here thanks to Fox News; 

2. An e-mail exchange between me and DiNanno on January 5-6, 

which can be found here thanks to Fox News; and 

3. A message I sent to a number of senior State Department 

officials on January 8, which can be found here thanks to Vanity 

Fair. 

Part Two: Pushing for an Honest and Defensible Lab
Leak Inquiry 

So let me begin with a critical point. As detailed in these 

documents, the squabbling at the State Department was about 

trying to ensure that we got our facts straight before going public 

with dramatic steps such as having Secretary Pompeo announce 

that it was "statistically" impossible for SARS-CoV-2 to be 

anything other than the product of Chinese government 

manipulation, sending "demarches" to foreign governments with 

this theory, or writing up China for having violated the Biological 

Weapons Convention (BWC) in connection with COVID-19. 

The dispute had nothing whatsoever to do with trying to quash 

investigation into the origins of the virus, and everything to do 

with trying to ensure the honesty and intellectual integrity of that 

investigation precisely because it was vital for us to get the bottom 
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of the question of COVID "origins," including the possibility that it 

came from the Wuhan Institute of Virology (WIV). I 

strongly supported looking into the "lab-leak" hypothesis, which 

clearly is a real possibility. 

But I'm not just saying this now. I said it at the time, too. A lot. 

Let's look at the documents, starting with my January 4 e-mail to 

DiNanno and Asher. In that message, I highlight that the Arms 

Control, Verification and Compliance (AVC) Bureau's scientific 

"allegations about WIV and Chinese BW work allegedly being the 

source" of SARS-CoV-2 were "important" and "worrying," and that 

these significant claims needed to be evaluated by real scientific 

experts. 

(Yes, I admit that I called the virus the "WuFlu." At a time before 

the World Health Organization had come up with "non

stigmatizing" designators such as "Alpha," and people talked freely 

about things like the "UK variant" or "South African variant," it 

didn't seem unfair to tag the original virus as having indeed come 

from Wuhan. I'm afraid at another point I called it the "KungFlu," 

too. None of this sounds as clever to me in retrospect as I fear it 

did at the time. But please remember that these were internal e

mails, not intended to see the light of day. Had I written these 

messages with an eye to public release, I would not have been so 

glib. Mea culpa.) 
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Anyway, in my e-mail, I reminded DiNanno and Asher that I had 

directed them, a month or so earlier, to establish an "expert 

vetting group or process" that would involve real scientists and 

intelligence experts in assessing the strength of AVC's claims. But 

why, I asked them, had there been no progress in subjecting their 

assertions to peer review? And why were they running around the 

interagency spreading these allegations before we knew whether 

these claims could pass muster with objective, third-party 

scientists? 

As I stated in that January 4 message, I wanted to "demand[] 

more transparency from the PRC here, especially in light of their 

appalling early cover-up of COVID-19 during the early weeks when 

honesty and resolute action could have made such a colossal 

difference in heading off millions of deaths and untold suffering, 

and in light of their grotesque history of such cover-ups." 

"An investigation of [COVID] origins is very important," I 

reiterated, "and I'm delighted to press their feet to the fire for the 

honesty and clarity they've so far refused to provide." 

In the January 4 message, however, I also stressed how important 

it was that we get our facts straight before going public, as the U.S. 

Government, with the accusation that the Chinese government 

created the virus: 
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"[W]e need to make sure what we say is solid and passes muster 

from real experts before we risk embarrassing and discrediting 

ourselves in public .... As I have repeatedly said, if it turns out that 

your conclusions are right, I'll happily be first in line to scream 

from the rooftops about them, for it would be a colossal outrage. 

And you may well be right. But I want to be confident about where 

the facts really lie .... These issues are surpassingly important and 

we need to get to the bottom of them - but rigorously, defensibly, 

and truly." 

Hence my annoyance, expressed in that message, that DiN anno 

had been dragging his feet over my direction to "arrang[e] expert

level bioscience and intelligence vetting of David [Asher's] work." I 

warned DiNanno that such dithering looked bad: "Please don't 

continue to feed the impression that A VC is afraid of peer review." 

And I insisted that he tell me when they actually planned to get 

those allegations vetted by real scientists. It's all there in thee

mail. 

The next day, January 5, when I still hadn't heard back from 

DiNanno about how they would ensure that their scientific 

assertions got evaluated by actual scientists, I e-mailed him again. 

(This was the message at the bottom of the January _5-6 e-mail 

string Fox News published.) I'll admit I was grumpy, but I think I 

was also pretty clear about my focus on ensuring that we got our 

facts straight on this critical issue of COVID origins: 
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"It is ... becoming embarrassing - and, if I may say so, more than 

a little worrisome - that AVC seems still to be ducking an expert

level engagement to evaluate its own WIVallegations, even while 

it has continued, over the last month or so, to brief its claims to 

non-experts across the interagency." 

DiNanno responded to my January 5 message with platitudes 

about how all they were doing was "investigating potential arms 

control violations." (This is the middle message in the January .5-6 

string.) "That Is [sic] exactly what we have done," he declared, 

"and will continue to do." 

Let's pause here for a moment. If you're paying attention, you'll 

have noticed that with this comment about "investigating potential 

arms control violations," DiNanno signaled thatAVC regarded 

itself as focusing not so much upon the origins of SARS-CoV-

2, per se, as more specifically upon China allegedly having 

violated the Biological Weapons Convention by creating the 

virus. They seemed to believe that COVID-19 was a biological 

weapons (BW) effort gone awry - or perhaps even a BW 

agent deliberatelyunleashed upon the world after Beijing had 

secretly vaccinated its population, as Asher has rather remarkably 

suggested in public now that the State Department has terminated 

his consultancy contract. (You can see him in all his sober, 

cautious, and methodical glory on YouTube.) In this context, I 

suppose it was hardly surprising - as I memorialized in my 

January 4 e-mail to DiNanno - that in the December briefing 
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when A VC first pitched me on their WIV-origins theory, Asher at 

one point suggested that SARS-Co V-2 might be a "genetically 

selective agent" (GSA) that China was using to target us, as 

evidenced, he said, by the fact that Sub-Saharan Africa wasn't 

reporting many COVID cases while the United States was. (Surely 

you don't need me to spell out how that notion was both 

analytically unsupportable on its face and contained deeply 

offensive implications, do you? I'll leave you to work this out on 

your own, but, uh, wow.) 

Fortunately, however, DiNanno also informed me in his January .5 

response thatAVC had now indeed set up a panel of experts to 

discuss the scientific claims, which would occur on Thursday 

evening, January 7. (Finally! As noted in my January 4 e-mail, I'd 

been demanding expert vetting of AVC's "statistical" argument 

since they first came to me with this issue in my office in 

December.) 

As this panel approached, however, I wrote DiNanno again - on 

January 6 - to emphasize how important it was that we get real 

scientists to vet AVC's allegations before we surfaced such 

dramatic claims in public: 

"As I indicated before, having something that sounds scientific to 

say when making assertions to laymen is not the same thing as 

being correct. I do not have the scientific expertise to critique 

David's claims. Nor do you. Nor, in fact, does he have actual 
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technical training in the first place. That doesn't necessarily mean 

he's wrong, of course, but it does have implications for how to deal 

with the complex and controversial claims you guys are making 

about weedy bioscience .... If you're right, you should be willing to 

prove it, and to confront experts who - unlike all of the people 

involved in building and making this argument for you - actually 

have training in the scientific field about which you make 

assertions. I really don't know how I could possibly have been 

more clear about this over the course of the last month. Your 

allegations are dramatic, and potentially very significant indeed, 

but it's for precisely that reason that they need to be tested and 

evaluated carefully .... Your claims need to be assessed by real 

experts - not just waved around as bullet points on slide decks in 

front of non-scientists who are then dared to prove you wrong." 

It was particularly important to get real expert-level assessment of 

the scientific assertions AVC was making about laboratory origin 

because the AVC investigation appeared to have 

carefully bypassed State Department experts - both in my own 

bureau and in AVC itself, each of which has a whole office devoted 

to such questions - and the U.S. Intelligence Community. As I 

recounted in my January 8 message, "AVC ha[s] apparently been 

briefing this argument inside the Department and [to] some 

interagency partners for some weeks, apparently on instructions 

from a staffer at S/P [the Department's Office of Policy Planning] 

who told them they should not inform me or others of this work, 

nor involve the Intelligence Community." 
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(A footnote, but perhaps a significant one: That last bit about 

cutting real experts out of the loop came to me directly from Tom 

DiNanno. When I asked him why AVC had been doing all this 

without telling the senior official to whom they reported - that is, 

me - he told me sheepishly that he had been instructed to do 

things this way by Miles Yu, an S/P staffer at the time. According 

to DiNanno, Yu had represented that these specific instructions 

came from the Secretary. DiNanno, then in charge of the 

verification bureau, gave no sign of ever actually having verified 

that this was true, however. He appeared to have accepted Yu's 

representations at face value - in effect, a de facto Assistant 

Secretary of State taking marching orders from a lower-ranking 

staffer in another bureau, sight unseen. It would be interesting, 

now, to find out whether: (1) Secretary Pompeo really directed 

thatAVC's lab-leak inquiry avoid engaging Departmental BW 

experts and U.S. intelligence officials, and that it do its work 

essentially in secret, without telling the official performing the 

duties of the Under Secretary for Arms Control and International 

Security; (2) Yu was, at least in this respect, dishonestly 

freelancing; or (3) DiNanno was just lying to me about his 

conversation with Yu. Perhaps a good journalist can go figure this 

out.) 

Part Three: The Scientific Panel 

Anyway, at least a first chance for scientific vetting came on 

January 7, when the panel of experts picked by theAVC Bureau 
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had a chance to discuss the "statistical" proof that AVC had been 

relying upon in its assertions to me and others that the SARS-CoV-

2 virus had to have been the product of Chinese government 

manipulation. 

Unfortunately, as I memorialized the next day (January 8), despite 

my urging - in the last three paragraphs of my January 6 e-

mail - that the other members of the panel "have ... the benefit of 

actually being able to read the paper beforehand," AVC had not 

shared the document ahead of time. As I observed on January 8, 

"A VC did not provide us with the actual paper before yesterday's 

discussion, so most other participants had not had the chance to 

study it in detail." 

Even so, it did not take the other panelists long to point out some 

key flaws in the "statistical" argument, which had been presented 

orally to the panel by the scientist upon whom A VC had apparently 

most relied in developing that line of argument. (His name is 

widely known, but I opted not to single him out in my message to 

Departmental colleagues. I felt that scientists should have some 

freedom to figure out the science amongst themselves; my concern 

was with what the U.S. Government would assert after they did. 

Rather than drag him personally into the fray, therefore, my 

memo reflected the fact that this man's claims had effectively 

become A VC's argument as the bureau promoted them in the 

in teragency.) 
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I'll spare you the blow-by-blow of criticisms made by other 

panelists about the "statistical" case AVC had been making at least 

since the first briefing they gave me in my office in December, 

though you can read the salient details in the January 8 message I 

sent to a number of my senior State Department colleagues the 

next day. (My message focused on the statistical argument, given 

the prominence it had enjoyed in AVC's briefings; I did not 

purport to summarize the panel's discussion of all questions 

discussed.) As you'll see if you care to read my several-page 

account on January 8, the assertions AVC had been making 

seemed to have major problems. At the least, those assertions 

were clearly not yet ready to be the official position of the U.S. 

Department of State - which is why I sent that January 8 message 

warning my colleagues to be careful about running with that 

particular "statistical" claim. 

I also now know, thanks to Vanity Fair, that DiNanno responded 

to my January 8 memo with one of his own a day or two later, 

after I had left the Department. The reader can find it online, so I 

won't walk through it here. In light of what you now know from 

documentary evidence about my actual positions at the time, 

however, you'll easily be able to see what a pack of distortions and 

falsehoods DiNanno's memo actually was. You might want to lay 

our two documents side by side and read them carefully in light of 

the information you now have. I suspect it will be pretty clear that 

his memo was a dishonest mess of baseless attacks on me - an 

angry screed addressed to readers whom DiN anno knew did not 
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have the benefit of knowing what I'd actually been saying to him 

for the last month, and which he sent to his readers at a time when 

he knew I had resigned from the Department and would have no 

chance to defend myself and correct the record. (Thankfully, 

however, our bosses were intelligent folks. One can probably infer 

how seriously our superiors took DiNanno's memo by the fact that 

they apparently acted on my note of caution about AVC's scientific 

claims rather than on DiNanno's shrill and convoluted attempt to 

defend those assertions and paint me as the villain. More on that 

below.) 

For purposes of this open letter, I'll leave the issues of science to 

any of you who are scientists. As I told DiNanno in my January 4 

message, "I do not have the scientific expertise to critique David's 

claims. Nor do you. Nor, in fact, does he have actual technical 

training in the first place." That is precisely why I insisted that 

AVC set up a panel of experts, and why - after they finally got 

around to arranging this peer review on January 7 - it was 

my duty to convey to my colleagues some of the concerns raised by 

the experts AVC had put on the panel. It may in the end turn out 

that science does prove that SARS-CoV-2 was the result of human 

intervention at WIV. But it would have been grievously 

irresponsible for us to adopt that theory publicly until it 

was much more able to stand on its own two feet that the January 

7 panel discussion showed it to be at the time. 

Part Four: Putting Absurd Accusations to Rest 
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Some of my former colleagues are now - perhaps, one imagines, 

out of embarrassment over all of the events described above -

asserting that I tried to prevent inquiry into the lab-leak 

hypothesis and to shut down any investigation of the question. 

(Thanks to Tucker Carlson making this claim at least twice on the 

air, by the way, I've now gotten vicious and deranged hate mail. 

Here's, for instance, what I received on June 3 after Carlson first 

mentioned me on his show: "Fuck you dickbag globalist shill. 

Why the fuck did you shut down the lab leak theory? Go lick some 

China communist boots." This person helpfully signed this 

missive cantcuckthetuck@gmail.com. Thanks for introducing me 

to new friends, Tucker.) 

Yet no serious person who is actually aware of my interactions 

with AVC could possibly think I wanted to prevent inquiry into the 

laboratory hypothesis, as you will already have seen from my e

mails of January 4and January _5-6, from which I've quoted 

extensively here. (You can even read them online yourself, in their 

entirety.) You can also see that I was always crystal clear about the 

importance of getting to the truth by fully investigating the 

laboratory-leak question, making clear that "if it turns out that 

[AVC's] conclusions are right," I would myself "happily be first in 

line to scream from the rooftops about them." 

Additional proof of my commitment to looking into WIV - and 

indeed my focus upon protecting efforts to investigate the 

laboratory-leak question from the discredit and ridicule that might 
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have smothered it in its crib if we had foolishly hitched Secretary 

Pompeo, the Department of State, and the Administration to 

easily-debunkable junk science - can be found in my January 8 

message itself. There, I made the point yet again: 

"If well-founded, AVC's findings would be extremely significant .... 

All participants [in the January 7 panel] seemed ... to agree that 

China should be pressed for answers about such things as the 

nature of any work done at WIV on novel coronaviruses, whether 

any safety incidents occurred, what data is in WIV's sequencing 

database (which was mysteriously taken oftline early in the 

pandemic), and when exactly the PRC realized (despite its early 

representations) that SARS-Co V-2 was only in its 'wet market' 

environmental samples - and not in its live animal samples -

leading them to conclude that the market was not the source of the 

outbreak. These sorts of questions should indeed provide us with 

lots of grist for pressing China for answers and highlighting its 

non-transparency and history of failing to report (or even covering 

up) critical information." 

You'll also see from my January 8 message that I specifically 

directed "A VC and ISN [ the International Security and 

Nonproliferation Bureau] to collaborate on drawing up a list of 

questions and points that could be useful in this regard" in 

pressing Beijing for answers. So were these the actions of a 

"dickbag globalist shill" who "lick[s] ... China communist boots"? 

Or of a serious steward of the honesty and intellectual integrity of 
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U.S. State Department policymaking dedicated to ensuring we got 

our facts straight and pushing back against recklessness that 

would make it harder to have the lab-leak issue taken seriously? 

The reader can make up his or her own mind. 

Part Five: A Net Assessment 

So where does that leave us now? 

Well, if you want to understand what I was trying to do during in 

this period of bickering inside the State Department, you now have 

my own words from internal contemporaneous records. Simply 

put, I felt it would be essentially insane to go public with AVC's 

scientific assertions - such as, as DiNanno and Asher had urged, 

making public statements, demarching foreign governments 

(including China), and finding China in violation of the Biological 

Weapons Convention over this coronavirus - before getting those 

scientific assertions vetted by objective, third-party scientists. 

Let me be completely clear: From where I was sitting at the time, 

in the chair of the Under Secretary of State for Arms Control and 

International Security, I never saw any evidence of any effort at 

the State Department to prevent inquiry into the lab-leak idea. To 

the contrary - as you can now see proven by documents in the 

public record - I supported looking into the lab-leak hypothesis. I 

cared so much about getting to the truth about WIV, in fact, that I 

insisted that we do the work in a way that could stand up to 
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scrutiny. (If you're serious about something being done, you have 

an obligation to ensure it's done right. Wanting less than that just 

makes you a hack.) And I am aware of no one anywhere in the 

Department who thought that the laboratory hypothesis should be 

ignored or ruled out. 

So there was no conspiracy to quash inquiry into the lab-leak 

question, at least not at the State Department. But there was a 

demand for intellectual rigor and analytically defensible 

conclusions in doing that important inquiry. For making that 

demand, however, I make no apologies. I was doing my duty. 

What happened after that? Well, one might infer that my State 

Department superiors in fact agreed with the account in 

my January 8 message of the weaknesses that AVC's expert panel 

had pointed out in the supposed "statistical" proof that SARS-

Co V-2 had to be the result of human inteivention. Neither 

Secretary Pompeo nor any other seiving U.S. official, after all, 

adopted and voiced the scientific assertions about WIV origin that 

A VC had previously been briefing to interagency stakeholders. 

Instead, Secretary Pompeo issued a "Fact Sheet" on January 

15 that accurately recounted downgraded intelligence 

reporting we had received that seemed relevant to the question of 

whether COVID-19 had originated at the laboratory. 

My superiors at the Department were not shy people, and I have 

no doubt that had they felt A VC' s scientific assertions could pass 
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muster with real scientists, they absolutely would have made this 

case in public, and loudly. They chose not to do so, however. I 

suspect that we should read into this their quiet endorsement of 

my conclusion that AVC's scientific case wasn't ready for prime 

time. (Perhaps someone can ask my former bosses what precisely 

they thought of the merit of AVC's "statistical" argument about 

genomic variation, and why - if it was indeed good science - they 

seem to have dropped those assertions. I can tell you only one 

thing about this with certainty: not pursuing AVC's "scientific" 

argument after the January 7 panel meeting wasn't my decision. 

By the end of the day on January 8, after sending my message of 

caution, I had left the Department. It would be interesting to know 

what discussions happened thereafter.) 

But I do think that what happened next is important. Instead of 

focusing on purported "scientific proofs" of laboratory origin, 

public discussion of the COVID-origins issue thereafter shifted to 

the questions and suspicions that had been raised about WIV by 

our intelligence information, as outlined in Secretary Pompeo's 

"Fact Sheet." This was, in my view, much the better way to go. 

Before leaving the Department, in fact, I had myself reviewed and 

cleared an early draft of that "Fact Sheet" as the downgraded 

information started to go around for interagency clearance, and I 

was glad to see it later emerge publicly on January 15. Tellingly, 

the Biden Administration has not questioned that information, 

and a robust debate is now underway about possible laboratory 

ong1n. 
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But let me be frank. Anyone who cares about ensuring that the lab

leak hypothesis is taken seriously should probably 

be thanking me, rather than vilifying me. I suspect that my push 

for scientific vetting of AVC's assertions actually helped save the 

lab-leak hypothesis from being preemptively discredited. The fact 

that we finally now have a credible public debate on the question 

owes much to the fact that pursuing these issues wasn't tainted by 

the State Department signing the U.S. Government's name to 

scientific assertions that we already knew hadn't stood up well to 

scrutiny. 

I've been around the arms control and international security 

business for quite a while now, including spending 2003-06 as 

Principal Deputy Assistant Secretary in what is now the AVC 

Bureau. As I told someone the other day - an old and dear friend 

and former colleague who has now started demonizing me on the 

basis of the lies being spread about these issues - honesty, 

accuracy, and intellectual integrity are the strongest weapons that 

an arms control verifier has. These things need to be safeguarded 

carefully, for they are priceless. They are what separates the truth

teller from the ideological crank. 

I am heartsick at the ugliness of the campaign against me in the 

press today, but I remain proud of my role in insisting upon 

fidelity to these values at a time when some officials seemed to be 

slipping. I dearly hope that we can all now put fratricidal 
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distractions aside and get back to the real task: figuring out what 

the hell happened in Wuhan. 

Part Seven: Conclusion 

The actual details of all this State Department infighting are, I'll 

admit, somewhat boring. They certainly don't map satisfyingly 

onto a moralistic narrative of redoubtable heroes fighting for right 

against malevolent cabals and institutional corruption. Nor are 

they well suited for spinning up rants of performative outrage by 

the occasional pundit disinclined to let little things like "truth" get 

in the way of the good Nielsen ratings that come from spinning a 

sexy narrative of deceit and conspiracy. 

Nevertheless, these demonstrable facts about the positions I took 

at the time are clear in the record. If that's not important to you, 

you're reading the wrong letter, and I apologize for wasting your 

time. 

If you've read this far, however, my guess is that facts are indeed 

important to you. So thanks for listening. 

Dr. Ford served until January 8, 2021, as Assistant Secretary of 

State for International Security and Nonproliferation, andfor the 

last 15 months of that period also performed the duties of the 
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Under Secretary of State for Arms Control and International 

Security. Prior to that service at the State Department, he ran the 

Weapons of Mass Destruction and Counterproliferation 

Directorate at the U.S. National Security Council staff A 

graduate of Harvard, Oxford University as a Rhodes Scholar, 

and the Yale Law School, Dr. Ford has been a think tank scholar, 

U.S. Navy intelligence officer, a staff member on.five different 

U.S. Senate Committees, and a senior American diplomat. He is 

the author of two books on Chinese foreign relations and scores 

of articles on international security topics, and his personal 

website may be found at https: If newparadigm~forum.com. 

(b)(6) 
Public Affairs Advisor 
Office of the Undersecretary for Arms Control and International Security 
U.S. De artment of State 
Phone (b)(6) Mobile:! 

(b)(6) t"r;state. ov ~---~ 
(b )(6) 

Sender: "Park, Christopher J" j (b)(6) @state.gov> 

b 6 
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From: "Ford, Christopher A" I (h)(6) lrustate.gov> 

To: Park, Christopher J (T) I (b)(6) rwstate.gov> 

Subject: FW: Federal Grants and Contracts Awarded to EcoHealth Alliance 

Date: Mon, 4 Jan 202117:48:19 +0000 

More here 

From~ (h)(6) @state.gov> 
Sent: Thursday, December 17, 2020 6:53 PM 
To: Ford, Christopher~ (b)(6) ijlstate.gov> 
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Cc: Kang, Eliot l(b)(6)l@state.gov>; DiNanno, Thomas GI (b)(6) !wstate.gov>; I (b)(6) 
I{b){6)@state.gov> ~---~ 

Subject: Fw: Federal Grants and Contracts Awarded to EcoHealth Alliance 

If you want a glance at how much USG money was going to support PRC gain of function 

research via the "Eco Health alliance," see attached. 

EcoHealth Alliance 
Orchestrated Key Scientists' 
Statement on ''natural 
origin" of SARS-CoV-2 
Google BookmarkFacebookMore13 

by Sainath Suryanarayanan of U.S. Right to Know 
Emails obtained by U.S. Right to Know show that a statement in the Lancer authored by 27 
prominent public health scientists condemning "conspiracy theories suggesting that COVID-19 
does not have a natural origin" was organized by employees of EcoHealth Alliance, a non-profit 
group that has received millions of dollars of U.S. taxpayer funding to !.';enetically 
manipulate corona viruses with scientists at the \Vuhan Institute of Virology. 
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Peter Daszak of the Ecohealth Alliance 
The emails obtained via public records requests show that EcoHealth Alliance President Peter 
Daszak drafted the Lancet statement, and that he intended it to "not be identifiable as coming 
from any one organization or person" but rather to be seen as "simply a letter from leading 
scientists". Daszak wrote that he wanted "to avoid the t:1ppearnnce of ,:1 politict:1! statement''. 
The scientists' letter appeared in The Lancet on February 18, just one week after the World 
Health Organization announced that the disease caused by the novel coronavirus would be 
named COVID-19. 
The 2 7 authors "strongly condemn[ ed] conspiracy theories suggesting that COVID-19 does not 
have a natural origin," and reported that scientists from multiple countries "overwhelmingly 
conclude that this coronavirus originated in wildlife." The letter included no scientific references 
to refute a lab-origin theory of the virus. One scientist, Linda Saif, asked via email whether it 
would be useful "to add just one or 2 statements in support of whv nCOV is not a lab generated 
virus and is naturally occuring? Seems critical to scientificallv refute such claims!" Daszak 
responded, "I think we should probably stick to a broad statement." 
Growing calls to investigate the Wuhan Institute of Virology <1s a potential source of SARS
CoV-2 have led to increased scrutiny of EcoHealth Alliance. The emails show how members of 
EcoHealth Alliance played an early role in framing questions about possible lab origin of SARS
Co V-2 as "crackpot theories that need to be addressed," as Daszak told The Guardian. 
Although the phrase "EcoHealth Alliance" appeared only once in The Lancet statement, in 
association with co-author Daszak, several other co-authors also have direct ties to the group that 
were not disclosed as conflicts of interest. Rita Colwell and James Hughes are members of the 
Board of Directors of EcoHealth Alliance, Wi lliam Karesh is the group's Executive Vice 
President for Health and Policy, and Hume Field is Science and Policy Advisor. 
The statement's authors also claimed that the "rapid, open, and transparent sharing of data on 
this outbreak is now being threatened by rumours and misinformation around its origins." Today, 
however, little is known about the origins of SARS-CoV-2, and investigations into its origins 
by the World Health Organization and The Lancet COVID-19 commission have been shrouded 
in secrecy and mired by conflicts of interests. 
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Peter Daszak. Rita Colwell. and The Lancet Editor Richard Horton did not provide comments in 
response to our requests for this story. 
This article is reprinted from the website of US Right to Know. 
For more information: 
A link to the entire batch of Eco Health Alliance emails can be found here: EcoHea)th Alliance 
emails: Universitv of Marvland (466 pages) 

From:I (b)(6) l@state.gov> 
Sent: Thursday, December 17, 2020 7:40 AM 

To: DiNanno, Thomas GI (b)(6) @state.gov>:I (b)(6) @state.gov>;I (b)(6) 
I (b)(6) @state.gov> 
Cc: I (b)(6) @state.gov>;I (b)(6) @state.gov>; Feith, David 

I (b)(6) @state.gov> 
Subject: Federal Grants and Contracts Awarded to EcoHealth Alliance 

Attached is a formatted listing of federal grant and contract data for EcoHealth Alliance, sorted by 
agency and period of performance start. DoD awards records are highlighted. 

Note: 

• All but one of the DoD grants to Eco Health Alliance grants were for "SCIENTIFIC RESEARCH -
COMBATING WEAPONS OF MASS DESTRUCTION". Most grants were awarded by DTRA. 

• All of the DoD contracts for EcoHealth Alliance were awarded by DTRA. 

• The latest $4.9M DoD contract for Eco Health Alliance was terminated for cause in June. 

Complete raw data CSV files also available. Source: 

https://www.usaspending.gov/keyword sea rch/%22ecohea lth%20al Ii ance%22 

I (b)~6) I 
Bureau of rms Control, Verification and Compliance 
US Department of State 

I I 

Sender: "Ford, Christopher A" I (b)(6) @state.gov> 

Recipient: Park, Christopher J (T) I (b)(6) @state.gov> 
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From: (b)(6) @state.gov> 

To: Park, Christopher JI (b)(6) l@state.gov> 

Subject: Fw: Draft for JMM 

Date: Thu, 3 Jun 202118:17:34 +0000 

[1/31/2024] Page 197 

~ __ (_b_)(_6_) _~I has shared One Drive for Business files with you. To view them, click the Ii nks 
below. 

(b )(5) 

0 

Here was my final write up (sorry I couldn't find it earlier). 
I (b)(6) I 
Office of International Health and Biodefense 
Bureau of Oceans and International Environmental and Scientific Affairs 
U.S. Department of State 

I (b)(6) @State.gov 

Desk: I (b)(6) I 
Mobile:I {bH6) 
From~ (b)(6) ~state.gov> 
Sent: Monday, December 14, 2020 6:21 PM 

To~ (b)(6) Wstate.gov> 
Cc: 1 ( b )( 6) @state .go v>,._l ___ ___,_(_h ..... )( ..... 6.._) ___ ___._@state.gov> 
Subject: Draft for JMM 

Good afternoon! (b)(6) I 
Apologies for the delay. ~I (b-)-(6~) pnly got through the initial paragraph for editing but sending to 
you now since you would like to send to JAM tonight. Give me a call if you want me to do 

clean vs. tracked edits for the I (b )(5) I Not sure if you want the last paragraph 
or not, but given SBO Moore's interest in zoonotic outbreaks, I added it. 

(SBU) I (b)(5) I 
(b )(5) 

(b)(5) I 
I (b)(5) I 
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(b )(5) 

(SBU)I (b)(5) 
(b)(5) 

(SBU)I (b)(5) 

(b )(5) 

(b )(6) 
Office of International Health and Biodefense 
Bureau of Oceans and International Environmental and Scientific Affairs 
U.S. Department of State 

I (b)(6) l@State.gov 

Desk: I (b)(6) I 

[1/31/2024] Page 198 

Mobilel (h)(6) IP/ease contact me on my mobile phone since I am teleworking most of the time. 

Sender: I (b)(6) ~state.gov> 

Recipient: Park, Christopher J l (b)(6) l@state.gov> 
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From: "Stilwell, David R" I (h)C6) @state.gov> 

To: peter. berkowitz@stanford. ed u -4,..._ ___ ___.r ...... b....,) r""'G ..... ) ___ ___, 

Subject: FW: Draft China Cable 

Date: Tue, 19 Jan 202119:41:02 +0000 

This is the article I mentioned last night. A Rogue's Gallery of Science-for-Sale. 

From:I (b)(6) l@state.gov> 
Sent: Tuesday, January 19, 2021 2:34 PM 
To: (b)(6) state.gov>;.------------. state.gov>;! (b)(6) 

(b)(6) (b)(6) state.gov>; Turner, Bruce 11 (h)(fn lglstate.gov>; 
\:::===::::::!:::!!===;"......._ __ __,_. state .gov>; ( b )( 6) @state.gov>; Westph a I, Mi ch ael A 
I (b)(6) l@state.gov>; Billingslea, Marshall S ......,.,===-...,.,.=.-- state.gov> 
Cc: Keshap, Atul I (b)(6) @state.gov>; Feith, David~-.-.....ccstate.gov>; Stilwell, David R 
I lb)(6) !¥state.gov> 
Subject: Re: Draft China Cable 

Recommend ou read the Ii nks below and NY Magazine-attached. I (b )(5) 
(b)(5) There is strong public evidence about PLA programs at WIV, beyond dispute. 

(b)(5) 
(b)(5) It's time to get the whole gain of function debacle examined ~---------~ 

system at i ca I ly. 

https :lj di I ya n a. b g/th e-pe ntago n-b i o-wea pons/ 

https:lj a rmswatch .com/project-g-2101-pentagon-bi ola b-d iscovered-mers-and-sars-1 i ke

co ron av i ruses-in-bats/ 

https:// a rm swatch. com/ us-di plomats-i nvolved-i n-traffi cki ng-of-h u man-blood-and-pathogens

for-secret-m i litary-progra m/ 

https:ljarmswatch.com/new-data-leak-from-the-pentagon-biolaboratory-in-georgia/ 

From:I (b)(6) ~state.gov> 
Sent: Tuesday, January 19, 2021 2:25 PM 
To: l (h)(6) @state.gov>;!.-----,h-)_{6_) ___ _,,@state.gov>;I (b)(6) 
I (h)C6) @state.gov>;! lb)(6) µ>state.gov>; Turner, Bruce 11 lb)(G) @state.gov>; 
I (h)(fil l@state.gov>;I (h)C6) @state.gov>;Westphal, Michael A 
I (b)(6) jstate.gov>; Billingslea, Marshall sl (b)(6) K§>state.gov> 
Subject: Re: Draft China Cable 
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Hif75iliilj (b )(5) 

(b)(5) 

(b)(5) 

.__ _____________ .............. ._ ____________ __, she ok to 
proceed in sending it out to colleagues? 

Best -I (b )(6) I 

Sent from Workspace ONE Boxer 

On January 19, 2021 at 2:14:43 PM EST,!~ --~(b~)~(6~)~_~l@state.gov> wrote: 

I (b)(6) I 

Have you read the intel? The S statement? Even the totally unclassified info below? Or the 
Jamestown Foundation and CNAS articles? https://jamest own.org/program/chinas-mi litary

biotech-frontier-crispr-military-civil-fusion-and-the-new-revolution-in-military-affairs/. 
Also, https://www.taiwannews.eom.tw/en/news/4099020. 

>C 

Wuhan lab infected 
'humanized mice' with bat 
coronaviruses in 2019 I 
Taiwan News I 2021/01/11 

TAIPEI (Taiwan News) - The revelation 
that a researcher at the Wuhan Institute 
of Virology (WIV) had been infecting 
"humanized mice" with new bat SARS 
coronaviruses in 2019 raises the 
question of whether an accident during 
these experiments led to the COVI D-19 
pandemic. On Friday (Jan. 8), a ... 

www.ta iwa n news.com .tw 

There was zero reason to classify biodefense research that the PRC could declare legitimately at 
the WIV. Note t hey deleted SARS research as a CBM under BWC a few years ago until it 

reappeared this year. Was this because they decided to pursue offense? I continue to believe 
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there was a lab accident-based on the data. That said, suspicion is warranted and asking 

questions under BWC is legit. 

One thing I am certain about is that t here is going t o be an investigation on the Hill into COV 
orieins-led bv the ruline oartv. I (b)(5) 
I (b)(5) 

(b)(5) !This is not t rivial pursuit.I (b)(5) 

(b)(5) I 
l(b)(6)1 

I 

"China has been conducting research on dangerous dual-use biological and genetic 
technologies that are prone to causing global pandemics. Since 2009, the defence and 
public health nunistries of Canada and the United Kingdom have sponsored a series of 
Biological and Toxin Weapons Convention Review Conferences. China is among the 
more than a dozen countries to routinely submit research and review reports, which 
would result in monographs for official and public use. Cbjna's submissions are a 
chilling display of what its scientists are doing. For example, for the 2011 review 
conference, the Chinese government's submissions are on the following 

subjects : "Creation ofMan-made Pathogens." "Genomic.\' Laying the Foundation for 

Pathogen Tran4ormation," "Population-spec(fic Genetic Markers." and "Targeted 
Drug-delive,y Technology A.:Jaking It Easier to Spread Pathogens.,,,. 
The CCP-ordered, systemic destruction of virus samples collected from the earliest 
infected patients in Wuhan has made it much more difficult to determine the true 
origin of the novel corona virus that fust broke out in China. With the staggering 
losses of lives and livelihoods for the entire world, it is imperative for the Chinese 
government to be open and candid about its flawed bio safety systems and reckless 
ambition to dominate global bio-medical research. Transparency saves lives, now and 
in the future." 

Footnote 33: "Preventing Biological Threats: What You Can Do," University of 
Bradford, UK, December 2015, pages 222-
224. bttps://wvvw.unog.cb/80256EDD00688954/(httpAssets)/75490916457180Ill 
Cl 25823B007E4048/$file/Biosecuritv+Guide+(full+version).pdf (attached) 

From:I th)(6) l@state.gov> 
Sent: Tuesday, January 19, 2021 9:40 AM 
To: I (b)(6) ~state.gov>;! 
I (b)(6) @state.gov>;DiNanno, Thomas GI 

(b )( 6) @state.gov> ;l.____.(-=b ..... ) (-=-6 ).____, 

(b)(6) ~state.gov>; Turner, Bruce I 
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I {b){6) l@state.gov>;I (b)(6) @state.gov>;I (b)(6) l@state.gov>;I {b){6) I 
I (b)(6) }>state.gov>; Westphal, Michael A I lb)(6) @state.gov>;Billingslea, Marshall S 
I (b)(6) ~state.gov> 
Subject: Re: Draft China Cable 

Hi all~ (b)(5) 
(b)(5) 

(b )(5) ~est -j (b )(6) I 

Sent from Workspace ONE Boxer 

On January 19, 2021 at 7:12:20 AM EST,~I--~(_b~)(_6~)--~@state.gov> wrote: 

I (b)(6) I 
I made a few administrative edits and added Mike's suggested revision to Q6. 

Thanks 

(bl(6l 
Director, Verification, Planning, and Outreach 
Currently Teleworking 

From:I (b )(6) ~state.gov> 
Sent: Monday, January 18, 202110:14 PM 
To: (b)(6) state.gov>;.-! ---(b-)-(6_) __ __,,l@state.gov>; DiNanno, Thomas G 

(b)(6) state.gov>; Turner, Bruce I I (h)C6) @lstate.gov>;I (b)(6) I 
l=='='""""""='==..::::...,_st_,,ate.gov>;I (b)(6) l@state.gov>:I (b)(6) @state.gov>;I (b)(6) I 

(b)(6) @state.gov>;Westphal, Michael Al (b)(6) @state.gov>;Billingslea, Marshall S 
( b )( 6) ~state.gov> 

Subject: Re: Draft China Cable 

One small proposed edit: 

(b )(5) 
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From:! £b)(6) @state.gov> 
Sent: Monday, January 18, 2021 7:41 PM 

To~ (b)(6) @state.gov>;DiNanno, Thomas GI (b)(6) @state.gov>; Turner, 

.---.......,l-"'-'-.........__.@state.gov>; I (b)(6) l@state.gov>;I (b )(6) I 
b .gov>; (h\ffi\ state.gov>;l(b)(6)1 

(b)(6) @state.gov>; ___________ _. 

(b)(6) @state.gov> 
Subject: Re: Draft China Cable 

Please addl (b)(6) land T to any edits or comments you have. 

(b)(6) 

Senior Adviser AVC 
SSD/AVC 

c: I (b)(6) 

From:I (b)(6) ~state.gov> 
Sent: Monday, January 18, 2021 7:32 PM 
To: I (h)(fi\ ~state.gov>; DiNanno, Thomas G l (h\ffi\ ~state.gov>; Turner, 
Bruce II (h \ffi\ @state.gov>; (b )(6) state.gov>;! (b) _) I 
I (b)(6; @state.gov>; (b)(6) state.gov>;! (b)(6) ~state.gov>;! (b)(6'l I 
I ( )_) l@state.gov> 
Subject: Re: Draft China Cable 

Messrs et Mdmes: 

Here is the demarche cable with elements of both the S statement and the fact sheet 
incorporated (in bold). I (b)(5) 

I (b)(5) 

Feel free to "adjust" as you see fit but I would not start editing as if this was a "clean sheet." l(b)(I 
(b)(5) 

(b )(6) 

Senior Adviser AVC 
SSD/AVC 

c: I (b )(6) 

From:I (b)(6) !@state.gov> 
Sent: Monday, January 18, 2021 6:25 PM 
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To~ (h)(6) @state.gov>; DiNanno, Thomas G av>; Turner, ,.__.......,.. ........ __.::.:....:..;=-:..:'-'-\-' 

Bruce I (b)(6) e>state.gov>;I (h)C6) @state.gov>; 
I (b)(6) @state.gov>J (b)(6) l@state.gov>; (b)(6) . ov>;I (b)(6) I 

(b )(6) @state.gov> 
Subject: Re: Draft China Cable 

FYI - This is going take a little while and Mike W mentioned that Marshall will not get to it until 
the morning. Expect to be in tomorrow at O'Dark Thirty. Assuming I can escape and evade 

through the roadblocks. 

(b )(6) 

Senior Adviser AVG 
SSD/AVC 

c: I (b)(6) 

From:I (b)(6) ~state.gov> 
Sent: Monday, January 18, 2021 5:43 PM 
To: b 6 state.gov>; DiNanno, Thomas GI (b)(6) l@state.gov>; Turner, 
,---_.__,,......... .................. - state.gov>; b 6 state.gov>;! (b)@) I 
___ c::.,..._st_at_e....:::,.gov>;I (b)(6) (b)(6) @state.gov>;I (b)(6) I 
,___-~~-~@state.gov> 
Subject: Re: Draft China Cable 

(b)(5) I will give that a shot but it is very difficult given the excessive limitations of WORD 

on this GO Browser. If that is not the preferred approach, call me and let me know ASAP. 

(b )(6) I 
Senior Adviser AVC 

SSD/AVC 
c: I (b)(6) 

From: I (b)(6) @state.gov> 
Sent: Wednesday, January 13, 202111:06 AM 
To: DiNanno, Thomas GI (b)(6) @state.gov>.__ __ ----'-=,............_ __ """"""....:....;_;,;,,,;_;;_;,""-", 

I (b )(6) @state.gov>;I lb HG) 
' 

,___ ___ ....,... 
I (b)(6) Wstate.gov>; I (b)(6) 

state.gov> ,__..,...._ ................ __ .....i.;::..........., 

,__--~~,___-~@state.gov> 
Subject: Draft China Cable 

Please see this version of the cable. I (b )(5) 

(b)(5) 

Thanks, 



(b )(6) 
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I (b)(6) I 
Director, Office of Verification, Planning, and Outreach 
Bureau of Arms Control, Verification and Compliance 
U.S. De artment of State 

SENSITIVE BUT UNCLASSIFIED 
<Demarche w S stat and FS.docx> 

Sender: "Stilwell, David R" I (b)(6) !§>state.gov> 

Recipient: peter.berkowitz@stanford.edu I (b)(6) 

[1/31/2024] Page 205 
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From: "Biegun, Stephen E" I (h)C6) kJ)state.gov> 

To: Bulatao, Brian JI (h)(fn @state.gov>; 
I (b )(6) l@state.gov> 

[1/31/2024] Page 206 

Subject: FW: CORONA COVID 19 complete holistic assessment from Bill Ross 

Date: Wed, 8 Apr 2020 14:57:23 +0000 

FYSA 

From: William Ross <Bill.Ross@infosecforce.com> 
Sent: Wednesday, April 8, 2020 10:36 AM 

To: Biegun, Stephen EI (b)(6) !@state.gov> 
Subject: CORONA COVID 19 complete holistic assessment from Bill Ross 

Sir 

Sent to Dr Birx. Please bring me back to Sate to help 

Thank you for your leadership during this crises. 

Bill Ross 

From: William Ross <Bill.Ross@infosecforce.com> 
Sent: Wednesday, April 8, 2020 10:24 AM 

To:l(b)(6)~state.gov I(b)(6)@state.gov> 
Subject: CORONA COVID 19 complete holistic assessment from Bill Ross 

Dr Birx 

Please accept my absolute greatest gratitude for you and the COVID Task Force work. 
Words can not express ! ! 

I have attached my holistic and comprehensive COVID 19 study. I could not find 
comprehensive situational report on internet so I created it. Also, attached my 
Neurological Disorder paper. I created it because nothing like it existed. These papers 
are scientifically and spiritually linked. Since I am not a trained medical scientist and 
only a cyber warfare scientist, i do no have sklls to link all the science but, I am about to 
give it my best effort. 

One of my greatest skills is I ma an enterprise savant of sorts. I believe I can really help 
you guys and as I am tireless and have great fortitude. Please consider me to go back 
to DC to help. 
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Have attached resume. FYI, I am a retired Air Force Officer and just finished a job at 
State. 

Otherwise ... God Bless you and the entire team 

Bill Ross 

From: William Ross <Bill.Ross@infosecforce.com> 
Sent: Sunday, April 5, 2020 1:25 PM 

To: I (b)(6) ~ nih.gov j (b)(6) ~nih.gov> 
Subject: CORONA COVID 19 complete holist ic assessment from Bill Ross 

Dear Dr Collins 

Please read and forward my extensive study of all things COVID 19. I am forwarding 
the attached paper that I cobbled together last week as a single source element for all 
things COVID. It is not my best work but, it is something I think people could use. 
Some parts are already becoming dated but, in a COVID architecture sense, it is a 
good baseline. I will release version 2 in two weeks. Note how I played out the White 
House Risk Management approach. If you think it is worthy, feel free to share with 
everyone and anyone. 

Dr Collins ... as you know, I am a Cyber Scientist and not a medical researcher but 
given my enterprise talents and insights, I passionately know humanity could use a 
study like the one I have attached. The COVID data is all over the place such as the 
CDC, WHO, NIH ... there is not a single source that does what i have done in the 
attached paper. 

Can your team compose the singly source? I have attached my letter to Washington 
Post that I am sending to news agencies one at a time. 

You might remember me as some months ago, I sent my research paper "Neurological 
Disorders and Some Cancers Common Causes, Treatments, and Possible Cures. 

Thank you and your team for your awesome ongoing work. 

Very respectfully 

Bill Ross 

From: William Ross <Bil l.Ross@infosecforce.com> 
Sent: Sunday, April 5, 2020 10:25 AM 
To: letters@washpost.com <letters@washpost.com> 
Subject: Complete COVID 19 Holistic Analyses 
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Please let all your readers know this one of a kind complete COVID study is available at 
the below link and in softcopy if they want to email me at "bill.ross@infosecforce.com. 

I know this is not a "normal" post for this group. But, the topic of the attached paper is a 
critical issue for us all. Here is the email and text I am sending to world wide groups and 
friends. 

"Well, after 5 days of intense writing, I finished CORONA Comprehensive Holistic 
Review. Please send link or document to whomever you think could use the CORONA 
soup to nuts study. Stay Healthy my friends. 

Please review this document at the below link and or on my Linked In Page. I started 
the document to explain what the COVID White House Task Force meant by 
"mitigation" in relationship to risk management and the document has become a 
complete go to source concerning COVID causes and treatments. It also dives into the 
science of viruses and etc. If you want, I can send a soft copy to you if you email me at 
bill.ross@infosecforce.com. Stay well my friends." 

https:ljwww.academia.edu/42605531/COVID 19 Causes Treatments and Possible Cures Ve 
rsion 1 04 02 2020 war 

X 

Bill Ross 
Bi 11. ross@infosecforce.com 

(b )(6) 

"Have a Great Day" 

Bill Ross 
Bill.ross@infosecforce.com 

I (b)(6) I 

COVID 19 Causes, Treatments and Possible Cures 
Version 1 04 02 2020 war 

This paper is designed to provide a comprehensive current story as of 3 
April 2020 to all our fellow global citizens as we fight the COVID 19 Beast 
together. The paper will provide links and answers to critically asked 
questions, define the White 

www.academia.edu 

Sender: "Biegun, Stephen E" I (b)(6) @state.gov> 

Bulatao, Brian J g (h)(6) @state.gov>; 
Recipient: I (b)( ) @state.gov> 
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From: "Park, Christopher J"! l.@state.gov> 

1----__. ....... ...._. ____ @state.gov>; 

L. ___ -1..:::...t.l:::..L..,-----"""""'""ltate.gov>,· To: 
...:M....:.1:..:..;·k=u;.::la:..:..;k1...., .:....:Ro=-b=-e=rt..:....;_P-======-========....:;state .gov>; 
._I ____ ...... C .... b ..... )C ..... 6 .... ) ____ ....,...@state.gov> 

Subject: FW: Congratulations on the nomination - hope you have read this report 

Date: Mon, 19 Apr 202114:04:58 +0000 

I should probably read the attached paper, though since it's 144 pages long and not peer reviewed, I'm 
not sure when I'll have time. 

I assume that I am one of the imbeciles nominated for a purge ... 

From: Kang, Eliot I (b)(6'1 ~state.gov> 
Sent: Saturday, April 17, 2021 8:52 PM 

To: Park, Christopher J j (b)(6) ~state.gov>;! (b)(6) ~state.gov> 
Subject: FW: Congratu lations on the nomination - hope you have read this report 

From: David Asher <dasher@hudson.org> 
Sent: Saturday, April 17, 2021 7:57 PM 
To: Kang, Eliot~ (h)(fi) p)state.gov> 
Subject: Congratulations on the nomination - hope you have read this report 

Sort of vindicates what we were pursuing until you cancelled it. Bad decision. There was zero 
partisanship. You should bring everyone back. People would forgive and forget. FYI- I didn't vote for 
Trump. 

Interesting that "According to the Nat ional Intelligence Council (1999), China declared the Wuhan 
Institute of Biological Products to be 1 of its 8 biological warfare research facilities under the 
Biological Weapons Convention which China signed up to in 1985. China stated in its declaration to 
the BWC that WIBP formed part of its "national defensive biological warfare R&D program", listing 
WIBP as a "Dual Use/BW Defense Research Facility" (Verma, 2020). Croddy (2002) also named the 
"Wuhan Biological Products Factory" in Wuhan's Wuchang District as an alleged PRC biological 
warfare research organization that focused on "research and cultivation of various BW agents"." 

The WIVP is owned by the WIV and located across the st reet in the Golden industrial park-apparently 
linked by a tunnel. You need to purge the imbeciles in charge of BW. They no nothing about advanced 
biology or warfare, let alone China doctrine and strategy. 

Have your expert briefers do a report on Dr. Yuan Zhiming, the WIV Communist Party Secretary and 
Deputy for all of Wuhan Academy of Sciences .... Dr. Evil. ... 
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David L. Asher, Ph.D 
Senior Fellow 
Hudson Institute 
1201 Pennsylvania Avenue, NW 
Fourth Floor 
Washington, DC 20004 

a. I c. I (b)(6) 

https: //www. h u d son. o rg/ experts/ 12 9 9-d avid-asher 

Sender: 

Recipient: 

___ __,,__b........_..__ ___ state .gov>; 

b state.gov>; ,....._ __ __,_ .......... ..........,. __ ___,=-, 

........,.,..="'-""-=='-''-'-'-----'-.................. --...,state.gov>; 
state.gov> 

[1/31/2024] Page 211 
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(b )(6) @state.gov> ,.___---;:::::====;-'-----' 
To: Yu, Miles! (b)(6) l@state.gov> 

From: 

Subject: FW: 45 Deaths, 329 Wrongful Imprisonments, 2,01'1 Arrests So Far in 2019 

Date: Sun, 5 Apr 2020 20:57:08 +0000 

Lots of interesting things in here ... check out the Zoom/ China angle. 

SENSITIVE BUT UNCLASSIFIED 

From:I (b)(6) 
Sent: Saturday, April 4, 2020 4:56 PM 

To:! (b)f6) ~state.gov> 
Subject: Re: 45 Deaths, 329 Wrongful Imprisonments, 2,014 Arrests So Far in 2019 

Deatj (b )(6) I 
While I research for my own papers on the CCP virus. I found some interesting info via the 
following web links - these links might be of some interest to you. 

1) According to some sources on Twitter, the CCP has this plan to produce huge amount of 
counterfeit U.S. currency to destroy U.S. economy and consequently our country. As someone 
with a little training in economics, I found this strategy quite deadly, if true, for us if we don't 
take precaution ahead of time. This morning, I found this under-reported story--apparently, the 
CCP is already starting this project this January and this particular shipment was found at the 
Minneapolis Airport: >https:/ /www.cbp.gov/newsroom/local-me<lia-release/cbp-officers-seize-
900k-worth-counterf eit-us-
currency?tbclid = I w AR2MH 4ikoaRbKX3UTtWdZRc8 YYovXylCllhl6ejlMjAMmChtOfzgt 
pYlg< 

2) The well-known Citizen Lab at Univ of Toronto has just released its test on ZOOM this 
Friday that this app is sending encrypted info to servers in Beijing, China. The founder of ZOOM 
is from China and has some 700 tech people working behind ZOOM inside China. This is a 
national security threat: >https://citizenlab.ca/2020/04/move-fast-roll-your-own-crypto-a-guick-
l ook-at-tbe-confidentiality-of-zoom-
meetings/?tbc lid= I w AR2hM 7 xaYlJ3P4C64elqbcLoMROSmoDG5ycnFRWdbXViBx9aatQBa 
dHmow< 

3) Perhaps the most interesting link is this publication hy four Chinese medical researchers. This 
article "Bats Coronaviruses in China" was submitted to this international medical journal on 
January 29, 2019, but was published on March 2, 2019. Apparently, these guys from Wuhan 
Institute of Virology under China Academy of Sciences knew something back then: 
>https://www.rndpi.com/1999-
4915/l l/3/2 l 0?fbclid=lwAR0F5S l nfBFVO3 l 5JiA0S8HGWzdjNsKG6gZpshlWY7 3Ix 1 BEWE8 
Bh7PbVJo< 
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Stay safe and have a great weekend! 

I (b)(6) I 
On 11/27119 5: 11 PM,I (b )(6) l(S) wrote: 
Thank you lllillfillhappy Thanksgiving. 

Sent from my iPhone 

On Nov 27, 2019, at 12:50 PM,,__I ---------'-(b---'-)-'-(6-'-) ____ ___.l wrote: 

Dearl(b)(6)1Happy Thanksgiving and best wishes!~l ___ (_b_)(_6_) --~ 

On 8/29/19 9:18 AMJ,__ __ (b_)(_6)_~i(S) wrote: 
Peter, thank you for these link "fl½ very helpful, and appreciated. 

SBU 

From:I (b)(6) 
Sent: Wednesday, August 28, 2019 6:49 PM 
To~ (b )(6) l@state.gov> 

Cc: I (b)(6) I 
Subject: Re: 45 Deaths, 329 Wrongful Imprisonments, 2,014 Arrests So Far in 2019 

Dearl (b)(6) I 
Again, it was great to see you with my colleagu~(b)(6)I 

I did a little research on the overseas Chinese students and wrote this piece: The Shadow that 
Haunts Chinese Students in America: https://www.theepochtimes.com/the-shadow-haunting
chinese-students-in-america 2639207.html and wrote aboutthe impact of Cultural Revolution on 
today's China: The Lingering Ghost of the Cultural Revolution: 
https: / /www. theepoch times .com/the-lingering-ghost-of-the-cultural-revolution 26 7 8489 .html 

Keep in touch and 

Kindest regards, 
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On 8/28/19 11:11 AM, ~I _(_b)_(6_) ~l(S) wrote: 
PS terrific WSJ oped this morning! 

SBU 

From I (b )(6) l(s) 
Sent: Wednesday, August 28, 2019 9:27 AM 

~~; l (b )(6) I 
Subject: RE: 45 Deaths, 329 Wrongful Imprisonments, 2,014 Arrests So Far in 2019 

l(b)(6)1 

Thanks for adding me to your mailing list. Re: the broken promises idea, here"il½s one take: 
https://twitter.com/trump020/status/1166502336409174016?s=20. 

Best, 

I (b)(6) I 

SBU 

From:! (b)(6) 
Sent: Wednesday, August 28, 2019 12:01 AM 
To~ (h)(n) @state.gov> 

Cc:i (b )(6) 
Subject: Fwd: 45 Deaths, 329 Wrongfu l Imprisonments, 2,014 Arrests So Far in 2019 

I (b)(6) I 
Regarding our mailing list, we can add you to our e-newsletter mailing list, which is sent once 
every 2-3 weeks, mostly to congressional staffers, journalists, and NGOs. 

I have included a recent edition of this newsletter below as an example. 

Regarding the broken promises idea, both ~and I felt this is an excellent angle. We will put 
some time and attention on this, and certainly update you with anything that might help illustrate 
this phenomenon. 

Regards, 

l(b )(6)1 
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Having trouble reading this email? View 111 Browser 
Monday, July 29, 2019 

I 
TOP STORY 

45 Deaths, 329 Wrongful Imprisonments, 2,014 Arrests 
So Far in 2019 

In the first half of 2019, Minghui.org has published 45 cases of Falun Gong practitioners who 
died after suffering persecution for their faith in China. Also in the same time period, 
Minghui.org reports that 329 Falun Gong practitioners were \ovrongfully sent to prison and 
2,014 were arrested. While Minghui.org does receive first-hand accounts of persecution from 
throughout China on a daily basis, the number of reported cases is well below the real number 
of cases because so many instances of persecution go unreported. Among the 45 newly
confirmed death cases, former martial arts champion Mr. Zhang Hongwei (pictured above, at 
left before the persecution and at right after he was released from prison) •.vas emaciated, 
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almost blind, and could barely walk when he was released after a 13-year prison sentence. He 
never fully recovered and died from his injuries on May 3, 2019. READ rvIORE 

US GOVERNMENT 

Chairs·1/ ½ Statement on 20th Anniversary of the 

Crackdown on Falun Gong 
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For the past twenty years, Falun Gong practitioners have experienced appalling an<l 
unacceptable human rights abuses in China. Banned by the Chinese government in July 1999, 
many Falun Gong practitioners have been subjected to arbitrary detention, torture, forced 
labor, and constant harassment. On this sad anniversary, the Chinese government should end 
the persecution of Falun Gong and allow an independent and transparent U.N. investigation 
into the human rights abuses suffered by Falun Gong over the past two decades. READ :VlORE 

DISSECTING PROPAGANDA 
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Wall Street Journal Opinion: 

How I Learned to Stop Hating Falun Gong 

I was a Chinese Communist youth leader when I was in middle school. I was assigned to 
organize class screenings and discussions of films denouncing the partyit½s enemies. One 
target was Falun Gong ... But when I was 14, a year after J'ii½d emigrated to Canada with my 
mother, she gave me a flier written by a practitioner. That uncensored information opened my 
eyes ... I felt appalled to learn my entire belief system was a lie. I felt indignant about being 
made complicit in spreading hatred and demonizing innocent people. READ MORE 
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ANALYSIS 

Falun Gong's secrets for surviving in China 

Twenty years ago this week, on July 20, 1999, the Chinese Communist Party (CCP) banned 
the Falun Gong meditation and spiritual practice, unleashing a vicious campaign of 
persecution against tens of millions of innocent Chinese. Falun Gong practitioners across 
China have since been subjected to widespread surveillance, arbitrary detention, horrific 



FL-2022-00076 A-00000572632 "UNCLASSIFIED" [1/31/2024] Page 220 

torture and extrajudicial killings, abuses which continue today. 

Given the force of the CCP'ii.½s crackdown, few observers would have expected Falun Gong to 
survive. But a 2017 study by Freedom House concluded that 7-20 million people in China 
continue to practice Falun Gong, including many who took up the discipline after the 
repression began. Moreover, Falun Gong believers in China have responded to CCP 
persecution with tenacity, nonviolence and creativity. This represents a striking failure for the 
party. READ MORE 

You received this email as part of your faluninfo.net email subscription. 
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Want lo change how you receive these emails? 

You can update your preferences or unsubscribe from this list 

Falun Dafa Information Center 

P,O. Box 294 

Otisville. NY 10963 

Email: contact@faluninfo,net 

Website: http://wwwJaluninfo.net1 

To view past editions of this newsletter. click here 
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<happy-thanks giving.jpg> 

Sender: I (b)(6) laistate.gov> 

Recipient: Yu, Miles I (b)(6) @state.gov> 



FL-2022-00076 A-00000572794 "UNCLASSIFIED" [1/31/2024] Page 223 

From: "Feith, David" 

To: Ortagus, Morgan DI (b)(6) ~state.gov> 

CC: Stilwell, David R l (b)(6) tg)state,gov> 

Subject: FW: 11am meeting ln 7312 

Date: Tue, 12 Jan 2021 00: 16:33 +0000 

Just bringing this to the top of your in box, if it's a quieter moment. 

Gather tomorrow's S meeting still isn't scheduled, but that's pending with Lisa. To include you two, 

l(b)(6I and Miles. 

I'm wheels up to Taiwan at 9am. 

Thanks --

From~ (b )(6) ~state.gov> 
Sent: Monday, January 11, 2021 5:49 PM 
To: Feith, David~ (b)(6)@state.gov>; Yu, Miles I (b)(6) l@state.gov>; Brown, Cale 

I crb\~ l@state.gov>; Ortagus, Morgan D state.gov>; Buangan, Richard L 
I ____ ) l@state.gov>; DiNanno, Thomas G @state.gov> 
Cc: Fritz, Jonathan DIfh)fn)@state.gov>; Stilwell, DavidR .................. ......____.@state.gov>; Keshap, Atul 
i (b )(6) l@state.gov> 
Subject: RE: 11am meeting in 7312 

This looks great to AVC. 

Thank you!! 

(b )(6) 

(b )(6) 

Chief of Staff 
Bureau of Arms Control, Verification and Compliance 
U.S. Department of State 
HST Room 5950 
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(b )(6) Office: I 
Cell: .__ _____ _. 

OpenNet: I (b)(6) ~state.gov 
ClassNet I (b)(6) l@state.sgov.gov 
JWICS: I (b)(.6) @state.ic.gov 

From: Feith, David~ (h)(n)@state.gov> 
Sent: Monday, January 11, 2021 5:19 PM 
To: Yu, Miles lCb)(6)@state.gov>; Brown, Cale I 
I (h)(n) !@state.gov>; Buangan, Richard LI 
I Cb)(6) @state.gov> 

(b)(6) @state.gov>;Ortagus, Morgan D 
(b)(6) !@state.gov>; DiNanno, Thomas G 

Cc: Fritz, Jonathan DI Cb)l6) p>state.gov>; Stilwell, David R ~I _(~b~)~<G~)~@~st=a~te~.g~o~v>; Keshap, Atul 
I (b)(6) @state.gov>; I £b)(6) @state.gov> 
Subject: RE: 11am meeting in 7312 

Miles, many thanks. Keen to see responses to the S speech. 

On COVID declass, attached is an updated doc reflecting a compromise edit.I 

(b)(5) 

Welcome views on moving this forward. Thanks all. 

David Feith 
Deputy Assistant Secretary 
Bureau of East Asian and Pacific Affairs (EAP) 
U.S. Department of State 

(b)(6) o) -----~· c) 

(b )(5) 

From: Yu, Miles I(b)(6)@state.gov> 
Sent: Monday, January 11, 20212:03 PM 
To: Feith, David I (b)(6) ~state.gov>; Brown, Cale l (b)(6) ~state.gov>; Ortagus, Morgan D 
I £b)£6) @state.gov>; Buangan, Richard LI {b){6) @state.gov>; DiNanno, Thomas G 
I (b){6) Wstate.gov> 
Cc: Fritz, Jonathan D lCb)l6) @state.gov>; Sti lwell, David RI (b)(6) ~state.gov>; Keshap, Atul 
I (b}(6} ~state.gov>;! (b)(6) @state.gov> 
Subject: RE: 11am meeting in 7312 

See my edits. 
I will be gone for about three hours at the VOA and be back around 5pm. 
Cheers! 

I 
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Miles 

Dr. l\'l. !\'lites Yu 
Policy Planning Staff (SIP) 
Office of the Secretary of Stak 

I (b)(6) I~~? 
Unclass: I fh)l6) @state.gov 
Class: I (h)(n) lustate.sgov.gov 
JWJCS: [7'iill'},ustate.ic.gov 

From: Feith, David l (b)(6) @state.gov> 
Sent: Monday, January 11, 20211:35 PM 

"UNCLASSIFIED" [1/31/2024] Page 225 

To: Yu, M iles l (b)(6) @state.gov>; Brown, Cale I (h)(6) @state.gov>; Ortagus, Morgan D 
I (h)l6) @state.gov>; Buangan, Richard LI (b)(6) @state.gov>; DiNanno, Thomas G 
I (b)(6) ~state.gov> 
Cc: Fritz, Jonathan DI fh){6) @state.gov>;Sti lwell, David RI (b)(6) @state.gov>;Keshap, Atul 

I (h)l6) t@state.gov>;I (b)(6) l@state.gov> 
Subject: RE: 11am meeting in 7312 

Miles and team -

Many thanks for the valuable meeting earlier. Please see edited statement attached. It's cut to 949 

words and incorporates the edits we discussed b 5 

(b )(5) 

The one tweak I couldn't make was Cale's 1._ ______ (b_)_(5_) _____ __.~' but Cale kindly 
said he will do some spinning on that. 

Appreciate urgent reads. 

Thanks. 

David Feith 
Deputy Assistant Secretary 
Bureau of East Asian and Pacific Affairs (EAP) 
U.S. Department of State 

(b)(6) o) 

----~·c) 

From: Brown, Cale I (b)(6) @state.gov> 

Sent: Monday, January 11, 202110:58 AM 
To: Feith, David~ {h)(6)@state.gov>; Ortagus, Morgan D ~ (b)(6) @state.gov>; Buangan, Richard L 
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I (b)(6) @state.gov>;DiNanno, Thomas G.__....a..=.~_.__--................................ 
Cc: Fritz, Jonathan DI {h'if6'1 l@state.gov>; Stilwell, David R.__..>..::...ICl...:....'----====oc.c.v.>; Keshap, Atul 
I (b)(6) @state.gov>; I (h)(n) @state.gov> 
Subject: RE: 11am meeting in 7312 

I'll be there. 

From: Feith, David J (b)(6)l@state.gov> 
Sent: Monday, January 11, 202110:55 AM 
To: Ortagus, Morgan DI /h\/1:::\ @state.gov>;Buangan, Richard L j (b)(6) l@state.gov>; Brown, 

Cale l (b)f6) @state.gov>;DiNanno, Thomas GI (b)(6) ~state.gov> 
Cc: Fritz, Jonathan DI (b)(6) l@state.gov>; Stilwell, David R l (h)(n) @state.gov>;Keshap, Atul 

I (b)f6) l@state.gov>; 1 (h)(n) @state.gov> 
Subject: 11am meeting in 7312 

+ Cale, thanks. And confirming Dinanno (cc'ed). 

EAP will be there a little late, around 1105. Thanks all. 

From: Feith, David 
Sent: Monday, January 11, 202110:20 AM 

To: Ortagus, Morgan DI (b)(6) @)state.gov>; Buangan, Richard 4 (b)(6) @state.gov> 
Cc: Fritz, Jonathan D l(h)(6) @state.gov>; Stilwell, David RI (b)(6) @state.gov>;Keshap, Atul 
I (b)(6) (@state.gov> 
Subject: RE: WSL China Allows WHO Experts in to Investigate Covid-19 Origins 

All - I'm meeting Miles at 11am in his office, 7312. 

AVC Tom Dinan no will join too. 

Morgan - any chance you can join? 

Thanks. 

From: PA Press Clips <PAPressMediaMonitors@state.gov> 
Sent: Monday, January 11, 2021 9:02:01 AM 
To: PA Monitoring Group <PAMonitoringGroup@state.gov> 
Subject: WSJ: China Allows WHO Experts in to Investigate Covid-19 Origins 

China Allows WHO Experts in to Invest igate Covid-19 Origins 

U.N. agency's top official earlier criticized Beijing for holding up mission 
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HONG KONG-China has agreed to allow a team of World Health Organization experts to enter the 
country to investigate the origins of the coronavirus pandemic, days after the United Nations agency's 
top official criticized Beijing for holding up the mission. 

The WHO experts are scheduled to start their mission on Thursday and will be working with Chinese 
scientists in studying the contagion's origins, China's National Health Commission said in a brief 
statement on Monday. 

A health commission official earlier said the WHO team would be traveling to the central Chinese city of 
Wuhan, where the coronavirus was first detected and which became the first Covid-19 hot spot. 

A WHO spokeswoman said the agency welcomed China's announcement. "We look forward to working 
closely with our Chinese co u nte rpa rts on th is critica I mission to identify the source of the virus and its 
route of introduction to the human population," she said in an emailed response to queries. 

Last week, in a rare rebuke against Beijing, WHO Director-General Tedros Adhanom Ghebreyesus voiced 
disappointment that China still hadn't given permission to the U.N. agency's investigators to enter the 
country-an unusual sign of tensions between the WHO and one of its most important members. 

The WHO has been negotiating with China's government over the past year to get information on how 
the coronavirus might have first crossed into humans, as well as access to sites in Wuhan. 

Answers could help prevent another virus lurking in animals from making a similar leap, epidemiologists 
say, as well as help clear up questions over how long the virus had been circulating, or which early 
mutations enabled it to spread and kill more than 1.9 million people world-wide as of Monday. 

At a news briefing last week, Dr. Tedros said several scientists on the WHO team started traveling from 
their home countries last week after Beijing had agreed to allow entry, but the agency was then told 
Chinese officials hadn't completed the necessary permissions for the team's arrival. Dr. Tedros said 
Chinese officials have assured him that "China is speeding up the internal procedure" that would allow 
the mission to begin. 
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China's Foreign Ministry said last week that Beijing and the WHO were still discussing details such as 
when the scientists would visit the country. 

The WHO rarely criticizes the national governments that fund its budget and elect its leaders, though 
the agency has at times struggled to get Beijing's cooperation on issues related to the Covid-19 
pandemic. In late January of last year, the WHO panel tasked with declaring a public health emergency 
expressed frustration that epidemiological data sent from China was too imprecise and paltry to act 
upon. 

Sender: "Feith, David" 

Recipient: Ortagus, Morgan q ( b )( 6) @state.gov>; 
Sti I well, David R I ( b )( 6) ~state .gov> 
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"FIC Info (NIH/FIC)" <ficinfo@subscriptions.nih.gov> 

state.gov> 

Subject: Funding News for global health researchers from the Fogarty International Center 
at NIH 

Date: Tue, 9 Feb 2021 07:23:14 -0600 

On behalf of the Fogarty International Center at the U.S. National Institutes of Health (NIH), the following 
funding opportunities, notices and announcements may be of interest to those working i11 the field of global 
health research. Updates are typically distributed once a week. 

COVID-19 Grants and Funding News 

Important news from NIH for grantees and grant applicants on the novel 
corona virus SARS-Co V-2 and corona virus disease 2019 (COVID-19). 

• Reminder Requesting Extensions for Early Career Scientists Whose 
Career Trajectories Have Been Significantly Impacted by COVID-19 
(NOT-OD-21-052) 
NIH is providing an opportunity for recipients of NIH Fellowship ("F") 
and NIH Career Development ("K'') awards who have been impacted by 
COVID-19 to request extensions. 

• Notice of Special Interest (NOSI): Administrative Supplement 
Opportunity to Study the Impact of COVLD-19 on Global Cancer 
Prevention and Control (NOT-CA-21-033) to support NCI-funded 
investigators who have existing relationships/partnerships in low- and 
middle-income countries (LMICs). 
Application Due Date: March 31, 2021 

• Notices of Special Interest (NOSis): 
Medical Consequences of Smoking and Vaping Drugs of Abuse in 
Individuals with HIV and COVID-19 (NOT-DA-21-01 7) 
Long-Term Neurocognitive Consequences of COVID-19 in Individuals 
Living with HIV and Substance Use Disorders (NOT-DA-21-018) 
Applies to due dates on or after May 5, 2021 and subsequent receipt 
dates through September 7, 2024. 

Featured Fogarty 
News and 
Information 

• Fogarty Fellow Dr 
Matchecane Cossa 
studied surgical 
quality in 
Mozambique 

• View all Fogarty 
news 

• View and 
subscribe to 
Fogarty's Global 
Health Matters e
newsletter 
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• Funding opportunities specific to COVID-19 from the NIH Office of 
Extramural Research (OER) 

• Coronavirus Disease 2019 (COVID-19) information for NIH grant 
applicants and grant recipients, including NIH funding opportunities 
specific to COVID-19 from the NIH Office of Extramural Research 
(OER) 

• Coronavirus news, funding and resources for global health researchers 
compiled by Fogarty 

Funding Opportunities 

NIH funding opportunities for which foreign organizations, foreign components 
of U.S. organizations and/or other foreign components may apply. 

• Research on Biopsychosocial Factors of Social Connectedness and 
Isolation on Health, Wellbeing, 111ness, and Recovery (RO I Basic 
Experimental Studies with Humans Required) (PAR-21-144) and (RO 1 
Clinical Trials Not Allowed) (PAR-21-145) 
Application Receipt Date(s): March 17, 2021 

• Exploratory studies to investigate mechanisms of HIV infection, 
replication, latency, and/or pathogenesis in the context of substance use 
disorders (R61/R33 - Clinical Trial Not Allowed) (RF A-DA-22-004) 
Application Receipt Date(s): July 14, 2021 

• High-throughput Discovery and Validation of Novel Signal Transducers 
or Small Molecules that Modulate Opioid or other Substance Use 
Disorder Relevant Pathways (RO l - Clinical Trials Not Allowed) (RF A
DA-22-006) 
Application Receipt Date(s): September 15, 2021 

• Using Innovative Digital Healthcare Solutions to Improve Quality at the 
Point of Care (R2 l/R33 - Clinica l Trial Optional) (PA-21-158) from the 
Agency for Healthcare Research and Quality 
Application Receipt Date(s): Standard dates apply 
Note: Foreign institutions may participate in projects as members of 
consortia or as subcontractors. 

NIH Notices of Special Interest (NOS Is) that may be of interest to global health 
researchers. 

• Notice of Special Interest (NOSI): Complement in Basic Immunology 
(CIBI) (NOT-AI-21-008) 

Information related to opportunities from other organizations focusing on 
global health and foreign collaboration. 

• EcoHealth Alliance is accepting applications to participate in 
EcoHealthNet, a virtual undergraduate and graduate-level global 
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research coordination network funded by the National Science 
Foundation. The network brings together world-class research scientists 
from medical, ecology, veterinary, epidemiology, virology, 
anthropology, climate science, data science, and economics fields that 
will advance One Health research and education. 
Application deadline: February 19, 2021 

• The International Development Research Centre (IDRC/CRDI) plans to 
issue a funding call for One Health research on emerging epidemic 
threats with a focus on Southeast Asia, Latin America, and sub-Saharan 
Africa. 
Call opens: early March 2021 

Funding N e,vs 

NTH funding news that may be relevant to global health researchers. 

• UPDATE Implementation of Requirement to Submit the Federal Financial Report (FFR) in the 
Payment Management System (NOT-OD-21-060) 

• Reminder Requesting Extensions for Early Career Scientists Whose Career Trajectories Have Been 
Significantly Impacted by COVID-19 (NOT-OD-21-052) 

• Request for Information on the 2021-2026 National Institute of Neurological Disorders and Stroke 
Strategic Plan (NOT-NS-21-021) 
NlNDS is now seeking input from the biomedical community and the public on our draft strategic 
plan. To ensure full consideration, your responses must be received by March 15, 2021. 

U pconling Deadlines 

• International Research Scientist Development Award (IRSDA) 
Application deadline: March 9, 2021 

• Japan Society for the Promotion of Science (JSPS) Fellowships 
Application deadline: March 31, 2021 

• International Bioethics Training 
Application deadline: June 4, 2021 

• Global Infectious Disease Research Training 
Application deadline, D43 only: August 3, 2021 

• HIV Research Training 
Application deadline: August 20, 2021 

• Upcoming deadlines for all Fogarty funding opportunities 
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More Information 

• View all Fogartv funding opportunities 
• Search all NIH funding opportunities and notices 
• Subscribe to NIH Guide for Grants and Contracts weekly emails 

STAY CONNECTED: 

0 0 0 

SUBSCRIBER SERVICES: Manage Preferences I Unsubscribe 

You are subscribed to receive Fogarty Funding Opportunities email updates at parkch2@state.gov. 

The Fogarty International Center, the international component of the U.S. National Institutes of Health, 
addresses global health challenges through innovative and collaborative research and training programs aod 
supports and advances the NIH mission through international partnerships. We encourage you to forward 
this to colleagues who may find it of interest. 

This email was sent lo parkch2@state.gov using GovDelivery Communications Cloud on behalf of: Fogarty International Center at 
NIH· National Institutes of Health· Bethesda, MD 20892 · (301) 496-2075 · ficinfo@mail.nih.gov 

(b )(6) 

"FIC Info (NIH/FIC)" <ficinfo@subscriptions.nih.gov> 

Recipient: state.gov> 

X 
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From: 

To: 

r"""'"'......._J.l.1.S<"-;t~~....,.,..,___....i-;:;~L_J@state.gov>; 
1-------'-=-=..__ __ --==.state.gov>; 
---~~~--____,___,@state.gov>; 
.,...._--~~~---,-__,....state.gov>; 
~-~~~--~-state.gov>; 

CC: Christopher Yeaw <cyeaw@nsri.nebraskaresearch.gov>; 
Joshua Santarpia <jsantarpia@nsri. nebraskaresearch .gov>; 
Neal Wool I en < nwoollen@nsri. nebraskaresea rch .gov>; 

(b)(6) state.gov>; 
Yu, Miles rhHR\ state.gov>; 
Feith, David I (b)(6) ~state.gov> 

[1/31/2024] Page 233 

Subject: For tomorrow, Let's not forget -A SARS-li ke cluster of circulating bat coronaviru 
ses shows potential for human emergence ( Dr. Barie and Dr. Shi) 

Date: Thu, 7 Jan 2021 04:40:27 +0000 

Rich, 
Having Dr. Barie join us is a welcome development since he was in the "room where it 
happened." As a reminder, a lot of clues can be found in this well known, perhaps well 
intentioned, and certainly revealing Nature letter describing, but not peer reviewing, Dr. Shi and 
Baric's gain of function work virological work on batbom Corona viruses as of 2015. 
Best regards, 
David 

David L. Asher, Ph.D 
Senior Fellow 
Hudson Institute 
1201 Pennsylvania Avenue, NW 
Fourth Floor 
Washington, DC 20004 
o. I c.l (b)(6) I 
https :/ /www.hudson.org/ ex perts/ 12 9 9-d avid-asher 

Sender: b}(5l n.org> 

Recipient: 

~---------"'------~ 
Rich Muller 

state.gov>; 
---...a.= .......... ...._ __ --=-.state.gov>; 
i----~~~--..,........r- state.gov>; 
,-----~~----.........1@state.gov>; 
~----'----'-'........._ __ __,_ state.gov>; 
Christopher Yeaw < cyeaw@nsri. nebraskaresearch .gov>; 
Joshua Santarpia <jsantarpia@nsri. nebraskaresearch .gov>; 
Neal Wool I en < nwoollen@nsri. nebraskaresea rch .gov>; 
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I (b)(6) @state.gov>; 
Yu, Miles ~state.gov>; 
Feith, David I fhHm @state.gov> 

[1/31/2024] Page 234 
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From: "Stilwell, David R" 

To: SES_FO Paper <SES_FOPaper@state.gov> 

Subject: For S Scan prior to 1600 SEYES Call 

Date: Mon, 4 Jan 2021 20:01:19 +0000 

https://nymag.com/intelligencer/article/coronavirus-lab-escape-theory.html 

[1/31/2024] Page 235 

From NY Mag today: "Of the fragmentary bits of virus Shi retrieved from the mine shaft, one was SARS

like, and Shi sequenced it and called it BtCoV/4991 and published a paper about it. Several times - in 
2016 and 2018 and 2019 - this most interesting sample, a portion of what we now know as RaTG13, 
was taken out of the freezers in Sh i's lab and worked on in undisclosed ways. (Peter Daszak claims that 
these samples have disintegrated and can't be validated or studied.) Samples of the nameless human 
disease also traveled back to the Wuhan Institute of Virology - few specifics about these valuable 
specimens have been released by Chinese sources, however." 
(https://nymag.com/intelligencer/article/coronavirus-lab-escape-theory.html) 

DAVID R. STILWELL 
Assistant Secretary, East Asia Pacific 

I (b)(6) I 
Sender: "Stilwell, David R" 

Recipient: SES_FO Paper <SES_FOPaper@state.gov> 
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From: ,..__ __ (._b....,)(_6 ).___ _ ___.l@state.gov> 

EAP-P-Office-DL < EAP-P-Office-DL@state.gov>; 
b 6 e.gov>; 

(b)(6) @state.gov>; 
To: 

Yu, Miles b 6 state.gov>; 
R_Clearances < R_Clearances@state.gov>; 

._I ______ ....,(b ..... )....,(6 ..... ) ______ _,l@state.gov> 

EAP-CM-U nit Ch iefs-DL < EAP-CM-U n itch iefs-DL@state.gov>; 
CC· I (~(6) l@state.gov>; 

· I (b)(6) @state.gov>: I (b)(6) @state.gov> 

5 
b"ect• For Flash Clearance (Due 4:30 PM): AM to S tol.------(b-)-(5_) ____ __, 

u l ·1 (b)(5) I 
Date: Sun, 5 Apr 2020 19:44:49 +0000 

,___(_b_)(_6_) _ __.lhas shared OneDrive for Business files with you. To view them, click the links below. 

0 18-WUHAN-

38.eml.pdf 0 18-BEIJING-138.eml.pdf 

0 2020.04.05. AM to S to Declassify WIV 

Cables.docx 

Colleagues, 

Apologies for the flash clearance request, but for your review, please see attached an AM 
(b)(5) 

(b)(5) This information will be provided to Josh Ragin at the 
........ ~~---o-s_t_o_r_a_p~1e-ce~-e...,..1s writing on COVID-19. Please let me know if you have any 

concerns. Thank you! 

Best regards, 

l(b)(6I 
Sender: 

Recipient: 

EAP-P- e-DL@state.gov>; 
,-1-----'-:::...L.l.=..L...---=st-==a:..:.::;te.gov>; 
L-----r::-:-':"".'4-'=...L...----.1'- state.gov>; 
Yu, Miles b 6 state.gov>; 
R_Clearances < R_Clearances@state.gov>; 
I fh)(6) krustate.gov>; 
EAP-CM-U nit Ch iefs-DL < EAP-CM-U n itCh iefs-DL@state.gov >; 
I (~(6) @state.gov>; 
I (b )(6) @state.gov>: 
[ (b)(6) ~state.gov> 
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From: "Yu, Miles" I (b)(6) @state.gov> 

To: 
H_Staffers <H_Staffers@state.gov>; 
I fhHm l@state.gov> 

CC: I (b)(6) l@state.gov> 

Subject: FLASH Clearance requested 

Date: Tue, 26 May 2020 18:57:52 +0000 

Colleagues at H andl(b}(6}~t L, 

A/S Stilwell and I will be briefing a Congressional China Task Force Thursday at a secure level. I am 
seeking your clearance on this white paper I wrote for the Secretary a few weeks back for distribution to 
the Members at the briefing. This paper is unclassified and is exclusively open sourced. 

A/S Stilwell suggested this and is okay with the distribution. 

I would much appreciate your response by 1000 tomorrow, Wednesday, 5/272020. 

Cheers! 

Miles 

Dr. M. Miles Yu 
Policy Planning Staff (5/P) 
Office of the Secretary 
Department of State 

(b)(6) l(o) 
,___ ___ ___,_(cl 

~'.IS!Q9PPIYE BUT UlfEbltOOIF1EQ 

Sender: "Yu, Miles" I (b)(6) l@state.gov> 

H Staffers <H Staffers@state.gov>; 
Recipient: I (h)(z) l@state.gov>; 

I (bj6) !@state.gov> 
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To: I (h )(n ) ~state.gov> 
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Subject: First new treatment that benefits some people with severe COVID-19 
Date: Wed, 16 Jun 2021 18: 15: 11 +0000 

View this email in your browser Wednesday 16 June 2021 

Hello Nature readers, 

Today we consider how COVID-19 will leave its mark on global science and 

learn that monoclonal antibodies seem to help people with severe COVID-19 
who don't produce natural antibodies. 

0 

An artist's impression of a quantum microscope. (The University of Queensland) 

Quantum microscope squeezes out noise 

A microscope that harnesses quantum entanglement can image biological 
structures with unprecedented sharpness. The technique 'squeezes' light 

to produce correlations between photons in one of the lasers used by an 

optical imaging method called stimulated Raman scattering gain 

microscopy. The squeezed light suppresses noise in the microscope's 

signal, improving the sensitivity. "In order to achieve this kind of 
measurement without quantum correlations, you'd have to turn the 

intensity up," says physicist Warwick Bowen. "But if you turned up the 

intensity enough to match these results, you'd destroy the sample, so 

we're able to examine things that previously would have been impossible 

to see." 

New Scientist I 3 min read 
Go deeper with optical imaging researcher Eric Potma in the Nature News & Views article 
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Reference: Nature paper 

TAKE OUR SALARY AND JOB-SATISFACTION SURVEY 

Please contribute to Nature's sixth salary and job-satisfaction survey 

- available in English, Chinese, French, Portuguese and Spanish. 

"This year is a crucial time in the lives and careers of many 

researchers," says Karen Kaplan, senior editor of Nature Careers. 

"With so much uncertainty in the wake of the pandemic and other 

issues, we want to learn how our readers are faring." Survey results 

will be made available in an online database later this year, and Nature 

will cover them in a series of stories starting in September. Find out 

more and take the survey here. 

COVID-19 coronavirus update 

How COVID could change global science 

The pandemic could leave its mark on research collaborations for years to 
come. Many scientists strengthened existing connections and forged new 
ones. But the pandemic interrupted projects and curtailed travel. And it 
might have intensified the challenges to international cooperation arising 
from long-standing political tensions, particularly between the United 
States and China. There is also growing concern, heightened during the 
pandemic, about making collaborations equitable for - and beneficial to 
- all partners. 

Nature 115 min read 
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Antibodies help those without their own 

A combination of monoclonal antibodies could be the first new treatment 

proven to benefit at least some people with severe COVID-19: 24% of 
treated hospitalized people who did not produce natural antibodies to the 

disease died within 28 days. Among the control group of people without 

their own antibodies, 30% died within 28 days. The treatments were 
studied as part of the large UK RECOVERY trial. The research has been 

announced but not yet published as a preprint or peer reviewed. 

Monoclonal antibodies are designer versions of disease-fighting molecules 
in the immune system. (They differ from 'convalescent plasma' - taken 

directly from the blood of people recovering from COVID-19 and used to 

treat others - which has not proven to be beneficial for people 

hospitalized with disease.) A downside of monoclonal antibodies is that 

they are expensive to make, and it's unclear how many people would 
benefit from them. 

Science I 5 min read 

Read more: Antibody therapies could be a bridge to a coronavirus vaccine - but will the 
world benefit? (Nature I 6 min read, from 2020) 

Reference: RECOVERY trial press release 

NOTABLE QUOTABLE 

"How on earth can I offer up evidence for something where there is no 
evidence?" 
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Virologist Shi Zhengli responds to questions about the hypothesis that the 
emergence of SARS-CoV-2 is linked to her work at the Wuhan Institute of 
Virology. (The New York Times I 3 min read) 
Read more: The COVID lab-leak hypothesis: what scientists do and don't know 
(Nature I 11 min read) 

Features & opinion 

Ways to save collaborations 

Research collaborations are the lifeblood of science. But if trust breaks 

down or respect is lost, partnerships can be difficult to resuscitate. To 

keep cooperation alive, team members should identify potentia1 pressure 

points in advance and promote open discussions to ensure that everyone 

is still on board. For example, each of the thousands of researchers 

involved in the Human Cell Atlas project must explain how they will 

approach well-defined policies and principles on data sharing and 

publishing. 

Nature I 6 min read 

The partnership that helped Flint 

Flint, Michigan, is infamous for its water crisis - but it should be known 

for more than this public-health tragedy, write public-health researchers 
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E. Yvonne Lewis and Richard Sadler. "Flint is a working example of how 
community members and academics can collaborate on problems - such 

as how to collect data or develop robust models of health risks and 
injustices - and on finding solutions," they write. 

Nature I 10 min read 

Funding giant Wellcome is tackling racism 

The global antiracism movement sparked by the murder of George Floyd 

and the pandemic also spurred W ellcome, one of the world's largest 
biomedical-research funders. "It was like the door I had been pushing had 
fallen open," says Kalaiyashni Puvanendran, who is a diversity and 

inclusion project manager at the charity. "Suddenly, I was allowed -

encouraged! - to progress anti-racism work that I'd wanted to do for 

years." She 1ays out the five princip1es that We11come is using to help turn 
intentions into actions. 

Nature I 5 min read 

QUOTE OF THE DAY 

"He has already proven that he is very deserving of the degree; we only 
completed the last requirement." 

The University of Chicago has awarded a posthumous PhD to Yiran Fan, who 

was murdered during a random shooting spree in Chicago in January. His 

supervisor Zhiguo He and a colleague defended Fan's dissertation on his behalf, 

based on papers they discovered in his Drop box. (Quartz I 4 min read) 
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Dig out those AstraZeneca paperweights and Pfizer pens: apparently people are 

snapping up old merch and conference swag from companies that make 

COVID-19 vaccines to commemorate their jabs. I think I'll stick with just the 

antibodies. 

This newsletter is always evolving - tell us what you think! Please send your 

feedback to briefing@nature.com. 

Flora Graham, senior editor, Nature Briefing 

Join our community 0 

You received this newsletter because you subscribed with the email address: 

I (b)(6) ~state.gov 

Please add briefing@nature.com to your address book. 

Enjoying this newsletter? You can use this form to recommend it to a friend or colleague -

thank you! 

Want to switch to the weekly edition or change your email address? Update your 

preferences. 

Had enough? Unsubscribe from the Nature Briefing. 

Fancy a bit of a read? View our privacy policy. 

Forwarded by a friend? Get the Briefing straight to your in box: subscribe for free. 

Would you like to read the Briefing in Arabic? Sign up for the weekly round-up e-mail, 

curated and translated by the editors of Nature Arabic Edition. 

Nature I The Springer Nature Campus, 4 Crinan Street, London, N 1 9XW, United Kingdom 
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Sender: Nature Briefing <briefing@nature.com> 

Recipient: I rhH!=.) gistate.gov> 
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From: Joshua Segal l (b)(6) IPtier-tech com> 

(b)(6) 

To: 

(b)(6) Wcisa.dhs.gov>; 
(b)(6) Dcisa.dhs.Qov>; 

(b)(6) 

(b)(6) I 
(b)(6) 

CC: 
fh\fh\ rrustate.gov>; 

(b)(6) l 
!h\!R\ state.gov>; 

!b\!6\ n1state.gov>; 
(h)(R) rrustate.gov>; 

l@state.gov>; 
'h"C' rn1state.gov>; 

,oHh, 5:istate.gov>; 
,hHC, >' 

!h\!nl 
(b)(6) 

(b)(6) 

!b\!6\ =tier-tech.com>: 
(b)(6) I 



FL-2022-00076 A-00000572570 "UNCLASSIFIED" [1/31/2024] Page 266 

(bl(6l 
n1tier-tech.com>; 

!b 6) 1r,.,1tier-tech.com>; 
-

(b)(6) 

,hHC, state.gov>; 
I state.gov>; 

(b)(6) IDstate.gov>; 
Dolliff Phillin RI fh\fh\ raJstate.aov> · 

(b)(6) 

" state.gov>; 
!b\!6\ tmmcia.osis.qov>; 

I 

(b)(6) 

(bl(6l 101stanrord.edu>; 
(b)(6) 

par ~ \ lti'lstate.gov 1 I 

(b)(6) 
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(b )(6) 

state.gov 

(b)(6) 

fbV6) , @ndu.edu>; 
(b)J6j ~dni.gov>; 

I (b)(6) I 
ISN-BPS-DL@state.gov < ISN-BPS-DL@state.gov >; 
1 fhHR) !@state.gov> 

Subject: Disinfo 31 Aug-1 Sept-Convergence on Biological Weapons Convention 

Date: Wed, 1 Sep 2021 22:55:49 +oooo 

All, 

As predicted in earlier emails, the Chinese/Russian narratives are taking a path to undermine the US in 
the lead-up to the Ninth BWC Review Conference. Starting about 10 days ago, the "drum-beat" of 
references to U.S. opposition to a verification protocol started taking a much more prominent role in 
Chinese narratives., somehow suggesting American hypocrisy in asking for WHO investigation of Wuhan, 
while allegedly "refusing" to open USAMRIID and other overseas labs that received DoD support. One 
reason for the current BWC focus could be the intercessional experts group currently meeting in 
Geneva to discuss measures to strengthen the Convention. 

While spread throughout the attached articles, I also attached a quick overview of some of the specific 
BWC references {which even call out AVC). That is in the document BWC titled attachment. Also 
recommend reading the Voice of America (polygraph.info) article: "From Beijing, Wrath and 
Conspiracies After U.S. Virus Report" at following link: From Beijing, Wrath and Conspiracies After U.S. 
Virus Report (polygraph.info). 

Stay safe, 

Very Respectfully, 

(b )(6) 

****The views expressed in this product are my own, and do not necessarily reflect those of any US 
Government agency or entity*** 

Sender: I (b)(6) @tier-tech.com> 

Recipient: ~I ___________ (_b_)(_

6

_) ----------~ 
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(b)(6) 

(b)(6) ~~isa.dhs.gov>; 
c1sa.dhs.gov>; 

(b)(6) 

lb\/6\ arl.nsu.edu>· 
(b)(6) 

h\ .gov>; 
(b)(6) lrustate.aov> · 

lb)(6) I 
(bl 6) state.gov>; 

>· 
' bll6l 1:i!state.gov>; 

/bl;~ l'mstate.gov>; 
wstate.gov>; 

(b)(6) lustate.gov>; 
(bl(6) llstate.nov>· 

bl/61 
(b)(6) 

(b)(6) 

,hHC, rn1arl.osu.edu>· 
/bl/61 I 

r@tier-tech.com>; 
/bl/61 I 

'h"6\ I 
'h\ -tech.com>; 

(b)(6) lrutier-tech.com>; 
,hHC, rn,tier-tech.com> · 

(b)(6) 
I 
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/hHS\ =state.gov>; 
(b)(6) IDstate.gov>; 

Rlstate.gov>; 
l"'\nlllff Dhllli.-, RI {b){6) >· 

(b)(6) 

(bl(6l v.::-._ .. _ .. e.gov>; 
(b)(6) l@mcia.osis.oov>; 

(b)(6) 

(b)(6) 
>" 
' 

(b)(6) stanford.edu>; 
(h)(R) l@str.us>; 

(b)(6) I 
(b)(6) I 

' (b)(6) 

par state.gov I lbHm I 
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(b)(6) 

~ndu.edu 1 (h)(fn 
th\ta\J;:'§ldo' l h\ I 

I 

(b)(6) I 
ISN-BPS-DL@state1ov <ISN-BPS-DL@state.gov>; 
I (bL6) I 
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Biological Convention Quick overvicw-Exccrpls 

Chinc1n. News & Socic1\ Medic1/Tc1 Kung Pc10/2021/09 

He pointed out that AVC skipped the traceability of the virus itself and directly shifted the focus of its 
investigation to "China is suspected of violating the Biological Weapons Convention." It seems to 
have determined that the virus came from a Wuhan laboratory, but could not produce any evidence, 
and intends to evade expert evaluation. 

The "Biological Weapons Convention" meeting was held on August 30. U.S. politicians have 
groundlessly accused China of violating the convention, but the irony is that as early as 2001, the 
United States exclusively withdrew from the negotiated process of an agreed 
multilateral biological weapons verification mechanism, and has so far exclusively opposed the 
resumption of negotiations. Wang Wenbin said bluntly that if the United States hadn't gotten in the 
way, this mechanism would have been established long ago, and the biological activities of various 
countries, including laboratory activities, could be placed under multilateral supervision and 
verification. 

ta-kung-pao-626874 
0400Z 1 Sep2021 
China/3. News & Social Media/Ta Kung Pao/2021/09 

•AVC bypassed experts and accused China of "violating the Biological Weapons Convention and 
manufacturing the new crown virus." Asher even claimed that the new crown virus was a 
"biological weapon" specifically targeted at the United States. serious. 

scio-1711623 
0400Z 31 Aug2021 
C:hina/1. N;ition;il Stc1te r.ntities/St;ite Council lnfonmtion Office/2021 /OB 

" However, the United States is the least open and opaque country in terms of biomilitarization 
activities and the safety of biological laboratories. In the past 20 years, the United States has been 
the only country to obstruct the negotiation of a verification protocol to 
the Biological Weapons Convention. The United States has more than 200 biological laboratories 
worldwide. It has been reported that the distribution of these laboratories is highly consistent with 
the distribution of some dangerous diseases and viruses in recent years, such as severe acute 
respiratory syndrome, Ebola hemorrhagic fever, and Zika virus. The international community has 
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repeatedly called on the US to give detailed explanations on the above-mentioned issues, but has 
not seen any serious response from the US. 

china-daily-WS612 ecdtba310 le 7 ce97 615 ta 
0400Z 31Aug2021 
China/ 1. N ;ition;il Stc1te r.ntities/C.hin;-1 f);-1ily /2 02 l /OB 

" However, the United States is the least open and opaque country in terms of biomilitarization 
activities and the safety of biological laboratories. In the past 20 years, the United States has been 
the only country to obstruct the negotiation of a verification protocol to 
the Biological Weapons Convention. The United States has more than 200 biological laboratories 
worldwide. It has been reported that the distribution of these laboratories is highly consistent with 
the distribution of some dangerous diseases and viruses in recent years, such as severe acute 
respiratory syndrome, Ebola hemorrhagic fever, and Zika virus. The international community has 
repeatedly called on the US to give detailed explanations on the above-mentioned issues, but has 
not seen any serious response from the US. 

huanqiu-world-44aA4 7W dlaL 
1850Z 31 Aug2021 
Chin,-1/l. National Stale Entitics/Iluanqiu/world 

" However, the United States is the least open and opaque country in terms of biomilitarization 
activities and the safety of biological laboratories. In the past 20 years, the United States has been 
the only country to obstruct the negotiation of a verification protocol to 
the Biological Weapons Convention. The United States has more than 200 biological laboratories 
worldwide. It has been reported that the distribution of these laboratories is highly consistent with 
the distribution of some dangerous diseases and viruses in recent years, such as severe acute 
respiratory syndrome, Ebola hemorrhagic fever, and Zika virus. The international community has 
repeatedly called on the US to give detailed explanations on the above-mentioned issues, but has 
not seen any serious response from the US. 

fmprc-tl 903401 
0400Z 31 Aug2021 
China/ 1. National State Entities/Ministry of Foreign Affairs/2 021 /08 

" However, the United States is the least open and opaque country in terms of biomilitarization 
activities and the safety of biological laboratories. In the past 20 years, the United States has been 
the only country to obstruct the negotiation of a verification protocol to 
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the Biological Weapons Convention. The United States has more than 200 biological laboratories 
worldwide. It has been reported that the distribution of these laboratories is highly consistent with 
the distribution of some dangerous diseases and viruses in recent years, such as severe acute 
respiratory syndrome, Ebola hemorrhagic fever, and Zika virus. The international community has 
repeatedly called on the US to give detailed explanations on the above-mentioned issues, but has 
not seen any serious response from the US. 

xinhua-20210831-1310159586 
0400Z 31 Aug2021 
Chin,-1/3. News & Social Media/Xinhua/2021/00 

At the regular press conference that day, a reporter asked: It is understood that the 
"Biological Weapons Convention" meeting will be held on the 30th. The United States exclusively 
withdrew from the already reached in 2001 

Wang Wenbin said that the "Biological Weapons Convention" meeting will be held on the 30th. 
China has always firmly upheld the purposes and objectives of the Biological Weapons Convention. 
with 

fmprc-tl 903401 
0400Z 31 Aug2021 
China/ 1. National State Entities/Ministry of Foreign Affairs/2 021 /08 

In the past 20 years, the United States has been the only country to obstruct the negotiation of a 
verification protocol to the Biological Weapons Convention. The United States has more than 200 
students worldwide 

huanqiu-world-44alm8ebNEj 
1458Z 31Aug2021 
C:hina/1. N;ition;il Stc1te r.ntities/Hmnqiu/world 

" However, the United States is the least open and opaque country in terms of biomilitarization 
activities and the safety of biological laboratories. In the past 20 years, the United States has been 
the only country to obstruct the negotiation of a verification protocol to 
the Biological Weapons Convention. The United States has more than 200 biological laboratories 
worldwide. It has been reported that the distribution of these laboratories is highly consistent with 
the distribution of some dangerous diseases and viruses in recent years, such as severe acute 
respiratory syndrome, Ebola hemorrhagic fever, and Zika virus. The international community has 
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repeatedly called on the US to give detailed explanations on the above-mentioned issues, but has 
not seen any serious response from the US. 

chinanews-95 55131 
0400Z 31Aug2021 
C:hinajl. News & Soci;il Medi;i/C:hina News Service/2021 /OB 

Wang Wenbin said that the United States has always advocated "openness" and "transparency," but 
the United States is the least open and opaque country in terms of biomilitarization activities and the 
safety of biological laboratories. In the past 20 years, the United States has been the only country to 
obstruct the negotiation of a verification protocol to the Biological Weapons Convention. The 

United States has more than 200 biological laboratories worldwide. 

huanqiu-world-44Zwhoitn4i 
1236Z 31Aug2021 
Chinc1/ I. N c1tionc1\ Stc1te Entities/Huc111q iu/world 

" However, in terms of biomilitarization activities and the safety of biological laboratories, the United 
States is the least open and most opaque country. In the past 20 years, the United States has been 
the only country to obstruct the negotiation of a verification protocol to 
the Biological Weapons Convention. The United States has more than 200 biological laboratories 
worldwide. 

huaxia-6768624 
1329Z 31Aug2021 
Chinc1/1. News & Socic1\ Medic1/Huc1xic1/2021 /08 

Wang Wenbin said that the "Biological Weapons Convention" meeting will be held on the 30th. 
China has always firmly upheld the purposes and objectives of the Biological Weapons Convention. 
Like most countries, China advocates the establishment of a multilateral verification mechanism 
under the framework of the Convention to carry out supervision and verification of all countries. This 
is the most effective way to ensure compliance and build mutual trust. At this meeting, China will 
once again call for the resumption of negotiations on the verification mechanism, and it is believed 
that most countries will also put forward the same proposition. 

huaxia-6768349 
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1210Z 31Aug2021 
Chin,-1/3. News & Social Media/I! uaxia/2 021 /08 

China News Service, Beijing, August 30 (Reporter Huang Yuqin) Chinese Foreign Ministry spokesman 
Wang Wenbin said at a regular press conference on the 30th that the United States has repeatedly 
advocated investigations into Chinese laboratories, which is the same as the United States' efforts to 
verify biological laboratories so far. The insisted position contradicts. In terms of traceability and the 
establishment of a multilateral biological weapons verification mechanism, it is the United States 
itself that is the least open and most opaque. A reporter asked questions. It is understood that the 
"Biological Weapons Convention" meeting will be held on August 30. The United States exclusively 
withdrew from the negotiated process of a multilateral biological weapons verification mechanism 
that had been agreed in 2001, and has so far exclusively opposed the resumption of negotiations. 
What's China's comment on this? Wang Wenbin said that China has always firmly upheld the 
purposes and objectives of the Biological Weapons Convention. Like most countries, China 
advocates the establishment of a multilateral verification mechanism under the framework of 
the Convention to carry out supervision and verification of all countries. This is the most effective 
way to ensure compliance and build mutual trust. At this meeting, China will once again call for the 
resumption of negotiations on the verification mechanism, and it is believed that most countries will 
also put forward the same proposition. He pointed out that, in fact, the United States is the country 
with the most biomilitarization activities and the most opaque in the world. If it were not for the 
United States' exclusive withdrawa I from the negotiated process that had been agreed in 2001, and 
its exclusive opposition to the resumption of negotiations so far, this mechanism would have been 
established long ago, and the biological activities of various countries, including laboratory 
activities, could be placed under multilateral supervision and verification. Down. Wang Wenbin said 
that it is worth noting that recently, the United States has repeatedly advocated investigations into 
Chinese laboratories on the issue of the traceability of the new crown virus. This is contrary to the 
position the United States has so far adhered to on the issue of biological laboratory verification. 
Since the United States previously claimed that activities in the biological field are technically 
unverifiable, the request to investigate the Wuhan laboratory is purely political blackmail. Conversely, 
if the United States believes that it is feasible to investigate the Wuhan laboratory, there is no reason 
to oppose the establishment of a multilateral bio-verification mechanism, and there is no reason to 
refuse to open the Fort Detrick base and more than 200 biological laboratories around the world to 
accept the international community's approval. survey. Wang Wen bin emphasized that this self
contradictory practice of the US shows that the so-called openness and transparency claimed by the 
US are nothing but fooling rhetoric. In terms of traceability and the establishment of a 
multilateral biological weapons verification mechanism, it is the United States itself that is the least 
open and most opaque. 

PLACN2021083104 
0400Z 31 Aug2021 
Chinc-1/ 1. N alional Stale Entities/PLA Daily /20 21/08 /31 

Wang Wenbin said that the "Biological Weapons Convention" meeting will be held on the 30th. 
China has always firmly upheld the purposes and objectives of the Biological Weapons Convention. 
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Like most countries, China advocates the establishment of a multilateral verification mechanism 
under the framework of the Convention to conduct supervision and verification of all countries. This 
is the most effective way to ensure compliance and build mutual trust. At this meeting, China will 
once again call for the resumption of negotiations on the verification mechanism, and it is believed 
that most countries will also put forward the same proposition. 

PeoplesDailyOverseas2021083102 
0400Z 31 Aug2021 
Chin,-1/ 1. N aliunal Stale Entities/People's Dc-1ily Overseas/2 021/08 /31 

At the regular press conference that day, a reporter asked: It is understood that the 
"Biological Weapons Convention" will be held on the 30th. The United States exclusively withdrew 
from the negotiated process of a multilateral biological weapons verification mechanism that had 
been agreed in 2001, and has so far exclusively opposed the resumption of negotiations. What is 
China's comment? 

Wang Wenbin said that the "Biological Weapons Convention" meeting will be held on the 30th. 
China has always firmly upheld the purposes and objectives of the Biological Weapons Convention. 
Like most countries, China advocates the establishment of a multilateral verification mechanism 
under the framework of the Convention to carry out supervision and verification of all countries. This 
is the most effective way to ensure compliance and build mutual trust. At this meeting, China will 
once again call for the resumption of negotiations on the verification mechanism, and it is believed 
that most countries will also put forward the same proposition. 

Weibo-Straight-News 
131 ?Z 31 Aug2021 
Chinc-1/3. News & Social Media/Weibu 

#Foreign Affairs Department's response to South Korea's associations against f!~t.ll\.1[~# [A South 
Korean agency sues the United States for its "Jupiter" plan for biological and chemical weapons in 
South Korea. Ministry of Foreign Affairs: The United States should truthfully explain] August 31, 
Spokesperson Wang Wenbin presided over diplomacy Ministry regular press conference. A reporter 
asked: According to reports, the Korean Fire Safety Education and Culture Association recently filed a 
lawsuit requesting the court to find that the US military in South Korea repeatedly transported highly 
toxic and hazardous substances to South Korea from 2017 to 2019 in violation of relevant South 
Korean laws. The defendant One is the Fort Detrick Biological Laboratory of the US Army. What is 
the spokesperson's comment on this? Foreign Ministry spokesperson Wang Wenbin said that I have 
noticed relevant reports. The report mentioned that the U.S. military had established a Bacillus 
anthracis laboratory at a U.S. military base in South Korea as early as September 1998. Since June 
2013, it has secretly carried out a biological and chemical weapons research program in South 

Korea, the "Jupiter" program. After the "Jupiter" plan was exposed, not only did the U.S. military fail 
to disclose the real situation of the biological and chemical weapons experiments conducted at the 
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U.S. military bases in South Korea, but the number of biochemical weapons samples sent by the U.S. 
military to South Korea increased year by year. There are many laws in South Korea regarding the 
transportation and related matters of the above-mentioned substances. Experiments are strictly 
limited. However, the US military stationed in South Korea ignored South Korean laws and secretly 
transported these substances and conducted biochemical experiments in South Korea without any 
notification procedures, endangering the lives and health of the people. The United States has always 
advocated "openness" and "transparency." However, the United States is the least open and opaque 
country in terms of biomilitarization activities and the safety of biological laboratories. In the past 20 
years, the United States has been the only country to obstruct the negotiation of a verification 
protocol to the Biological Weapons Convention. The United States has more than 
200 biological laboratories worldwide. It has been reported that the distribution of these 
laboratories is highly consistent with the distribution of some dangerous diseases and viruses in 
recent years, such as severe acute respiratory syndrome, Ebola hemorrhagic fever, and Zika virus. The 
international community has repeatedly called on the US to give detailed explanations on the above
mentioned issues, but has not seen any serious response from the US. Not only that, the United 
States has also adopted double standards. On the one hand, it refuses to open the Fort Detrick base, 
and on the other hand, it requires investigation of the Wuhan laboratory. On the issue of whether 
American laboratories have engaged in research on the enhancement of virus functions, the United 
States has so far failed to provide truthful explanations to the international community. All this shows 
that if it conflicts with the US's own interests, the US will not consider any openness and 
transparency at all. The so-called "openness" and "transparency" by the United States are just like 
"democracy" and "human rights," but they are just a cover used by the United States to deceive the 
international community and suppress other countries. 

Weibo-Moon-my-home 
1643Z 31Aug2021 
China/3. News & Social Media/Weibo 

Ironically, more than sixty years ago, the Fort Detrick Biological Laboratory of the US Army bought 
part of the data of the Japanese invaders 731 Unit for only 250,000 yen, and gradually approached 
the truth in Detburg. Xinhua News Agency reporter Huang Aiping calmly and sharply issued three 
"soul" questions to Fort Detrick: What did Fort Detrick get from Unit 731? Is there a potential 
connection between the new coronavirus and the US biological laboratory? Fort Detrick, what are 
you afraid of? When each question is raised, Ai Ping lists a series of related materials in an orderly 
manner. The suspicion behind Debord was thought-provoking. After the video was released, it was 
immediately discussed by overseas netizens. In less than two days, more than 500,000 views on 
YouTube, Facebook, and Twitter, and more than 2,000 comments were forwarded. strip. Some 
netizens "stand up and applaud": "Good job! Continue to investigate and uncover the Germanborg 
scandal for the benefit of mankind. The whole world wants to know the truth, including the American 
people." Some netizens also suggested: "WHO should organize A professional team digs deep and 
reveals the truth to the world." Some netizens couldn't help but praise the reporter sister: "When she 
likes this little sister and tells the sinful American lies, she is calm and decent." Recently, an 
international project Polls show that among the participating Internet users, more than 83% want the 
WHO to investigate the United States. Don't forget that the United States has the largest number 
of biological laboratories in the world, and is the only country blocking the negotiation of the 



FL-2022-00076 A-00000572570 "U NC LASS I Fl ED" [1/31/2024] Page 278 

verification protocol of the Biological Weapons Convention. It is time for the United States to stand 
up and explain it clearly to the world. 

Weibo-Global-Times 
1241Z 31Aug2021 
Chin,-1/3. News & Social Media/Weibo 

[Korea Association sued the US Army Fort Detrick Biological Laboratory, the Ministry of Foreign 
Affairs responded] On August 31, the spokesperson of the Ministry of Foreign Affairs Wang Wenbin 
hosted a regular press conference. The following is part of the content. Q: It is reported that the 
Korean Fire Safety Education and Culture Association recently filed a lawsuit requesting the court to 
find that the US military in South Korea has repeatedly transported highly toxic and hazardous 
substances to South Korea from 2017 to 2019 in violation of relevant South Korean laws. One of the 
defendants For the US Army Fort Detrick Biological Laboratory. Does the spokesman have any 
comment on this? A: I have noticed the relevant report. The report mentioned that the U.S. military 
established a Bacillus anthracis laboratory at the base of the U.S. Army in South Korea as early as 
September 1998. Since June 2013, it has secretly carried out a biochemical research program in 
South Korea, the "Jupiter" program. After the "Jupiter" plan was exposed, not only did the U.S. 
military fail to disclose the real situation of the biological and chemical weapons experiments 
conducted at the U.S. military bases in South Korea, but the number of 
biochemical weapons samples sent by the U.S. military to South Korea increased year by year. There 
are many laws in South Korea regarding the transportation and related matters of the above
mentioned substances. Experiments are strictly limited. However, the US military in South Korea 
ignored South Korean laws and secretly transported these substances to South Korea and conducted 
biochemical experiments without any notification procedures. Endanger people's lives, health and 
safety. The United States has always advocated "openness" and "transparency." However, in terms of 
biomilitarization activities and the safety of biological laboratories, the United States is the least 
open and most opaque country. In the past 20 years, the United States has been the only country to 
obstruct the negotiation of a verification protocol to the Biological Weapons Convention. The 
United States has more than 200 biological laboratories worldwide. It has been reported that the 
distribution of these laboratories is highly consistent with the distribution of some dangerous 
diseases and viruses in recent years, such as severe acute respiratory syndrome, Ebola hemorrhagic 
fever, and Zika virus. The international community has repeatedly called on the US to give detailed 
explanations on the above-mentioned issues, but has not seen any serious response from the US. 
Not only that, the United States has also adopted double standards. On the one hand, it refuses to 
open the Fort Detrick base, and on the other hand, it requires investigation of the Wuhan laboratory. 
On the issue of whether American laboratories have engaged in research on the enhancement of 
virus functions, the United States has so far failed to provide truthful explanations to the 
international community. All this shows that if it conflicts with the US's own interests, the US will not 
consider any openness and transparency at all. The so-called "openness" and "transparency" by the 
United States are just like "democracy" and "human rights." 

Wei ho-Spokespersons-Office-Ministry-Foreign-Affairs 
1528Z 31 Aug2021 
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Chin,-1/3. News & Social Media/Weibo 

One of the defendants was the Fort Detrick Biological Laboratory of the US Army. What is the 
spokesperson's comment on this? Wang Wenbin: I have noticed relevant reports. The report 
mentioned that the US military established a Bacillus anthracis laboratory at a US military base in 
South Korea as early as September 1998. Since June 2013, it has secretly carried out a biological and 
chemical weapons research project in South Korea, the "Jupiter" project. After the "Jupiter" plan was 
exposed, not only did the U.S. military fail to disclose the real situation of the biological and 
chemical weapons experiments conducted at the bases of the U.S. military in South Korea, the 
number of biochemical weapons samples sent to South Korea by the U.S. military has also increased 
year by year. Many laws in South Korea have strict restrictions on the transportation of the above
mentioned substances and related experiments. However, the US military stationed in South Korea 
ignored South Korean laws and secretly transported these substances and conducted biochemical 
experiments in South Korea without any notification procedures, endangering the lives and health of 
the people. The United States has always advocated "openness" and "transparency." However, the 
United States is the least open and opaque country in terms of biomilitarization activities and the 
safety of biological laboratories. In the past 20 years, the United States has been the only country to 
obstruct the negotiation of a verification protocol to the Biological Weapons Convention. The 
United States has more than 200 biological laboratories worldwide. It has been reported that the 
distribution of these laboratories is highly consistent with the distribution of some dangerous 
diseases and viruses in recent years, such as severe acute respiratory syndrome, Ebola hemorrhagic 
fever, and Zika virus. The international community has repeatedly called on the US to give detailed 
explanations on the above-mentioned issues, but has not seen any serious response from the US. 
Not only that the United States has also adopted double standards. On the one hand, it refuses to 
open the Fort Detrick base, and on the other hand, it requires investigation of the Wuhan laboratory. 
On the issue of whether American laboratories have engaged in research on the enhancement of 
virus functions, the United States has so far failed to provide truthful explanations to the 
international community. All this shows that if it conflicts with the US's own interests, the US will not 
consider any openness and transparency at all. The so-called "openness" and "transparency" that the 
United States often talks about are just like "democracy" and "human rights." They are nothing but a 
cover used by the United States to deceive the international community and suppress other 

countries. #l[H1:1i"Y-11m# #4 I~ti::I t\JMff # @}... .B:*.u!~L Weibo video of the Spokesperson's Office 

of the Ministry of Foreign Affairs 

1. 2021 
2. August 
3. 30 

scio-1711577 
0400Z 30Aug2021 
Chinc1/ I. N c1tionc1\ Stc1te Entities/Stc1te Council lnformc1tion Office/2021 /08 

Wang Wenbin: As you mentioned, the "Biological Weapons Convention" meeting will be held 
today. China has always firmly upheld the purposes and objectives of 
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the Biological Weapons Convention. Like most countries, China advocates the establishment of a 
multilateral verification mechanism under the framework of the Convention to carry out supervision 
and verification of all countries. This is the most effective way to ensure compliance and build mutual 
trust. At this meeting, China will once again call for the resumption of negotiations on the verification 
mechanism, and it is believed that most countries will also put forward the same proposition. 

China News Agency reporter: It is understood that the "Biological Weapons Convention" meeting 
will be held today. The United States exclusively withdrew from the negotiated process of a 
multilateral biological weapons verification mechanism that had been agreed in 2001, and has so 
far exclusively opposed the resumption of negotiations. What is China's comment? 

ria-ru-khabarovskiy-17 4 7 86 7991 
2131 Z 30Aug2021 
Russia/Pro-Kremlin News/RIA N ovosti/20 21 /08 

In 1972, the Convention on the Prohibition of the Development, Production and Stockpiling of 
Bacteriological (Biological) and Toxin Weapons and on Their Destruction (BTW() was opened for 
signature. It came into force in 1975. 

global-times-12 32 845 
2302Z 30Aug2021 
China/ 1. National State Entities/Global Times/2021 /08 

During the ongoing meeting of Biological Weapons Convention, China will urge again to relaunch 
the supervision mechanism negotiation, which is believed to be echoed by many other countries. 

In fact, the US has the most bioweapon-related activities in the world but the least transparency, 
Wang said, as a Biological Weapons Convention meeting took place on Monday. The US also 
rejected the protocol negotiations in 2001 while still refusing the relaunch of the talks in setting up 
multilateral supervision of biological activities and labs of each country. 

huaxia-6768313 
2030Z 30Aug2021 
Chin,-1/3. News & Social Media/I! uaxia/20 21 /08 

A: As you said, the "Biological Weapons Convention" meeting will be held today. China has always 
firmly upheld the purposes and objectives of the Biological Weapons Convention. Like most 
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countries, China advocates the establishment of a multilateral verification mechanism under the 
framework of the Convention to carry out supervision and verification of all countries. This is the 

most effective way to ensure compliance and build mutual trust. At this meeting, China will once 
again call for the resumption of negotiations on the verification mechanism, and it is believed that 
most countries will also put forward the same proposition. 

Q: It is understood that the "Convention on the Prohibition of Biological Devices" meeting will be 
held today. The United States exclusively withdrew from the negotiated process of the 
multilateral biological weapons verification mechanism that had been agreed in 2001, and has so 
far exclusively opposed the resumption of negotiations. What's China's comment on this? 

caixin-2 0210830-101763979 
0400Z 30Aug2021 
China/3. News & Social Media/Caixin/2021 /08 

Wang Wenbin: As you mentioned, the "Biological Weapons Convention" meeting will be held 
today. China has always firmly upheld the purposes and objectives of 
the Biological Weapons Convention. Like most countries, China advocates the establishment of a 
multilateral verification mechanism under the framework of the Convention to carry out supervision 
and verification of all countries. This is the most effective way to ensure compliance and build mutual 

trust. At this meeting, China will once again call for the resumption of negotiations on the verification 
mechanism, and it is believed that most countries will also put forward the same proposition. 

China News Agency reporter: It is understood that the "Biological Weapons Convention" meeting 

will be held today. The United States exclusively withdrew from the negotiated process of a 
multilateral biological weapons verification mechanism that had been agreed in 2001, and has so 
far exclusively opposed the resumption of negotiations. What is China's comment? 

fmprc-tl 903132 
0400Z 30Aug2021 
Chin,-1/ 1. N aliunal Stale Entitics/M inistry of Foreign Affairs/2 021/08 

Wang Wenbin: As you mentioned, the "Biological Weapons Convention" meeting will be held 

today. China has always firmly upheld the "Prohibition of Biological Weapons 

China News Agency reporter: It is understood that the "Biological Weapons Convention" meeting 
will be held today. The United States exclusively withdrew from the agreed-upon 
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China News Agency reporter: It is understood that the "Biological Weapons Convention" meeting 

will be held today. The United States exclusively withdrew from the negotiated process of a 
multilateral biological weapons verification mechanism that had been agreed in 2001, and has so 
far exclusively opposed the resumption of negotiations. What is China's comment? 

Wang Wenbin: As you mentioned, the "Biological Weapons Convention" meeting will be held 
today. China has always firmly upheld the purposes and objectives of 
the Biological Weapons Convention. Like most countries, China advocates the establishment of a 
multilateral verification mechanism under the framework of the Convention to carry out supervision 
and verification of all countries. This is the most effective way to ensure compliance and build mutual 
trust. At this meeting, China will once again call for the resumption of negotiations on the verification 
mechanism, and it is believed that most countries will also put forward the same proposition. 

Weibo-N ew-Video 
1707Z 30Aug2021 
Chinc-1/3. News & Social Media/Weibo 

[Ministry of Foreign Affairs: China once again calls for the resumption of negotiations on 
the biological weapons verification mechanism] On August 30, a reporter asked: It is understood 
that the "Convention on the Prohibition of Biological Weapons" meeting will be held today. In 
2001, the United States exclusively withdrew from the negotiated process of a 
multilateral biological weapons verification mechanism that had been agreed upon, and has so far 
exclusively opposed the resumption of negotiations. What is China's comment? Foreign Ministry 
spokesman Wang Wenbin said in response that China will once again call for the resumption of 
negotiations on the verification mechanism. Wang Wenbin introduced that, in fact, the United States 
is the country with the most biomilitarization activities and the most opaque in the world. Had it not 
been for the United States to exclusively withdraw from the agreed negotiation process in 2001, and 
has so far exclusively opposed the resumption of negotiations, this mechanism should have been 

established long ago, and the biological activities of various countries, including laboratory 
activities, could be placed under multilateral supervision and verification. Wang Wenbin emphasized 
that this self-contradictory practice of the United States shows that the so-called "openness and 
transparency" claimed by the United States is nothing but a foolish rhetoric. It is the United States 

itself that is the least open and most opaque in terms of traceability and establishment 
of biological and multilateral verification mechanisms. Weibo video of new video in L 

Weibo-CCTV-Military 
131 ZZ 30Aug2021 
China/3. News & Social Media/Weibo 
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[#cp1.f appeals to restart biological weapons verification negotiations#] The "Convention on the 
Prohibition of Biological Weapons" meeting was held today. The United States exclusively withdrew 
from the negotiated process of a multilateral biological weapons verification mechanism that had 
been agreed in 2001, and has so far exclusively opposed the resumption of negotiations. Foreign 
Ministry spokesperson Wang Wenbin said that at this meeting, China once again called for the 
resumption of negotiations on the verification mechanism. In terms of virus traceability and the 
establishment of a multilateral biological weapons verification mechanism, it is the United States 
itself that is most opaque. (Shen Yang, headquarter reporter) L CCTV military Weibo video 

Weibo-Xinhua-Net 
17 3 SZ 30Aug2021 
Chinc1n. News & Socic1\ Medic1/Weiho 

#United States is the most opaque country with the most bio-militarization activities# [Ministry of 
Foreign Affairs: The United States is the most opaque country in the world with the most bio
militarization activities]# The United States is the most opaque country in terms of traceability and 
establishment of a multilateral biological weapons verification mechanism# Spokesperson of the 
Ministry of Foreign Affairs Wang Wenbin said on the 30th that recently, the United States has 
repeatedly advocated investigations into Chinese laboratories on the issue of the traceability of the 
new crown virus, which is contrary to the US's position so far on the verification 
of biological laboratories. In fact, the United States has the most biological militarization activities 
and the most opaque country in the world. In terms of traceability and the establishment of a 
multilateral biological weapons verification mechanism, it is the United States itself that is the least 
open and most opaque. At the regular press conference that day, a reporter asked: It is understood 
that the "Biological Weapons Convention" meeting will be held on the 30th. The United States 
exclusively withdrew from the negotiated process of a multilateral biological weapons verification 
mechanism that had been agreed in 2001, and has so far exclusively opposed the resumption of 
negotiations. Does China have any comment on this? Wang Wenbin said that the 
"Biological Weapons Convention" meeting will be held on the 30th. China has always firmly upheld 
the purposes and objectives of the Biological Weapons Convention. Like most countries, China 
advocates the establishment of a multilateral verification mechanism under the framework of 
the Convention to carry out supervision and verification of all countries. This is the most effective 
way to ensure compliance and build mutual trust. At this meeting, China will once again call for the 
resumption of negotiations on the verification mechanism, and it is believed that most countries will 
also put forward the same proposition. "In fact, the United States is the most opaque country in the 
world with the most biological militarization activities. If it were not for the United States to 
exclusively withdraw from the negotiated process that had been agreed in 2001, and has exclusively 
opposed the resumption of negotiations so far, this mechanism would have been established long 
ago. Biological activities of various countries, including laboratory activities, can be placed under 
multilateral supervision and verification." Wang Wenbin said. He said that it is worth noting that 
recently, the United States has repeatedly advocated investigations of Chinese laboratories on the 
issue of the traceability of the new crown virus, which is contrary to the position the United States 
has so far insisted on on the issue of biological laboratory verification. Since the United States 
previously claimed that activities in the biological field are technically unverifiable, the request to 
investigate the Wuhan laboratory is purely political blackmail. Conversely, if the United States 
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believes that it is feasible to investigate the Wuhan laboratory, there is no reason to oppose the 
establishment of a multilateral bio-verification mechanism, and there is no reason to refuse to open 
the Fort Detrick base and more than 200 biological laboratories around the world to accept the 
international community's approval. survey. "This paradoxical practice of the United States shows 
that the so-called openness and transparency claimed by the United States is nothing but a fool. In 
terms of traceability and the establishment of a multilateral biological weapons verification 
mechanism, it is the United States itself that is the least open and most opaque." Wang Wenbin said . 
L Xinhua Net's Weibo Video 

Weibo-Global-Times 
1237Z 30Aug2021 
C:hinajl. News & Soci;il Medi;i/Weibo 

[Ministry of Foreign Affairs: In terms of traceability and establishment of a 
multilateral biological weapons verification mechanism, it is the United States itself that is the least 
open and most opaque.] On August 30, Foreign Ministry Spokesperson Wang Wenbin presided over 
a regular press conference. The following is part of the content. Q: It is understood that the 
"Biological Weapons Convention" meeting will be held today. The United States exclusively 
withdrew from the negotiated process of the multilateral biological weapons verification 
mechanism that had been agreed in 2001, and has so far exclusively opposed the resumption of 
negotiations. What's China's comment on this? A: As you said, the 
"Biological Weapons Convention" meeting will be held today. China has always firmly upheld the 
purposes and objectives of the Biological Weapons Convention. Like most countries, China 
advocates the establishment of a multilateral verification mechanism under the framework of 
the Convention to carry out supervision and verification of all countries. This is the most effective 
way to ensure compliance and build mutual trust At this meeting, China will once again call for the 
resumption of negotiations on the verification mechanism, and it is believed that most countries will 
also put forward the same proposition. In fact, the United States has the 
most biological militarization activities and the most opaque country in the world. If it were not for 
the United States' exclusive withdrawal from the negotiated process that had been agreed in 2001, 
and its exclusive opposition to the resumption of negotiations so far, this mechanism would have 
been established long ago, and the biological activities of various countries, including laboratory 
activities, could be placed under multilateral supervision and verification. Down. It is worth noting 
that recently, the United States has repeatedly advocated investigations of Chinese laboratories on 
the issue of the traceability of the new crown virus. This is contrary to the position that the US has so 
far insisted on the verification of biological laboratories. Since the United States previously claimed 
that activities in the biological field are technically unverifiable, the request to investigate the Wuhan 
laboratory is purely political blackmail. Conversely, if the United States believes that it is feasible to 
investigate the Wuhan laboratory, there is no reason to oppose the establishment of a multilateral 
bio-verification mechanism, and there is no reason to refuse to open the Fort Detrick base and more 
than 200 biological laboratories around the world to accept the international community's approval. 
survey. This self-contradictory practice of the United States shows that the so-called openness and 
transparency claimed by the United States are nothing but fooling rhetoric. In terms of traceability 
and the establishment of a multilateral biological weapons verification mechanism, it is the United 
States itself that is the least open and most opaque. 
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Wei ho-Spokespersons-Office-Ministry-Foreign-Affairs 
1613Z 30Aug2021 
Chin,-1/3. News & Social Media/Weibo 

[Wang Wen bin: #In terms of tracing the source and establishing a 
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multilateral biological weapons verification mechanism, the least open and most opaque is the 

United States#] "The Spokesperson's Office of the Ministry of Foreign Affairs" news, at the regular 
press conference of the Ministry of Foreign Affairs on August 30, China News Agency reporter asked: 
It is understood that the "Convention on the Prohibition of Biological Weapons" meeting will be 
held today. The United States exclusively withdrew from the negotiated process of a 
multilateral biological weapons verification mechanism that had been agreed in 2001, and has so 
far exclusively opposed the resumption of negotiations. What is China's comment? Wang Wen bin: As 
you mentioned, the "Biological Weapons Convention" meeting will be held today. China has 
always firmly upheld the purposes and objectives of the Biological Weapons Convention. Like most 
countries, China advocates the establishment of a multilateral verification mechanism under the 
framework of the Convention to carry out supervision and verification of all countries. This is the 
most effective way to ensure compliance and build mutual trust. At this meeting, China will once 

again call for the resumption of negotiations on the verification mechanism, and it is believed that 
most countries will also put forward the same proposition. In fact, the United States has the 

most biological militarization activities and the most opaque country in the world. If it were not for 
the United States' exclusive withdrawal from the negotiated process that had been agreed in 2001, 
and its exclusive opposition to the resumption of negotiations so far, this mechanism would have 
been established long ago, and the biological activities of various countries, including laboratory 
activities, could be placed under multilateral supervision and verification. Down. It is worth noting 
that recently, the United States has repeatedly advocated investigations of Chinese laboratories on 
the issue of the traceability of the new crown virus, which is contrary to the position the United 
States has so far insisted on on the issue of biological laboratory verification. Since the United States 

previously claimed that activities in the biological field are technically unverifiable, the request to 
investigate the Wuhan laboratory is purely political blackmail. Conversely, if the United States 
believes that it is feasible to investigate the Wuhan laboratory, there is no reason to oppose the 

establishment of a multilateral bio-verification mechanism, and there is no reason to refuse to open 
the Fort Detrick base and more than 200 biological laboratories around the world to accept the 
international community's approval. survey. This self-contradictory practice of the United States 
shows that the so-called openness and transparency claimed by the United States are nothing but 
fooling rhetoric. In terms of traceability and the establishment of a 
multilateral biological weapons verification mechanism, it is the United States itself that is the least 

open and most opaque. #filifttitJ.lm# #4 Jl:;Rf13 ;{J il£: IT# @),._ a:~!frNL Weibo video of the 

Spokesperson's Office of the Ministry of Foreign Affairs 

1. 2021 
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Foreign Ministry Spokesperson Wang Wenbin's Regular Press Conference on September 1, 2021 

NSTR 

Chinese Foreign Ministry Spokesman Remarks August 31, 2021 

People's Daily: A dozen of international experts who were on the joint China-WHO mission have recently 

published an article in Nature, proposing priorities for the next phase of origins study, including looking 

for early COVJD-19 cases in all regions in and outside China that have the earliest evidence for SARS

CoV-2 circulation, and conducting antibody surveys in these regions to identify places with infections 

unobserved through disease reporting. Does the foreign ministry have any comment on this? 

Wang Wenbin: We agree with the views of these international experts. China holds that international 

cooperation should be earnestly conducted in pursuing the next phase of science-based origins study in 

countries and regions across the globe guided by scientific evidence. In March this year, the joint report 

released by Chinese and WHO experts clearly states that a global perspective is needed to carry out 

future origins tracing work in multiple countries and regions instead of just one area. 

With continued research on the novel coronavirus by scientists in many countries, test results have 

shown that the virus emerged in many localities earlier than dates previously known. 

Openly-available information shows that a urine sample collected on September 12, 2019 from a 

measles patient in Italy tested positive for SARS-CoV-2. The sequencing result has been uploaded to 

open databases. 

A SARS-CoV-2 in situ hybridization reaction was detected at multiple parts on the skin biopsy of an 

Italian female patient who reported dermatosis disease in November 2019. 

Fragments of genetic material from the virus were found in a sewage sample collected on November 27, 

2019 in the Brazilian city of Florianopolis. 

Altogether 106 blood samples taken in nine US states between December 13, 2019 and January 17, 2020 

tested positive for antibodies. 

Seroprevalence of neutralizing antibodies in France increased in mid-December 2019. 
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A throat swab of a French patient with hemoptysis from December 2019 tested positive for novel 

coronavirus RNA. 

Waste water samples collected in Barcelona of Spain from January 2020 tested positive for the novel 

coronavirus. 

Nine out of 24,079 blood samples from 50 US states taken between January 2 and March 18, 2020 were 

seropositive. 

Testing of 624 white-tailed deer blood samples collected in northeastern US states between 2019 and 

March 2021 turned up antibodies in one sample from 2019, three samples from 2020, and 152 from 

2021. All infected deer showed no sign of sickness. 

The list goes on. It shows strongly that there is every reason to conduct origins study in multiple 

localities, a point that must be given full emphasis in the following origins research. 

China has been conducting continuous origins research at home based on the recommendations in the 

joint report. We hope countries where earlier evidence has been found will take prompt actions, and 

follow China's example by inviting WHO experts for scientific research on the ground so that together 

we can solve the mystery of the origins of the virus. 

Beijing Youth Daily: We noted that many people have criticized the report on COVID-19 origins 

compiled by the US intelligence community. Do you have any comment on that? 

Wang Wenbin: I made China's position clear yesterday. The so-called assessment on COVID-19 origins 

made by the US intelligence community is a political report, a scapegoating report and a false report. 

This truth is crystal clear to all perceptive people in the international community. 

Cuban Foreign Minister Bruno Rodriguez said on his Twitter account that the political manipulation of 

the US government by trying to blame China for the origins of SARS-CoV-2 is irresponsible and 

unacceptable. As the US is used to, it lies to achieve its political objectives. The Venezuelan government 

pointed out in its statement that the US practice of politicizing origins study is very dangerous, and 

called on the international community to condemn this. Vladimir Petrovsky, Chief Researcher Fellow at 

the Center for Russian-Chinese Relations Studies and Forecasting, the Institute of Far Eastern Studies, 
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the Russian Academy of Sciences, said the US accusations against China without any evidence and 

politicization of origins tracing are unacceptable, and that the US is aimed to shift blame on China. 

Officials and scholars from Pakistan, Cambodia, Egypt, Brazil, Syria and other countries have also 

published articles to slam the US intelligence community's so-called report on origins study and lab leak 

theory, pointing out that political motivation can by no means replace scientific evidence, and that the 

US should better focus on its own domestic epidemic response and uphold international cooperation 

rather than pin blames on other countries. 

China always believes that origins tracing is a complex scientific issue which should and can only be 

studied by global scientists through cooperation. Early this year, a WHO-China joint study team of 

leading international and Chinese experts conducted a 28-day research in China, and released a joint 

report containing authoritative, professional and science-based conclusions. This is a good foundation 

for international cooperation on origins tracing, and must be respected and followed through upon by 

all parties including WHO. The future origins tracing work should and can only be conducted on this 

basis instead of starting anew. The US politicizing of origins tracing only poisons the atmosphere of 

international cooperation on origins tracing and undermines global solidarity in fighting the epidemic, 

which will lead nowhere. 

Xinhua News Agency: According reports, the Korea Fire Safety Education Culture Association (KFSECA) 

filed a complaint with the court against a US Army biolab in Fort Detrick, among others. It claimed that 

the US Forces Korea (USFK) violated the ROK law and imported lethal toxic substances into the country 

multiple times between 2017 and 2019. Do you have any comment on that? 

Wang Wenbin: I noted relevant reports. It is also reported that the US army set up anthrax labs at its 

bases in the ROK as early as September 1998. It has also secretly conducted a biological weapons 

research program in the ROK since June 2013, which is known as the JUPITR program. Despite the 

exposure of JUPITR program, the US army did not disclose the actual situation of biochemical weapons 

experiments conducted at USFK bases. Instead, it has been shipping an increasing number of biological 

weapons samples to the ROK over the years, indicating that the US biochemical weapons experiments in 

the ROK are also expanding and reinforced. The ROK has strict restrictions on the shipping and 

experiments of the above-mentioned substances under various laws. However, the USFK, in disregard of 

the ROK law, secretly transported these substances to the ROK and conducted biochemical experiments 

without undergoing any declaration procedures, which endangers the lives and health of the people. 

The US has been stressing openness and transparency, but it is the least open and transparent in terms 

of bio-military activities and bio-lab safety. The US is the only country that has been obstructing the 

negotiations on the BWC verification mechanisms for 20 consecutive years. The US has established over 

200 bio-labs around the world. The distribution of these labs reportedly correlates well with the sites 

where some dangerous diseases and viruses were first identified, such as SARS, EBHF and Zika virus. The 
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international community has repeatedly called for an detailed explanation from the US side, but the 

latter has not made any serious response. 

Besides, the US is blatantly applying double standards. On the one hand, it refuses to open the Fort 

Detrick base; on the other hand, it demanded an investigation into the lab in Wuhan. The US side has 

yet to give an honest answer to the international community as to whether its labs are conducting gain

of-function studies on coronavirus. 

All this shows that the US does not care a whit for openness and transparency if the issue conflicts with 

its own interests. The so-called openness and transparency the US claims to seek, like democracy and 

human rights, is nothing but a cover for the US to deceive the international community and oppress 

other countries. 

COVID Created in American Lab, Chinese 
Media Outlets Suggest 
https://nationalinterest.org/blog/coronavirus/co,·id-created-american-lab-chinese-media
outlets-suggest-192842 

Investigating the virus's origins could be key to preventing a future pandemic, but tensions 
between the United States and China, which long predate the COVID-19 pandemic, have made 
cooperation between the two nations in the area of disease control difficult. 

by Trevor Filseth 1,; 

It is now nearly universally accepted that the first cases of the global COVID-19 virus emerged 
in Wuhan, China. While a minority, including some officials in the administration of President 
Donald Trump, has suggested that the virus escaped from a lab at the Wuhan Institute of 
Virology, the conventional explanation has been that the virus emerged in a "wet market" selling 
fresh meat and produce, as they are often breeding grounds for disease. Other epidemics, 
including China's SARS outbreak in November 2002, have been traced to similar markets. 

Either explanation-a man-made virus escape or natural evolution from an unhygienic wet 
market-means that the Chinese government is to some extent responsible for the global 
pandemic. In disputing this characterization, Chinese press outlets have provided theories of their 
own-including that the virus secretly escaped from a U.S. military facility in Fort Detrick, 
Maryland. A spokesman at China's Foreign Ministry suggested that the facility could have 
housed the virus, given its alleged security lapses in the past. 
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The Global Times, a Chinese state-owned newspaper, amplified the spokesman's claim. 
According to the outlet, more than 25 million Chinese citizens have signeJ an online petition 
calling for an investigation into F01t Detrick. 

To be clear, there is absolutely no evidence that Fort Detrick has anything to do with the virus' s 
emergence in Wuhan. Other conspiracy theories regarding the virus' s origin have been amplified 
on the Chinese internet in the past, although they have generally not been taken seriously outside 
the country. 

It is also interesting that in the past, the Chinese government has vigorously denied the lab-leak 
theory, claiming that the virus's genome indicated it had evolved naturally rather than 
artificially. In this sense, the spokesman's call for an investigation may not be in good faith; 
instead, it could be understood as encouraging a redirection from investigating the Wuhan 
Institute of Virology to investigating a U.S. lab. 

Investigating the virus' s origins could be key to preventing a future pandemic, but tensions 
between the United States and China, which long predate the COVID-19 pandemic, have made 
cooperation between the two nations in the area of disease control difficult. Beijing has largely 
not allowed the World Health Organization to investigate inside China, insisting that it will 
conduct its own internal investigation into the emergence and spread of the virus. 

Trevor Filseth is a current and foreign affairs writer for the National Interest 

ARGUMENT.RU 

https ://argumenti .ru/espionage/2021/09/73664 7 

From Russian: Arguments of the Week ..... Espionage 13+ 
COVID-1 9 could arise in a laboratory at the US military base Fort Detrick in 
Maryland 

September 1, 2021, 18 : 49 
COVID-19 could arise in a laboratory at the US military base Fort Detrick in 
Maryland 

If this is the case, then the American investigators had to try very hard not 
to get out on themselves. 

On August 27 , the US intelligence community published a declassified version 
of the report on the origins of the coronavirus. Eighteen American 
intelligence agencies were unable to agree on this issue. However, they 
reported to Joe Biden that COVID-19 was not designed as a biological weapon 

For three months, as many as eighteen American special services with a multi-billion dollar budget, as 

they say, dug the earth, but could not fulfill the task of their president and get on the Chinese trail of the 

coronavirus. 
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The Wuhan Institute of Virology said it has not had a single employee infection since the COVID-19 

outbreak. So-called US "intelligence" is a vicious political fraud, according to an editorial from a Chinese 

English-language publication: "Wherever WHO goes to trace the origins of COVID-19, it must enlist the 

frank cooperation of local academics and government officials. The WHO Expert Group expressed 

satisfaction and appreciation for China's cooperation. The US wants the presumption of guilt and 

intends to conduct a "Holmes-style" investigation. This is completely impossible in science and is a 

political insult to Chinese scientists and administration. " 

Beijing now claims the virus may have originated outside of China, including in a laboratory at Fort 

Detrick military base in Maryland, and has called on WHO to investigate early coronavirus outbreaks in 

other countries. 

Biden gave intelligence an impossible mission. Conclusions about the origin of the coronavirus and its 

classification (whether it is a biological weapon) should be made by scientists, not spies. 

Star Daily (In Russian) 

Sept 1, 2021 

What American intelligence did not report The pandemic scenario was written at the Democratic 

campaign headquarters under the leadership of Barack Obama Alexander Sadovnikov September 01, 

202110:59 am What American intelligence did not report© dni.gov Summary of US intelligence report 

on the source of the coronavirus. Read us on: Despite a large-scale PR campaign, the expected sensation 

with the publication of an American intelligence report on the source of the coronavirus did not happen. 

The CIA, together with the other 16 US intelligence communities, not only did not find at least some 

distinct "Chinese trace" in the pandemic, but also thoroughly confused the world community in this 

matter, which after this "investigation" wanted more clarity with the US biological weapons 

development programs ... The Russian convoy politely asked the Americans "why are they following us" 

January 8, 17:42 The Russian convoy politely asked the Americans "why are they following us?" The 

main conclusion of the report Judge for yourself: the main conclusion of the classified report on the 

origin of COVID-19: "the virus was not the result of the development of biological weapons." The 

question immediately arises - and on what basis was this unprofessional conclusion made, because it is 
known that the largest programs of synthetic biology to enhance the infectious and pathogenic 

properties of viruses are implemented in laboratories in the USA and Great Britain. And the line 

between the deadly chimeras created in this way and combat viruses is simply absent. This is a real 

biological weapon. Obviously, the "main conclusion" of the report is a clear attempt to whitewash 

oneself. The main theses of the report mirrored what the intelligence community announced back in 

May, after Biden's instructions to finally deal with the source of COVID-19: Translated from Russian to 

English - www.onlinedoctranslator.com - after studying all available intelligence reports and other 

information, The intelligence community remains divided over the most likely origins of COVID-19; -
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among the main versions are human contact with an infected animal or leak from laboratories. After 

such "sensational" conclusions, another logical question arises - guys, what were you looking for at all? .. 

And where, and by what methods? After all, you previously stated that you managed to hack the server 

of the Wuhan Institute of Virology and steal the genome database of all viruses investigated there. And 

if any specimen you stole has a 100 percent match with the COVID-19 genome, then blame China for the 

pandemic, and if not, then declare that the Wuhan laboratory has nothing to do with it! Apparently, the 

United States has no real facts against China, and the genomes do not match. Almost true, but not quite 

And then in the document there are arguments, in essence and style, clearly borrowed from the novel 

"The Master and Margarita" when describing Woland. Here are Bulgakov's immortal lines: 

"Subsequently, when, frankly speaking, it was too late, various institutions presented their summaries 

describing this person. Comparing them cannot but cause amazement. So, in the first of them it is said 

that this man was small in stature, had golden teeth and limped on his right leg. In the second - that the 

man was enormous, had platinum crowns, limped on his left leg. The third laconically informs that the 

person did not have any special signs." But from the report: "US intelligence services consider the most 

plausible two hypotheses of the origin of COVIDIZJ19. The first is natural human contact with an animal 

infected with this virus or a virus that is 99% similar to SARS-CoV-2. The second is a laboratory leak. Four 

intelligence agencies and the National Intelligence Council are "with little confidence" in the first 

version. One intelligence agency believes "with moderate confidence" that the first human infection 

with the coronavirus may have occurred as a result of an incident in a laboratory conducting animal 

experiments at the Institute of Virology in Wuhan. Three special services could not determine an 

explanation of the possible origin of the coronavirus without additional information. " One intelligence 

agency believes that the first human infection with coronavirus may have occurred as a result of an 

incident in the laboratory of the Wuhan Institute of Virology. © globallookpress.com One intelligence 

agency believes that the first human infection with coronavirus may have occurred as a result of an 

incident in the laboratory of the Wuhan Institute of Virology. In terms of such multidirectional 

conclusions, an analogy with Krylov's fable "The Swan, Cancer and the Pike" is appropriate. The 

terminology used is interesting: "low degree of confidence". "Medium confidence." The first is probably 

"a very small half-truth", and the second is "almost true, but not quite." Lost profit December 29, 11:28 

Lost profit According to US media reports, this investigation was conducted by the same people who 

previously investigated the accusation against our country for allegedly hacking the server of the US 

Democratic Party. We remember that the accusation turned out to be an absolutely unsubstantiated 

bluff. As we can see, these "experts" have a hand full of using their own assumptions as evidence in the 

style: "almost true, but not quite" ... Here is an example from the report: "Most of the US intelligence 

services also concluded that the virus probably was not created with the help of genetic engineering. " It 

could just as well be argued that it was probably brought from Mars. But the main complaint here is not 

even the probabilistic nature of judgments, which is unacceptable in such documents, where 

conclusions must be unambiguous. To draw a conclusion about genetic engineering, you must have the 

appropriate qualifications of a specialist in synthetic biology. Only the military medical intelligence and 

the FBI have their own microbiologists, with one amendment - a microbiologist is still not a genetic 

engineer, whose specialization is much more subtle. The rest of the intelligence services generally had to 

involve outside independent experts. If so, give them a list and their signatures under the conclusions! 

They won't, because not a single sane specialist in synthetic biology will sign this "report", as this 

guarantees the destruction of the professional reputation. The Obama-Fauci Crown Collusion But these 

were "paper" studies of the source of the pandemic, and now you will find out the undercover truth -
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why the report of the US intelligence community on a super hot topic suddenly turned out to be so 

useless and did not answer the main question - who is behind the pandemic? In June, the chief US 

infectious disease specialist, Anthony Fauci, came under fire from American politicians, the media and 

social networks because of his connections with the Wuhan Institute of Virology, to which he allocated 

funding. His e-mail was hacked, apparently by American special services, and his correspondence was 

exposed to the public. He himself only confessed to allocating$ 600,000 to Chinese laboratories. In 

2015, Barack Obama, at the request of Fauci, authorized the allocation of$ 3.5 million to the Wuhan 

Institute of Virology.© niaid.nih.gov In 2015, Barack Obama, at the request of Fauci, authorized the 

allocation of$ 3.5 million to the Wuhan Institute of Virology. Politicians, journalists and bloggers 

demanded his resignation, prosecution and compared him with the notorious Dr. Mengele and even 

with Hitler. Moreover, Fauci was publicly scourged by representatives of both leading parties in America. 

And now, for some reason, only the Republicans anathematize him ... So what happened? One 

unpleasant truth for the US Democratic Party came to light - back in 2015, Barack Obama, at the request 

of Fauci, authorized the allocation of$ 3.5 million to the Wuhan Institute of Virology. Despite the fact 

that a year earlier, Obama formally imposed a ban on experiments related to enhancing the functions of 

viruses. That is, with one hand, he imposed a ban, and with the other, he allocated money for forbidden 

experiments. Fauci, as it turned out from the correspondence, did not pay attention to the ban imposed 

by Obama at all, since experiments on strengthening the functions were carried out with the money of 

the American budget not only in Wuhan, but also in many research centers in America and also in 

Western Europe. Formally, Obama's ban related to funding the experiments, but here Fauci got around 

it easily by sending funding not directly, but through the Eco Health Alliance non-profit organization, 

which received funds from the United States Agency for International Development (USAID). Alone in 

the field against COVID-19 is not a warrior December 29, 6:08 One in the field against COVID-19 is not a 

warrior And now the main intrigue. After Donald Trump came to power, the Democrats, the globalists 

behind them and their focal point in the face of the deep state, felt a threat to all their plans to 

reorganize the planet in accordance with their professed "Values", where there is no place for a normal 

family or states as such, and corporations run everything. Realizing that Trump is very popular in 

America and will remain for a second term, in order to overthrow him, it took them a catastrophe of an 

all-American scale, which would directly affect tens and hundreds of millions of people and undermine 

the economy. And here Fauci came in handy with his viral developments. Fauci distorted the facts and 

figures on morbidity and artificially overestimated the case fatality rate. © clinicbarcelona.org Fauci 

distorted the facts and figures on morbidity and artificially overestimated the case fatality rate. In fact, 

the pandemic scenario was written in the Democratic campaign headquarters under the leadership of 

Obama. Here are the facts to support this. After the outbreak of the pandemic, Fauci publicly urged not 

to wear protective masks, and Trump told Trump that there was no cause for concern at all. The 

purpose of such "advice" is understandable - to ensure the maximum number of infected. After Covid-19 

escalated to pandemic proportions, he changed his rhetoric and told Trump that Covid-19 would 

completely devastate the country unless martial law-like measures were immediately taken to contain 

the spread. To be convincing, Fauci skewed facts and figures on morbidity and artificially inflated the 

case fatality rate by instructing the Centers for Disease Control (CDC) to label all deaths associated with 

respiratory distress as Covid-19 deaths, even if the person had never been tested for Covid-19. Cases 

have surfaced in the media As America's top infectious disease specialist, thus leading the "response" to 

the pandemic, Fauci dealt a devastating blow to both people and the economy. And all this time he 

maintained a close relationship, which is more correct to call coordination, with Obama ... Intercepted 
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phone calls and emails showed that Obama and Fauci conspired to undermine Trump's credibility by 

giving the president unsubstantiated medical advice on the pandemic. As a result, the United States 

turned out to be an unattainable "champion" in terms of the number of cases and deaths. And this is an 

election year ... Fauci gave President Trump unsubstantiated medical advice on the pandemic to 

undermine his credibility.© trumplibrary.gov Fauci gave President Trump unsubstantiated medical 

advice on the pandemic to undermine his credibility. Trump was framed When Trump was informed of 

the essence of the contacts between Fauci and Obama, he realized that he had been rudely and openly 

framed, and simply fell into a rage. At his direction, the US Department of Justice, on behalf of President 

Donald J. Trump, investigated and issued an indictment in which Dr. Anthony Fauci, as director of the 

National Institute of Allergy and Infectious Diseases and a member of the coronavirus task force, in fact 

committed treason against America. The document accused Fauci of numerous serious crimes and 

misdemeanors that would have resulted in Fauci being stripped of his medical license and imprisoned 

for life. The charges included treason, collusion with an enemy, and fraud. It was planned to try him as a 

civil servant by a military tribunal under Article 2 of Section 4 of the Constitution of the United States, 

which reads: "The President, the Vice President and all civilian officials of the United States must be 

removed from office following impeachment or conviction for treason, bribery, or other serious crimes 

or misconduct. " It is clear how Fauci was threatened by Trump's victory in the 2020 elections ... The CIA 

back in 2008 "scenario" planned COVID-19 May 6, 6:55 The CIA back in 2008 "scenario" planned COVID-

19 And more facts suggesting that preparations for the pandemic were not only conducted in the Fort 

Detrick laboratories, but were also a political multi-move. Preparing for a pandemic, in December 2017, 

Fauci persuaded Trump to lift the ban on "strengthening functions", thereby whitewashing Obama and 

substituting Trump himself if the truth about the creation of the Covid-19 virus in American laboratories 

was revealed. And in September 2018, he persuaded Trump to sign a memorandum on the 

establishment of a special coordinating committee to counter biological threats, which will be led by the 

Department of Health and Human Services. Such is the "premonition of a pandemic" from Anthony 

Fauci. 

From VANNEVAR LABS DECRYPT TOOL 

Ministry of Foreign Affairs: The United States should respond to 
the concerns of the international community about 
biomilitarization 
Source: CCTV News Client 

Wang Wenbin pointed out that the United States has always advocated "openness" and "transparency." 
However, the United States is the least open and opaque country in terms of biomilitarization activities 
and the safety of biological laboratories. In the past 20 years, the United States has been the only country 
to obstruct the negotiation of a verification protocol to the Biological Weapons Convention. The United 
States has more than 200 biological laboratories worldwide. It has been reported that the distribution of 
these laboratories is highly consistent with the distribution of some dangerous diseases and viruses in 
recent years, such as severe acute respiratory syndrome, Ebola hemorrhagic fever, and Zika virus. The 
international community has repeatedly called on the US to give detailed explanations on the above
mentioned issues, but has not seen any serious response from the US. 
2021-08-31 22:50 
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The U.S. says it has reduced its embassy staff in Belarus 
I ~lw ~'; ?I fii=,.- word~ 
Ei>lt11 1r"I (h~ry~. Zl'liltl J1a-1dt11l~ 

Report 

Not only that, the United States has also adopted double 
standards. On the one hand, it refuses to open the 
Fort Detrick base, and on the other hand, it requires 
investigation of the Wuhan laboratory. On the issue of whether 
American laboratories have engaged in research on the 
enhancement of virus functions, the United States has so far 
failed to provide truthful explanations to the international 
community. All this shows that if it conflicts with the us·s own 
interests, the US will not consider any openness and 
transparency at all. The so-called 11 openness 11 and 11transparency 11 

of the United States are just like 11 democracy 11 and 11 human 
rights," but they are only a cover used by the United States to 
deceive the international community and suppress other 
countries. (CCTV reporter Shen Yang) 

huanqiu-world-44aA4 7WdlaL 

6 page(s) I DI RECT-1 N FERENCE-BOXES 

Source Details 
Huanqiu 
Huanqiu is a Mandarin-language version of the Global Times. Global Times is a daily commercial 

publication that focuses on international affairs and features a nationalist, hawkish, editorial line. 

Though wholly owned by People's Daily, it is not authoritative and has more latitude in expressing 

opinions, including editorials that are not in sync with party leadership. 

Published 
1450Z 31Aug2021 

Collected 
1514Z 31Aug2021 

Source URL 
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Weibo-Reference-News 

17002 1Sep2021 

China/3. News & Social Media/Weibo 
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# This old photo tells you ~1!:~731~}JB1:JJi# [This old photo tells you about the connection between 

Fort Detrick and 731 troops] #~~Get 731~),Jilox~7\~W.3/# '1!~~!1!~~Why did Alvor Thompson, a 

veterinarian lieutenant colonel and proficient in bacterial warfare research, appear in the home of Shiro 

Ishii, the leader of Unit 731? What did they talk about? In 1946, Thompson investigated the germ 

warfare in Japan and interrogated Ishii Shiro and others. Shiro Ishii avoided talking about the germ 

warfare at the beginning to actively cooperate with the investigation, and finally escaped the Tokyo trial. 

Fort Detrick obtained a large amount of materials such as the germ warfare of Unit 731 and living 

experiments. Later, Thompson wrote the "Report on Japan's Bacterial Weapons", the "Thompson 

Report." In 1948, Thompson died strangely. L Xinhua Net's Weibo Video 

Weibo-Central-Broad-Military 

14582 1Sep2021 

China/3. News & Social Media/Weibo 

[#~Im}=; i c.i~f~ ~~731~)J{J1;JJi#] Why did Alvo Thompson, a veterinarian of Fort Detrick, who is 

proficient in bacterial warfare research, appear in the home of Shiro Ishii, the leader of Unit 731? What 

did they talk about? In 1946, Thompson investigated the germ warfare in Japan and interrogated Ishii 

Shiro and others. Shiro Ishii avoided talking about the germ warfare at the beginning to actively 

cooperate with the investigation, and finally escaped the Tokyo trial. Fort Detrick obtained a large 

amount of information about the germ warfare and living experiments of Unit 731. Later, Thompson 

wrote the "Report on Japan's Bacterial Weapons", the "Thompson Report." In 1948, Thompson died 

strangely. (Xinhuanet) L Xinhuanet's Weibo Video 

Weibo-Global-Talk 
20102 31Aug2021 

China/3. News & Social Media/Weibo 
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Rather than keeping a secret about its own "tracing", and never mentioning what name is being studied 

in "Fort Detrick", it closes the door of traceability tightly, but asks China to open its door to the world's 

scrutiny? What is the reason for this? The U.S. intelligence agency did not give an exact answer, which 

disappointed the U.S. side. From the beginning of the epidemic, the United States hoped to trace the 

origin of the epidemic to China, so that the United States could use the losses caused by the epidemic to 

open a big mouth to China and wantonly ask for so-called "compensation and loss." In 2020, U.S. 

Republican lawmakers publicly clamored for compensation against China, but because there was no 

definite evidence to prove that the epidemic originated in China, such absurd remarks lacked 

widespread support, and eventually became irresistible after China's strong criticism and refutation. Of. 

During this period, the United States encouraged its domestic lawyers to claim compensation from 

China and publicized China as the "source" of the epidemic. With no factual support, no matter how 

loud the US voice is, it cannot cause the slightest loss to China. As a result, the U.S. single-handedly 

planned a "tracing" report of the epidemic, hoping to obtain the site and launch a more violent attack 

on China, demanding compensation from China, suppressing China's international reputation, and 

throwing the domestic epidemic out of control. It is a pity that all the plans of the United States have 

failed as the report was released, and those minions who were prepared to criticize China on a large 

scale had to dormant again and wait for an opportunity to move. #*/f,frf~##JfJ5.!<~W:i.# 

Weibo-Straight-News 
1317Z 31Aug2021 

China/3. News & Social Media/Weibo 

The defendant One is the Fort Detrick Biological Laboratory of the US Army. What is the spokesperson's 

comment on this? Foreign Ministry spokesperson Wang Wen bin said that I have noticed relevant 

reports. The report mentioned that the U.S. military had established a Bacillus anthracis laboratory at a 

U.S. military base in South Korea as early as September 1998. Since June 2013, it has secretly carried out 

a biological and chemical weapons research program in South Korea, the "Jupiter" program. After the 

"Jupiter" plan was exposed, not only did the U.S. military fail to disclose the real situation of the 

biological and chemical weapons experiments conducted at the U.S. military bases in South Korea, but 

the number of biochemical weapons samples sent by the U.S. military to South Korea increased year by 

year. There are many laws in South Korea regarding the transportation and related matters of the 

above-mentioned substances. Experiments are strictly limited. However, the US military stationed in 

South Korea ignored South Korean laws and secretly transported these substances and conducted 

biochemical experiments in South Korea without any notification procedures, endangering the lives and 

health of the people. The United States has always advocated "openness" and "transparency." However, 

the United States is the least open and opaque country in terms of biomilitarization activities and the 

safety of biological laboratories. In the past 20 years, the United States has been the only country to 

obstruct the negotiation of a verification protocol to the Biological Weapons Convention. The United 

States has more than 200 biological laboratories worldwide. It has been reported that the distribution 

of these laboratories is highly consistent with the distribution of some dangerous diseases and viruses in 

recent years, such as severe acute respiratory syndrome, Ebola hemorrhagic fever, and Zika virus. The 

international community has repeatedly called on the US to give detailed explanations on the above-
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mentioned issues, but has not seen any serious response from the US. Not only that, the United States 

has also adopted double standards. On the one hand, it refuses to open the Fort Detrick base, and on 

the other hand, it requires investigation of the Wuhan laboratory. On the issue of whether American 

laboratories have engaged in research on the enhancement of virus functions, the United States has so 

far failed to provide truthful explanations to the international community. All this shows that if it 

conflicts with the US's own interests, the US will not consider any openness and transparency at all. The 

so-called "openness" and "transparency" by the United States are just like "democracy" and "human 

rights," but they are just a cover used by the United States to deceive the international community and 

suppress other countries. 

Weibo-CCTV-Military 
1440Z 31Aug2021 

China/3. News & Social Media/Weibo 

[#?1,-g-~!1t~$fal~M~~~taking#] #The US military defendant illegally transported highly toxins to 

South Korea#, one of the defendants was the US military Fort Detrick Biolab. Foreign Ministry 

spokesperson Wang Wenbin pointed out that the United States has always advocated "openness" and 

"transparency", but in terms of biomilitarization activities and biolab safety, the United States is the 

least open and opaque country. (Headquarters reporter Shen Yang) 

Weibo-Moon-my-home 
1643Z 31Aug2021 

China/3. News & Social Media/Weibo 

Ironically, more than sixty years ago, the Fort Detrick Biological Laboratory of the US Army bought part 

of the data of the Japanese invaders 731 Unit for only 250,000 yen, and gradually approached the truth 

in Detburg. Xinhua News Agency reporter Huang Ai ping calmly and sharply issued three "soul" questions 

to Fort Detrick: What did Fort Detrick get from Unit 731? Is there a potential connection between the 

new coronavirus and the US biological laboratory? Fort Detrick, what are you afraid of? When each 

question is raised, Ai Ping lists a series of related materials in an orderly manner. The suspicion behind 

Debord was thought-provoking. After the video was released, it was immediately discussed by overseas 

netizens. In less than two days, more than 500,000 views on YouTube, Facebook, and Twitter, and more 

than 2,000 comments were forwarded. strip. Some netizens "stand up and applaud": "Good job! 

Continue to investigate and uncover the Germanborg scandal for the benefit of mankind. The whole 

world wants to know the truth, including the American people." Some netizens also suggested: "WHO 

should organize A professional team digs deep and reveals the truth to the world." Some netizens 

couldn't help but praise the reporter sister: "When she likes this little sister and tells the sinful American 

lies, she is calm and decent." Recently, an international project Polls show that among the participating 

Internet users, more than 83% want the WHO to investigate the United States. Don't forget that the 
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United States has the largest number of biological laboratories in the world, and is the only country 

blocking the negotiation of the verification protocol ofthe Biological Weapons Convention. It is time for 

the United States to stand up and explain it clearly to the world. 

Weibo-Clarion-call 
2008Z 31Aug2021 

China/3. News & Social Media/Weibo 

It was the United States that had similar infectious diseases before the new crown epidemic. 5. The US 

government has long provided funding for biological warfare research. 6. Shiro Ishii, Unit 731 of Japan, is 

the biological weapon consultant of Fort Detrick. 

Weibo-Qiushi 
1818Z 31Aug2021 

China/3. News & Social Media/Weibo 

["The United States is the real suspect country of the source of the new crown virus"] Recently, the 

United States released the main points of a so-called "new crown virus traceability investigation report". 

This traceability report led by the US intelligence agency nakedly politicized the issue of virus 

traceability. As the international scientific community and the media community had anticipated in 

advance, the report was nothing new. It was just repeating the platitudes of some US politicians to 

discredit China. , In an attempt to bring the focus of traceability to China, and to raise the flag for the 

kidnapping of the WHO to carry out the so-called "second traceability" against China. What is even more 

ironic is that the US government, which is keen to act as a "tracer" of virus traceability, has always 

pretended to be deaf and dumb about its own suspicions of the epidemic. The United States has the 

worst safety record for biological laboratories in the world. People can't help asking: Since the US 

"tracing investigation report" is ambiguous in the "laboratory leak theory", why not open the 

Fort Detrick Biological Laboratory, which is seriously concerned by the international community, and 

the University of North Carolina, which has artificially modified the coronavirus, Openly accept the WHO 

traceability investigation? In the face of the doubts and voices of international public opinion, the US 

government has tightly locked its own traceability door, but has repeatedly pointed the finger at China, 

which has further exposed its guilty conscience and its true intention to politicize traceability only for 

China. In fact, more and more studies and evidence show that the new coronavirus may have appeared 

in the United States before the end of 2019, and "the United States is the real suspect country of the 

new coronavirus." For details, see J, J, 0 "The United States is the real suspect country of the source of 

the new crown virus" 
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One of the defendants was the Fort Detrick Biological Laboratory of the US Army. What is the 

spokesperson's comment on this? Wang Wenbin: I have noticed relevant reports. The report 

mentioned that the US military established a Bacillus anthracis laboratory at a US military base in 

South Korea as early as September 1998. Since June 2013, it has secretly carried out a biological 

and chemical weapons research project in South Korea, the "Jupiter" project. After the "Jupiter" 

plan was exposed, not only did the U.S. military fail to disclose the real situation of the biological 

and chemical weapons experiments conducted at the bases of the U.S. military in South Korea, 

the number of biochemical weapons samples sent to South Korea by the U.S. military has also 

increased year by year. Many laws in South Korea have strict restrictions on the transportation of 

the above-mentioned substances and related experiments. However, the US military stationed in 

South Korea ignored South Korean laws and secretly transported these substances and 

conducted biochemical experiments in South Korea without any notification procedures, 

endangering the lives and health of the people. The United States has always advocated 

"openness" and "transparency." However, the United States is the least open and opaque 

country in terms of biomilitarization activities and the safety of biological laboratories. In the 

past 20 years, the United States has been the only country to obstruct the negotiation of a 

verification protocol to the Biological Weapons Convention. The United States has more than 

200 biological laboratories worldwide. It has been reported that the distribution of these 

laboratories is highly consistent with the distribution of some dangerous diseases and viruses in 

recent years, such as severe acute respiratory syndrome, Ebola hemorrhagic fever, and Zika virus. 

The international community has repeatedly called on the US to give detailed explanations on 

the above-mentioned issues, but has not seen any serious response from the US. Not only that, 

the United States has also adopted double standards. On the one hand, it refuses to open the 

Fort Detrick base, and on the other hand, it requires investigation of the Wuhan laboratory. On 

the issue of whether American laboratories have engaged in research on the enhancement of 

virus functions, the United States has so far failed to provide truthful explanations to the 

international community. All this shows that if it conflicts with the US's own interests, the US will 

not consider any openness and transparency at all. The so-called "openness" and "transparency" 

that the United States often talks about are just like "democracy" and "human rights." They are 

nothing but a cover used by the United States to deceive the international community and 

suppress other countries. #m:tt"~t;:jm# #-9-~~tElt"~~Jf# @.A.-5:;f.ffi!J;,lL Weibo video of the 

Spokesperson's Office of the Ministry of Foreign Affairs 
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According to a domestic media report on August 30, the Korean Association for Fire Safety Education 

and Culture has ordered the US Army Fort Detrick Biological Laboratory and the US Army Commander 

Paul Paul La Carmela went to court. The reason was that between 2017 and 2019, the US milftary in 

South Korea repeatedly transported highly toxic substances to South Korea, which seriously violated 

South Korea's relevant laws. According to data from the South Korean Ministry of Defense at the end of 

2015, Between 2009 and 2015, the U.S. military transported Bacillus anthracis specimens to South Korea 

several times, and conducted 16 experiments at U.S. military bases in South Korea. In addition, Yersinia 

pestis was transported in 2015. From Korean military experts in South Korea What the media said during 

interviews learned that the U.S. military had established a Bacillus anthracis laboratory at a US military 

base in South Korea as early as September 1998. In addition to Bacillus anthracis, there is also a type of 

botulinum toxin called botulinum toxin. The poison is 100,000 times more toxic than Bacillus anthracis. 

Not only that, since June 2013, the U.S. military has also secretly launched a biological and chemical 

weapons research program in South Korea. After the program was exposed by the Korean media, the 

U.S. military continued to report to South Korea. The Korean Fire Safety Education and Culture 

Association pointed out that the US military in South Korea has also illegally transported botulinum 

toxin, staphylococcal toxins, ricin and other highly toxic and harmful substances to South Korea. These 

substances have been used for biochemical experiments. The association also stated that according to 

South Korea's "Biochemical Weapons Act" and "Infectious Disease Prevention Act" and other laws, the 

transportation and related experiments of these substances have violated the relevant provisions of 

Korean law. However. Not only did the US military in South Korea ignore South Korean laws and 

regulations, it also secretly transported these substances for biochemical experiments without 

permission, endangering the lives of the people, and the association condemned this. With the US 

military in Korea conducting biochemical experiments With the continuous exposure of the news, the 

dissatisfaction and anger of the Korean people on this issue are also increasing. There are even a 

number of civil organizations who went to protest outside the US military base. A few days ago, Busan 

citizens and social groups also established a Resident Voting Promotion Committee to urge the city The 

government agreed to vote by residents to decide whether to close the U.S. military biochemical 

laboratory in Busan Port. It is understood that this request has been signed and supported by nearly 

200,000 Busan citizens. The committee personnel stated that there are 5 in the vicinity of Busan Port's 

eighth terminal. Schools and more than 10 residential communities are very densely populated, and the 

existence of US military biochemical laboratory facilities poses a threat to the health and safety of Busan 

citizens, so the US military must close the biochemical laboratory in Busan Port and withdraw 

biochemical weapons from South Korea. In addition to transporting highly toxic substances to South 

Korea, the U.S. military has also recently discharged poisonous water containing fluoride to Japan. 

According to Japanese media reports, on August 26, local time, the U.S. Marine Corps stationed in 

Okinawa treated sewage containing fluoride., It was discharged into the sewer from Futenma Airport, 

and about 64,000 liters were discharged on the same day. In this regard, on August 27, local time, 

Japan's environmental minister Shinjiro Koizumi said that Japan and the United States are still discussing 

disposal methods, but the United States is only Was discharged. He said, It has strongly protested the US 

approach. The irony is that Japan's approach to the Fukushima nuclear wastewater treatment is very 
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similar to that of the United States. According to earlier reports by Japanese media, Tokyo Electric 

Power Company and the Japanese government have reached an agreement. The two sides have 

formally determined the Fukushima nuclear sewage discharge plan, which is to discharge the sewage 

into the offshore water about 1 kilometer away from the nuclear power station, so as not to damage the 

image. The cost of transportation is inverted. #lil~~$•~~##!f:f;J<~i~# 

Weibo-China-News-Network 
0852Z 31Aug2021 

China/3. News & Social Media/Weibo 

#Pay attention to new crown pneumonia# [What credibility can the new crown "trace to the source" 

report concocted by the US intelligence agencies have any credibility!] #ffi~i.:JH,# On August 27, the 

Office of the Director of National Intelligence of the United States released the main points of the so

called "New Coronavirus Traceability Investigation Report", slandering China for obstructing 

international investigations, refusing to share information, and accusing other countries. The report 

stated that a conclusive assessment of the origin of the new coronavirus requires China's cooperation, 

but China "has been obstructing global investigations, refusing to share information, and blaming other 

countries11
• What kind of weird logic is this? The reason why the report cannot be concluded is that 

China did not "recognize" the so-called conclusive assessment? Isn't it the same as if you stepped on my 

foot, but you should blame me for sticking my foot under your shoes? Virus tracing is a serious scientific 

problem from beginning to end. What credibility can a "trace to the source" report concocted by 

American intelligence agencies lacking relevant scientific investigation experience! #Strongly appeal to a 

thorough investigation of the Fort Detrick Laboratory in the United States# (Jiang Li) 

Weibo-Moon-my-home 
1135Z 31Aug2021 

China/3. News & Social Media/Weibo 

When will the US biological laboratory make information public? Since the outbreak of the 

new crown pneumonia epidemic, the United States has been making a big fuss on the issue of virus 

traceability, trying to politicize the issue of virus traceability in order to divert the public and the 

international community's accountability for the failure of the United States in its own fight against the 

epidemic. At the same time, the United States has evaded and concealed its own doubts on multiple 

core issues of virus traceability. At present, the United States has more than 

200 biological laboratories around the world, and has formed the largest number of 

"biological laboratory networks" covering key regions around the world. Many secret laboratories are 

engaged in research on dangerous pathogens. Moreover, the management of these laboratories is 

chaotic, and accidents occur frequently. Under various doubts and doubts about the true purpose of the 

United States in setting up laboratories around the world, the international community's call for the 
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United States to disclose relevant information has become increasingly strong. Earlier this year, a 

research report published on the official website of the Russian Ministry of Defense pointed out that the 

US Army has funded more than 200 biological laboratories in many countries around the world and 

commissioned them to conduct research on viruses and their transmission media .. These laboratories 

are distributed in countries around Russia, Southeast Asia, South Asia, Africa and other regions. In 

Ukraine alone, the United States has set up 16 biological laboratories. According to previous reports by 

Russian media, the United States has stored "particularly dangerous infectious disease viruses" in eight 

laboratories established in Ukraine. Among them, the "Ukrainian Institute of Epidemiology and Hygiene" 

and the "Publicity Research Institute" located in the southern city of Odessa The technology, pathogens, 

and scientific knowledge mastered by units such as the Institute "may be used in the development of 

biological weapons." South Korean media have also reported that the biochemical weapons laboratories 

of the US military in South Korea are located at the four US military bases in Yongsan, Busan, Gunsan 

and Pyeongtaek in Seoul. From 2009 to 2014, these laboratories conducted at least 15 dangerous 

anthrax bacilli. test. Disaster management overseas biological laboratories become the source of the 

disaster. The United States is not only deploying biological laboratories for researching high-risk 

substances around the world, but also the management of these laboratories is also very chaotic, with 

frequent security incidents, which is a problem for the country concerned and its neighboring countries 

and even the whole world. The world brings disasters. In 2015, a biochemical center in the United States 

sent samples of Bacillus anthracis to South Korea when sending samples of Bacillus anthracis to a US 

military base in South Korea, and a delivery accident occurred. In addition, according to South Korean 

media reports, the US military stationed in South Korea has secretly transported "a variety of high

dangerous substances" into South Korea on many occasions without going through legal permission and 

reporting procedures. In December last year, the US military in South Korea, without the knowledge of 

nearby residents, processed botulinum, staphylococcal toxin, and ricin, which are highly toxic substances 

that can appear in bacterial warfare. In 2018, there was also an accident at the Lugar Laboratory in 

Georgia. Two Filipinos who worked there died of "gas poisoning". Previously, the Russian Ministry of 

Defense had suspected that the US military was conducting biological weapons tests at the Lugar 

Laboratory. Fires in the backyard are frequent laboratory accidents in the United States. The safety 

of biological laboratories in the United States is also full of loopholes. According to US media reports, 

from 2006 to 2013, laboratories across the United States notified federal regulatory agencies of more 

than 1,500 pathogen-related accidents, including: the loss of pathogens that can be made into biological 

weapons; laboratory experiments infected with deadly viruses The white mice fled; the cattle injected 

with the test vaccine were slaughtered and sold, and finally even served to the table; there were also 

accidental contact with the anthrax virus, Ebola virus and avian influenza virus by the laboratory 

personnel of the US Centers for Disease Control and Prevention. These accidents are very likely to cause 

direct contacts to be infected by the deadly virus, and the virus will then spread to the community 

through these individuals, forming an epidemic. The United States owes the world a clear answer. Some 

studies have found that the distribution of more than 200 biological laboratories in the world in the 

United States is "surprisingly similar" to the regional distribution that has become the origin of 

dangerous diseases and virus spread in recent years. It is really difficult to use" "Coincidence" to 

explain. Some countries and people have repeatedly asked the United States to investigate local 

biochemical tests and disclose relevant information, and strongly demand that 

these biological laboratories be closed. However, the United States has always turned a deaf ear to 

these calls. What exactly are these biological laboratories in the United States researching? What is the 
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purpose of studying these? Why is the United States unwilling to close these laboratories? These 

questions need to be answered by the United States one by one! 

Because many countries have detected the new crown virus in these cases, and they are all earlier than 

Wuhan! For example, the WHO specifically mentioned Italy in its statement, but there is more than one! 

Italy: There has been a wave of infection peaks around October 2019. In early 2020, the rapid spread of 

the new coronavirus in Italy, the rapid growth of confirmed cases, and the early emergence of local 

cases all made local scientists suspect that the new coronavirus had formed at least a few months ago. 

The local spread was just undetected. For example, Italy entered a state of emergency at the end of 

January 2020 and adopted preventive and control measures, but 20 days later, the epidemic in northern 

Italy still suddenly began to spread rapidly. It can be seen that the new crown virus was secretly 

prevalent earlier, and it was treated as another disease. In the beginning, HIV infection was regarded as 

Kaposi's sarcoma, and poliovirus infection was regarded as a congenital disability ... Scholars have 

promoted the tracing of the new coronavirus from the retained samples of other types of patients. In 

November 2020, "Oncology" published the study "Unexpected!" by scholars of the Italian National 

Cancer Research Center. Antibodies to the new coronavirus were detected before the Italian pandemic. 

Researchers found antibodies to the new coronavirus in the blood samples of lung cancer patients 

retained. What's more convincing is that in the neutralization experiment with live viruses, multiple 

antibodies from October 2019 showed the ability to destroy live viruses. The researchers also analyzed 

the infection trends and distribution areas of positive patients. The data showed that there was a wave 

of infection peaks in Italy around October 2019, and more than one-tenth of the samples showed 

antibodies in the early stages of infection. Most of the patients who showed positive came from the 

Lombardy region of Italy, which coincided with the most severely affected area in Italy. It may be that 

the impact factor of publicatfons is not high, or it may be difficult for people to change their 

preconceived opinions. This research was not paid enough attention at the time, and thus did not play a 

role in the "milestone" of virus traceability. Italy once again proves that the new crown virus will be 

popular in the summer of 2019. Unearthing the truth will often have twists and turns, as long as you 

don't give up. A heavier real hammer appeared a few months later-the study of "the molecular evidence 

that the new crown virus was prevalent in Lombardy, Italy in the late summer of 2019 in skin rash 

samples" was sent to The Lancet earlier this month. The study tested samples including oropharyngeal 

swabs, urine, and serum, and the results showed that the new coronavirus had appeared in the late 

summer of 2019 and then spread. What's more powerful is that it gives "iron proof"! "Nucleic acid 

testing is very important. It intuitively gives a positive result, and at the same time, it is supported by 

antibodies. It is a large cohort study, not a sporadic case. The evidence is very solid." Domestic virus 

traceability expert, Life Science and Technology of Beijing University of Chemical Technology Tong 

Yigang, the dean of the college and the Chinese leader of the Animal and Environment Group of the 

China-World Health Organization New Coronavirus Traceability Joint Research Expert Group, told 

Science and Technology Daily that this research may lead to a change in the cognition of the traceability 

of the new coronavirus in the future and also expand the scope of traceability. Due to the highly 

degradable nature of RN.A, samples that can be tested for nucleic acid are very rare. They are all stored 

in the -80°C sample library of the University of Milan Biological Laboratory in Italy, only to be "still in the 

shelf life" two years later. And for people infected with the new coronavirus, the oropharyngeal swab 
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can only be tested positive for nucleic acid at the early stage of infectious virus infection. All these make 

it harder to find the "iron proof" of nucleic acid than to find a needle in a haystack, but this research has 

done it, and the industry believes that it has obtained strong scientific evidence. WHO: Let a third-party 

team review whether it is time period or epidemic area. The conclusions of two independent studies are 

highly consistent: in the late summer of 2019, the new crown virus has been secretly circulating in Italy. 

The heavyweight "real hammer" discovered and repeatedly verified in scientific research also shocked 

the World Health Organization. In the statement, the WHO stated that it has carried out a third-party 

evaluation of the Italian research results, and the international experimental team will conduct a blind 

test on the samples. The research experience of the Italian research team has inspired research teams 

all over the world: There will be amazing discoveries in the biological sample bank at -80°C! To this end, 

the WHO specifically calls on scientists around the world to have a new understanding of the traceability 

of the new coronavirus in more early cases in 2019. Because the data obtained by scientific research is 

the "real hammer" for virus traceability. The WHO stated that it has cooperated with many countries 

that previously reported the early results of virus traceability, and Italy is one of them. In fact, more and 

more evidence from scientific research shows that in the months before the discovery of the new 

coronavirus in Wuhan, it had spread outside of China. In November 2019, skin samples with viral RNA 
detected in Italy. In the same month, the virus was detected in Brazilian wastewater samples. From 

December 13, 2019 to January 17, 2020, 106 samples of routine blood donations in the United States 

were tested positive for antibodies to the new coronavirus. France has also used antibodies to detect 

indirect evidence of infection in 2019 ... WHO has called for finding the origin of a new virus to be a time

consuming and difficult scientific task that requires the cooperation of all countries. 

"We lie, we deceive, we steal" The beginning of the black history of the US intelligence services (in

depth observation) Since the outbreak of the new crown pneumonia, the US government has used a 

series of lies from its own political self-interest, from watching the fire from the shore to waiting for the 

so-called "herd immunity". Paralyze the people of the country. When it was difficult to cover up the 

spread of the epidemic, the U.S. government began to blame it again, constantly criticizing and 

questioning China, and fabricating a series of lies including "the virus is leaking from the Wuhan virus 

laboratory". In May of this year, U.S. President Biden even asked the U.S. intelligence services to 

"intensify their efforts" to investigate the source of the new crown virus and submit an investigation 

report within 90 days. The scientific problem of tracing the virus to the source is handed over to the US 

intelligence services, which are known for assassinations, coups, monitoring, and lying. This approach is 

tantamount to treating science as a child's play. Using false intelligence to invade Iraq "We lie, we 

deceive, we steal. We also have a course dedicated to teaching these. This is the glory ofthe United 

States' continuous exploration and enterprising." When Pompeo gave a speech at Texas A&M University 

in April 2019, he explained the "thick black science" of American intelligence agencies. In recent years, 

the most classic case in which the United States relied on false intelligence to instigate wars is the 2003 

Iraq War. On February 5, 2003, the then US Secretary of State Powell took out a test tube containing 

white powder at a UN Security Council meeting, claiming to be evidence that Iraq was developing 

chemical weapons. After that, the US-British coalition forces brazenly invaded Iraq on this ground. 

However, the United States has so far failed to produce conclusive evidence of the existence of weapons 

of mass destruction in Iraq. A 2019 article by Vox News compiled the main timeline of the U.S. 
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government's lie on the issue of the Iraq War. In August 2002, the then-U.S. Vice President Cheney 

stated: "There is no doubt that the current Iraqi regime possesses weapons of mass destruction." In 

September of that year, the then-U.S. President's National Security Affairs Assistant Rice was on CNN. 

CNN claimed that the aluminum tubes purchased by Iraq were "only suitable for nuclear weapons 

programs." In October of that year, the then-U.S. President Bush stated that Iraqi President Saddam 

Hussein had "a large stock of biological weapons." Until February 2003, Powell publicly misled the world 

with false information in the UN Security Council. Vax News commented that the then U.S. government 

repeatedly exaggerated or completely fabricated intelligence conclusions, and many people died in the 

war because of these lies. From 2003 to the present, one of the most distressing things is that none of 

the main decision makers, or even the auxiliary decision makers, have apologized for the war they chose 

to launch that killed hundreds of thousands of people. The invisible black hand behind the American 

hegemony For many years, the US intelligence services have been the invisible black hand behind the 

American hegemony. The United States has instigated one after another war, coup d'etat, and 

assassination, all of which are unavoidable for the intelligence agencies to fabricate lies and fabricate 

accusations. In the middle of the 20th century, the CIA launched the "Mockingbird Project" with the aim 

of using this project to buy over journalists and agencies from around the world to gather intelligence. 

Philip Graham, one of the project leaders, was the publisher of the Washington Post at the time. The CIA 

has admitted that the Robin Project has bought at least 400 journalists and 25 large organizations 

around the world. To this day, the CIA is still keen to intimidate and lure media people in order to grasp 

information and manipulate public opinion. On August 4, 1964, the then-U.S. President Johnson 

delivered a speech, claiming that two U.S. warships were attacked by North Vietnamese torpedo boats 

that night. Only 3 days later, the U.S. Congress passed the "Tokyo Bay Resolution", approving the 

president to take all necessary measures to resist any armed attacks against the U.S. military. Since 

then, the Vietnam War has broken out. However, the declassified information confirmed that on August 

4, no North Vietnamese torpedo boats attacked US warships. Instead, two destroyers of the US military 

launched hundreds of shells and bombs against the open water. In October 1990, the HBO television 

network in the United States broadcasted a news item provided by CNN: a "Kuwaiti volunteer" testified 

in tears before the U.S. Congress that Iraqi soldiers rushed into a hospital in Kuwait and delivered a 

premature baby in the incubator. Throwing on the ground caused the death of more than 300 babies. 

This news aroused the anger of the American people against Iraq. On January 12, 1991, the U.S. 

Congress passed a resolution to declare war on Iraq, and the Gulf War broke out on January 17. It was 

not until a year later that the US media broke the news that the "incubator incident" was a lie concocted 

by the United States, and Kuwaiti medical staff had long pointed out that the "Kuwaiti volunteer" did 

not exist. In 1999, the US Federal Bureau of Investigation (FBI), in collaboration with the New York Times 

and other US media, spread rumors that Chinese-American nuclear weapons expert Li Wenhe, who 

works at Los Alamos National Laboratory, was a Chinese spy and used this as a reason Li Wenhe initiated 

as many as 59 charges. After 9 months of solitary confinement, no evidence was found. In order to 

induce Li Wenhe to plead guilty, the FBI even "fishing law enforcement", relying on various charges to 

force Li Wenhe to "confess minor crimes" in exchange for "exemption from major crimes." It was not 

until September 13, 2000 that the court released Li Wenhe under a plea agreement. U.S. Federal Judge 

Parker stated in court that the actions of relevant U.S. agencies in this case "embrace the entire country 

and every citizen." In April 2018, the United States, Britain and France launched air strikes against Syria 

on the grounds that "the Syrian government used chemical weapons." But the facts have proved that 

the so-called "evidence" is only a posing video of the Syrian Civil Defense Organization (also known as 
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the "White Helmet"). The "White Helmets" seem to be neutral and objective non-governmental 

organizations, but they are actually funded by the United States and the West, colluding with terrorist 

forces, shooting false videos, and planting the Syrian government. During the interview, the local people 

even stated that the "White Helmets" had looted all the relief food for the locals. In 2018, without any 

evidence, the FBI accused Hu Anming, an associate professor at the University of Tennessee, of guilty of 

wire fraud and misrepresentation. It conducted a series of investigations on Hu Anming and included 

him on the federal no-fly list. The Washington Post pointed out that FBI agent Kujim Sadik found a 

Chinese press release with a picture of Hu Anming through a Google search and accused him of being a 

Chinese spy. The allegations later proved to be completely false. In June of this year, three U.S. House of 

Representatives sent a letter to Michael Horowitz, Inspector General of the Department of Justice, 

expressing deep concern that the FBI used false information to falsely accuse Hu Anming and requested 

a reinvestigation of the case. Lies and behaviors make people outrageous. In addition to fabricating facts 

and creating unjust cases, US intelligence agencies are also unscrupulous in abuse of torture and 

prisoners. The U.S. Senate Intelligence Committee began investigating the CIA's torture of detainees 

during interrogations in 2009, and formed a report of more than 6,000 pages. In December 2014, it 

released a summary of the investigation report of approximately 500 pages. According to the 

declassified summary of the investigation report, in order to obtain intelligence, the CIA has tortured 

suspects from terrorist and extremist organizations, including sleep prohibition, imprisonment in small 

spaces, personal humiliation, and the use of "water boarding." The CIA leadership also exaggerated the 

results of the interrogation and deceived the White House and Congress for a long time "systematic". In 

2016, the American Civil Liberties Union, based on the Freedom of Information Act, required the Senate 

Intelligence Committee to publish the full text of the prisoner abuse report and brought the lawsuit to 

the District of Columbia Court of Appeals for the Federal Circuit, but did not win. The court stated in its 

judgment that the Freedom of Information Act only applies to the administrative agencies of the federal 

government and does not apply to Congress. Ashley Gorsky, a senior attorney for the National Security 

Project of the American Civil Liberties Union, said that the summary of the prisoner abuse report 

recorded a large number of deceptions by the CIA, from false statements about the "effectiveness" of 

torture to detainees held by the CIA. Misrepresentation of quantity. The extent of the agency's 

deception of the White House, the Department of Justice, Congress, and the public is shocking. "Its lies 

and behavior are so outrageous .... ln 2019, why did the US Army suddenly close 

the biological laboratory in Fort Detrick? What is the purpose of more than 200 

overseas biological laboratories in the United States? Will the White House invite WHO experts to carry 

out traceability work in laboratories in the United States? In violation of the basic conscience and justice 

of mankind, the US government launched a political gamble and used intelligence agencies to 

investigate the origin of the new crown virus. The imitators of this "washing powder lie" would only 

bring shame and scandal. 

Should we continue to push back the global call to obstruct the investigation of the Fort Detrick base 

and other places? On the issue of traceability, I would rather catch the wind and catch the shadows, but 

selectively lose sight of my own doubts. I am afraid that this is not what a "responsible big country" 

should be responsible for? 
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On May 26 this year, the White House issued a statement stating that US President Biden has asked 

intelligence agencies to "double-check" information on the origin of the new crown pneumonia virus to 

confirm whether the virus has leaked from the laboratory. Chinese is taught by biology teachers, 

freedom and democracy are spread by war, and traceability reports are made by intelligence personnel 

staying up late. This wave of operation is 666 ! Thanks to the "honesty" of the United States for letting 

intelligence personnel go out without concealment, disproving scientific traceability and slapped them 

in the face, disproving that the United States is the enemy of science, disproving the impropriety and 

illegality of the traceability of this politicized virus., Anti-scientific, full of ridiculous paper, a piece of 

waste paper. Let intelligence personnel trace the source of the virus. What does this mysterious 

operation and absurd joke show? It shows that the United States has used all means to get rid of the pot 

and trap China. It shows that the United States has torn away the layer of the "free beacon model" that 

used to pretend to maintain its beauty and opened up the "rogue hegemony model" that 

unscrupulously bullied others. It also shows t hat the U.S. is already weak, so many scientists around the 

world oppose it, the scient ific community has made a clear judgment, and the WHO traceability report 

has made it clear. What should be done? In order to get the desired conclusion, the intelligence 

personnel can only compile it. Scientists want face, tell evidence, can't lie, can't reverse black and white, 

all have to speak with facts. But American intelligence personnel can not, they said openly, "We lie, we 

deceive, we steal. .. " This is the former US Secretary of State Pompeo who was not ashamed but proud 

of US intelligence. The "definition" set by the department, you can imagine what the traceability report 

they wrote will look like. This heinous "honesty" is the greatest enemy threatening global security today. 

Kick away science and scientists, let intelligence personnel trace the source of the virus, so that it is 

convenient for the thief to call and catch the thief. Why is the Fort Detrick Biolab kept silent when it 

comes to mentioning it? What exactly did the US military do during the Wuhan Military Games? How 

many ulterior secrets are hidden in the US military laboratory with a dark history? Tens of millions of 

netizens have called on the WHO to investigate the Fort Detrick Biological Laboratory in the United 

States. Will the US intelligence agencies investigate the laboratory? Will the US military's behavior 

during the Wuhan Military Games be investigated? Of course not, they can selectively cut the 

information, refer to the facts as a horse, act as a cover for the laboratory, presumption of innocence in 

their own country, and then call out the thief to catch the thief and presumption of guilt against other 

countries. Let the intelligence personnel trace the source of the virus and say "No comment" when 

questioned. Science is about evidence, and it must be on the table, reducible, repeatable, legally 

obtained, and scientifically recognized evidence. According to this standard, the traceability of the first 

stage of WHO has been reported long ago, but it is not the conclusion that the United States wants. Let 

the intelligence personnel t race the source, play conspiracy, lie, and engage in small actions. There are 

excuses. Everything can be covered up under the name "no comment". Don't ask where the 

"intelligence" comes from, don't ask what evidence is there, don't Ask if science is not scientific, you just 

believe it. Haha, they laid the groundwork for "Don't ask me for evidence," "Don't ask me why," and 

"Don't talk about science." It is also convenient for intelligence personnel to trace the source. Get some 

information from unknown sources, add some specious rumors, mix up some fabricated information in 

key areas, pretend to be scientific, and then "get" the prepared conclusions, and the unwarranted 

charges will come out. People are very familiar with the American routine. Back then, they used white 

particles that were suspected of washing powder to accuse Iraq of having weapons of mass destruction, 
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bypassing the United Nations and launching military strikes against accidental injuries and bombings. 

China! The intelligence agencies are always allowed to do this dirty work, and that's how the US 

intelligence agencies are destroyed. Even if the United States is so "honest", it slaps itself in the face and 

proves itself a piece of waste paper. 

Chen Xu, the permanent representative of China in Geneva, wrote to the Director-General of the WHO 

on the issue of the traceability of the new crown virus on the 24th, and submitted the "About 

Fort Detrick ( U.S. Army Institute of Infectious Diseases) Two non-documents, "About the University of 

North Carolina Barrick's Research on Coronavirus," and an open letter from more than 25 million 

Chinese Internet users requesting an investigation of the Fort Detrick base. In response to this, Foreign 

Ministry spokesperson Wang Wenbin said in a regular press conference on the 25th that China's 

position on the global traceability of the new crown virus is consistent and clear. Traceability is a 

scientific issue, and China always supports and will continue to participate in scientific traceability. The 

China-WHO joint research report has drawn conclusions and recommendations recognized by the 

international community and the scientific community, which must be respected and implemented. In 

the future, global traceability work should and can only be carried out on this basis. "Wuhan Institute of 

Virology has received the WHO expert team twice. It is extremely unlikely that the new coronavirus 

originated from the Wuhan Institute of Virology and the leakage. This is a clear conclusion drawn by the 

China-WHO joint research report. If the relevant parties insist on the experiment Laboratory leaks 

cannot be ruled out. It should be based on the principles of fairness and justice to conduct investigations 

on the Fort Detrick base in the United States and the University of North Carolina," he said. Wang 

Wenbin said that the international community and the American people have long been seriously 

concerned about the illegal, opaque, and insecure activities of Fort Detrick Base. This base is the base 

camp for US biomilitarization activities, and the US Army Institute of Infectious Disease Medicine is the 

main entity among them. The institute has been engaged in research and transformation of coronavirus 

for a long time. In 2019, a serious safety accident occurred and was shut down, and then a disease 

similar to the symptoms of new coronary pneumonia broke out in the United States. Regarding these 

issues, the US has never explained to the international community and the American people. He said 

that the United States has been slandering the coronavirus research conducted by Wuhan Virus 

Research Institute for causing new coronary pneumonia. In fact, the United States is the world's largest 

funder and implementer of such research. "In particular, the Barrick team at the University of North 

Carolina is an authority on this type of research. It has long possessed extremely mature capabilities for 

the synthesis and transformation of coronaviruses. As long as the investigation of the Barrick team and 

its laboratory, it is possible to clarify whether there is any research on the coronavirus, Will there be a 

new crown virus." "We urge the United States to stop using the traceability issue for political 

manipulation. If the United States stubbornly insists on the laboratory leak theory, it should first invite 

the WHO to Fort Detrick and the University of North Carolina to conduct traceability investigations. At 

the same time, we hope that the international community will work together to resist the upstream 

politicization of the traceability issue and push the traceability issue back to the right track of scientific 

cooperation." Wang Wenbin said. 
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Reporter: For example, Fort Detrick Laboratory in the United States. China-Veracruz Research Center 

Director Satre: Yes, the United States is unwilling to allow its own laboratories to be investigated. The 

United States should respect basic scientific facts and investigation results. Regrettably, I think the 

United States has not done anything at all. arrive. Professor Sotreh believes that the various practices of 

the United States on the issue of virus traceability are like getting a "political disease", ignoring real 

scientific investigations, looking for targets to throw away the pot, and making excuses for the failure of 

the United States' own domestic epidemic prevention. China-Veracruz Research Center Director Sotre: 

When I say that the United States has a "political disease", I actually mean that the United States is 

trying to cover up its failure in fighting the epidemic through various means. Given any real scientific 

basis, the United States is desperately looking for someone who can get rid of the pot. The United States 

is completely unaware that what they really should do is to unite with other countries in the world to 

face the epidemic and fight the epidemic together. Mexican scholar: The United States failed to fight the 

epidemic because of its own reasons. No wonder Professor Sotre pointed out that the United States 

failed to fight the epidemic has its own deep reasons. The underlying logic of the politicization of the 

origin of the virus in the United States is that it cannot accept the rise of China. Sot re, director of the 

China-Veracruz Research Center: Although many other countries, including the United States, claim to 

be developed countries, their prevention and control measures and measures are completely 

inadequate. Not only is the epidemic prevention and control ineffective, the United States is also unable 

to deal with other social problems that have emerged due to the spread of the epidemic. The reason for 

all this is not the lack of epidemic prevention and control methods, but because these countries do not 

pay attention to prevention and control, because of internal conflicts and conflicts. It was because of 

ideological and political interests that he ignored the suggestions of his own domestic infectious disease 

scientists. Professor Satre said that the United States does not pay much attention to its own domestic 

epidemic prevention and control, but requires China to be responsible for the US epidemic. This is 

totally illogical, and the US media continue to push the flames behind it. China-Veracruz Research Center 

Director Satre: Now turning around, the United States has instead held China responsible for the more 

than 600,000 deaths in the United States. Such an approach is illogical. First, it ignores China. After that, 

China was responsible for it. To this day, many American media, including television media, still deny the 

existence of the epidemic. All the spearheads of these media are looking for the "source of the virus" to 

be backed up. They claim that this "source" is China. The United States stigmatizes China because it 

cannot accept the rise of China. Professor Satre pointed out that the United States, from the 

government to the media, has been aggressively politicizing the origin of the virus, attacking and 

stigmatizing China. The underlying logic behind this is that the United States cannot accept the rise of 

China. China-Veracruz Research Center Director Sotre: Actually the US suppression and stigmatization of 

China is not limited to the epidemic and virus traceability issues. We also understand that China has 

made progress beyond the United States in SG communication technology. The United States 

immediately began to suppress these Chinese companies under the pretext of so-called national 

security. In fact, they were all groundless accusations. The underlying logic behind all this is that the 

United States is unwilling to accept the rise of China, but this is the course of history, and the rise of 

China is unstoppable. As long as it is in an area where the United States has an advantage, the United 

States cannot accept China's participation. This is the reason why the United States has attacked China. 
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But since the United States is holding on to the "laboratory leak" argument, it should follow the 

principles of fairness and justice, open its own biological laboratories with frequent accidents and many 

doubts, and accept traceability investigations without discrimination. At present, the international 

scientific community widely recognizes that the Chinese part of virus traceability research has ended, 

and highly recognizes China's openness, transparency, and responsibility. As the head of the Chinese 

h ea Ith de pa rtm e nt pointed out, when the WHO expert team came to China to trace the source of the 

virus, it went to all the units they wanted to go to, met with all the people they wanted to see, and 

checked all the materials they wanted to see. On this basis, the research conclusions jointly issued by 

Chinese experts and WHO experts can withstand scientific tests. The view that "the new crown virus has 

nothing to do with the Wuhan laboratory" has become a consensus in the international academic 

comm unity. However, the U.S. ignored the conclusions of the first stage of traceability and repeatedly 

hyped the so-called "laboratory leak theory." It even allowed the intelligence department to produce 

the so-called traceability report within 90 days, concocting inductive conclusions with vague expressions 

in an attempt to remove the dirty water. Splash to China again. This has made the world see clearly 

again: Some US politicians blamed and discredited China for "sweeping the pot", and they have reached 

the point of hysterics. As we all know, the Wuhan Institute of Virology has received WHO experts twice, 

and the United States has not opened biological laboratories to the outside world. In particular, the 

Fort Detrick Biological Laboratory and the University of North Carolina have a long history and poor 

safety record in coronavirus research, which have been widely questioned by the international 

community. Since the United States does not rule out the "laboratory leak theory," it should first open 

these two areas for investigation by the international community. First look at the 

Deberg Biological Laboratory. This was called "the CIA's secret chemical experiment and mind control 

experiment base" by the US media and was once closed in July 2019. Soon afterwards, an outbreak of 

"e-cigarette disease" occurred in a community in Virginia, only an hour away, and the patient's clinical 

symptoms were very similar to those of patients with new coronary pneumonia. Why did the US shut 

down the German Biolab once? Is this related to the outbreak of new coronary pneumonia? What's the 

shameful "feeling" in this laboratory? The United States owes the world an answer. Look at the 

University of North Carolina. The University's Barrick team has long possessed extremely mature 

coronavirus synthesis and transformation capabilities. The school reported 28 safety accidents involving 

genetically engineered microorganisms from January 2015 to June 1, 2020, of which 6 involved 

coronaviruses including SARS, MERS and new coronaviruses. Is the COVID-19 outbreak related to the 

accident at the University of North Carolina? The US should make it clear to the world. In addition, the 

more than 200 biological laboratories in the United States spread across the globe are also secretive. 

According to media reports, large-scale dangerous infectious diseases have occurred in some laboratory 

locations. The spokesperson of the Russian Ministry of Foreign Affairs Zakharova once asked: Is it 

possible that the biological laboratories established by the United States outside its borders are 

manufacturing and cultivating pathogens of high-risk diseases? Nowadays, the international community 

is calling for the United States to accept traceability investigations. Not long ago, the CGTN think tank of 

China Central Broadcasting and Television General Station conducted a survey of netizens around the 

world, which showed that up to 83 .1 % of voting net izen s supported WHO' s virus t ra cea bi I ity 

investigation in the United States. More than 25 million Internet users in China have jointly signed an 

open letter requesting an investigation of the German base in the United States. Public opinion is 

fl coding, and the US must give an exp I a nation. The tracea bi I ity of the new crown is scientific re sea re h, 

not a tool for "sweeping the pot". The US itself is opaque, irresponsible, and non-cooperative. On the 
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contrary, it hits China, planted and framed China. It is spreading a political virus and causing serious 

damage to global cooperation in the fight against the epidemic. In the face of strong calls from the 

international community to investigate American biological laboratories, if the United States pretends 

to be deaf and dumb and ref uses to accept it, it wi 11 only further expose the true face of the 

po litici zatio n of traceability and make its identity as a "suspected country of virus origin" concealed. 

Wei bo-Peoples-Da ily-Ove rseas-E di tio n-Overseos-N etwork 
1119Z 31Aug2021 

China/3. News & Social Media/Weibo 

[#United Nations Former Experts List US Intelligence Agency Mislead World# Traceability should start 

from the American Biological Laboratory] Russian Satellite News Agency interviewed De Zayas, a former 

expert on democratic and fair international order of the United Nations Human Rights Council on the 

27th, and published the title "Before the United Nations" Expert: If the United States wants to conduct a 

traceability investigation of the new coronavirus in China, it should open the article in the 

US Biological Laboratory to the WHO. The article stated that the "reports" of US intelligence agencies 

mis led the wo rid, and that investigations into the source of the new crown virus shou Id not be ins pi red 

by politics and the media. De Zayas said that the US intelligence community has long known that the 90-

day traceability investigation initiated by the White House will not yield results. US Director of National 

Intelligence Haynes once claimed that "we hope to find conclusive evidence, but this may not happen." 

Her words revealed that the US traceability of the new crown virus is not for real scientific purposes, but 

for the use of so-called evidence. "Guilty Corollary". When she mentioned "finding evidence," she 

already showed that she was looking for a scapegoat. This is a game of political blame. 0 web link 

Weibo-Globa/-Times 
1241Z 31Aug2021 

China/~. News & Social Mcdia/Wciho 

[Korea Association sued the US Army Fort Detrick Biological Laboratory, the Ministry of 

Foreign Affairs responded] On August 31, the spokesperson of the Ministry of Foreign Affairs 

Wang Wenbin hosted a regular press conference. The following is part of the content. Q: It is 

reported that the Korean Fire Safety Education and Culture Association recently filed a lawsuit 

requesting the court to find that the US military in South Korea has repeatedly transported 

highly toxic and hazardous substances to South Korea from 2017 to 2019 in violation of relevant 

South Korean laws. One of the defendants For the US Army Fort Detrick Biological Laboratory. 

Does the spokesman have any comment on this? A: I have noticed the relevant report. The 

report mentioned that the U.S. military established a Bacillus anthracis laboratory at the base of 

the U.S. Army in South Korea as early as September 1998. Since June 2013, it has secretly carried 

out a biochemical research program in South Korea, the "Jupiter" program. After the "Jupiter" 
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plan was exposed, not only did the U.S. military fail to disclose the real situation of the biological 

and chemical weapons experiments conducted at the U.S. military bases in South Korea, but the 

number of biochemical weapons samples sent by the U.S. military to South Korea increased year 

by year. There are many laws in South Korea regarding the transportation and related matters of 

the above-mentioned substances. Experiments are strictly limited. However, the US military in 

South Korea ignored South Korean laws and secretly transported these substances to South 

Korea and conducted biochemical experiments without any notification procedures. Endanger 

people's lives, health and safety. The United States has always advocated "openness" and 

"transparency." However, in terms of biomilitarization activities and the safety 

of biological laboratories, the United States is the least open and most opaque country. In the 

past 20 years, the United States has been the only country to obstruct the negotiation of a 

verification protocol to the Biological Weapons Convention. The United States has more than 

200 biological laboratories worldwide. It has been reported that the distribution of these 

laboratories is highly consistent with the distribution of some dangerous diseases and viruses in 

recent years, such as severe acute respiratory syndrome, Ebola hemorrhagic fever, and Zika virus. 

The international community has repeatedly called on the US to give detailed explanations on 

the above-mentioned issues, but has not seen any serious response from the US. Not only that, 

the United States has also adopted double standards. On the one hand, it refuses to open the 

Fort Detrick base, and on the other hand, it requires investigation of the Wuhan laboratory. On 

the issue of whether American laboratories have engaged in research on the enhancement of 

virus functions, the United States has so far failed to provide truthful explanations to the 

international community. All this shows that if it conflicts with the US's own interests, the US will 

not consider any openness and transparency at all. The so-called "openness" and "transparency" 

by the United States are just like "democracy" and "human rights." 

Tweets -Alliance For Securing Democracy- Hamilton 68 

12 

15 

01 Sep 2021 

II 
New Ch;na 1' .. Jt@XinhuaChinese 
This old photo tells you about Fort Detrick"s connection to the 731th Army. In 1946, Lt. Col. 
Arva Thompson, a veterinarian at Fort Detrick and well versed in bacterial warfare research, 
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investigated bacterial warfare in Japan and questioned Ishii and others. Ishii escaped trial in 
Tokyo after initially avoiding talk of bacterial warfare to actively cooperating with the 
investigation. Fort Detrick obtained a large number of data such as bacterial warfare and 
live experiments of 731 troops. In 1948, Thompson died strangely ... 
https :/ /t. co/Kkq XV3 RZ3a 

19 

44 

01 Sep 2021 

Global Times @qfobaftimesnews 
#Opinion: The entire world is waiting to see whether and when the US would open up the 
Fort Detrick biolab and the over 200 overseas bases it owns or operates for biological 
experiments. https :/ /t.co/57wbvjy7gw 

18 

42 

01 Sep 2021 

GT Opinion retweeted Global Times @GtOpinion retweeted@qlobaltimesnews 
RT @globaltimesnews: #Opinion: The entire world is waiting to see whether and when the 
US would open up the Fort Detrick biolab and the ove ... 

78 

239 

31 Aug 2021 

■ 
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Liu Yuyin retweeted Spokesperson,£ifj\/_1,il'ff @ChnMission retweeted 

@MFA China 
RT @MFA_China: WIV has received 2 visits from WHO experts, who concluded a lab origin 
is extremely unlikely. Meanwhile Fort Detrick&UNC has ... 

34 

75 

31 Aug 2021 

Global Times @qfobaftimesnews 
The US is the least open and transparent over bio-militarization activities and biolab safety. 
It has been practicing double standards on Wuhan lab and Fort Detrick, said the Chinese 
FM in response to legal action taken by a S.Korean civic group against Fort Detrick biolab. 
https :/ /t.co/q?H mpmcp9L 

6 

7 

31 Aug 2021 

J.,, i(,.1; 

fif-11 
A ff:j/tj Ii 4i: @peopledailyJP 
South Korea"s Korean Fire Safety Education and Culture Association recently sued U.S. 
Forces commander in Busan with the U.S. Army"s medical research facility # 7 ;;i- - I-
Detrick and Commander of the U.S. Military in Busan for repeated acts contrary to South 
Korean law in 201 7-2019, in which U.S. forces in South Korea transported play drugs and 
hazardous substances. The court has already accepted the case. https://t.co/VRnCFdTftt 

11 

23 

31 Aug 2021 

Ii 
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Liu Yuyin retweeted Li Song 4E/.i\ @ChnMission retweeted @Amb USonq 

RT @Amb_LiSong: Serious concerns have long been raised by the international community 
over U.S. activities at Fort Detrick, in particular a ... 

1 

3 

31 Aug 2021 

MA Hui ~ Jf¥ @MahuiChina 
Doubtful Points about Fort Detrick https://t.co/XnzJnmjXBP Coronavirus Research 
Conducted by Dr. Ralph Baric"s Team at the University of North Carolina 
https://t.co/cXeWjWJXEt 

0 

7 

31 Aug 2021 

Embassy of China in the Netherlands @ChinaEmbNL 

Two non-papers attached to the letter Ii:! Doubtful Points about Fort Detrick 

https://t.co/LHQjEDjbhE it Coronavirus Research Conducted by Dr. Ralph Baric"s Team at 
University of North Carolina https://t.co/ob0HTQ7qoG https://t.co/cjO3ib3CHQ 
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Ministry of Foreign Affairs: The United States should respond to the concerns of the international commuflicy about b lomilit.ari2ation 

Author. Sh~n Yan9Source! CCTV News Cli~m 2021-08-31 23:36 

Recently, the Korean Fire Safety Education and Culture Association filed a lawsuit, requesting the 
court to find that the US military in South Korea conducted multiple shipments of highly toxic and 
hazardous substances to South Korea from 201 7 to 2019 in violation of relevant South Korean 
laws. One of the defendants was the US military. Fort Detrick Biological Laboratory. 

In response to this, at a regular press conference of the Ministry of Foreign Affairs today (31st), Foreign 
Ministry spokesperson Wang Wenbin stated that the report mentioned that the US military had established a 
Bacillus anthracis laboratory at the US military base in South Korea as early as September 1998. Since June of 
the year, a secret biological and chemical weapons research project, the "Jupiter" project, has been carried out 
in South Korea. After the "Jupiter" plan was exposed, not only did the U.S. military fail to disclose the real 
situation of the biological and chemical weapons experiments conducted at the bases of the U.S. milit ary in 
South Korea, but the number of biochemical weapons samples that the U.S. military transported to South 
Korea increased year by year. There are many laws in South Korea regarding the transportat ion and related 
matters of the above-mentioned substances. Experiments are strictly restricted, but the US military in South 
Korea ignores South Korean law and secretly transports these substances to South Korea and conducts 
biochemical experiments without any notification procedures, which endangers people's lives and health. 

Wang Wenbin pointed out that the United States has always advocated "openness" and 
"transparency." However, the United States is the least open and opaque country in terms of 
biomilitarization activities and the safety of biological laboratories. In the past 20 years, the United 
States has been the only country to obstruct the negotiat ion of a verification protocol to the 
Biological Weapons Convention. The United States has more than 200 biological laboratories 
worldwide. It has been reported that the distribution of these laboratories is highly consistent with 
the distribution of some dangerous diseases and viruses in recent years, such as severe acute 
respiratory syndrome, Ebola hemorrhagic fever, and Zika virus. The international community has 
repeatedly called on the US to give detailed explanations on the above-mentioned issues, but has 
not seen any serious response from the US. 

Not only that, the United States has also adopted double standards. On the one hand, it refuses to open the 
Fort Detrick base, and on the other hand, it requires investigation of the Wuhan laboratory. Regarding the 
question of whether the US laboratory has been engaged in research on the enhancement of virus funct ion, 
the US has not yet provided a truthfu l explanation to the international community. These al l show that if it 
conflicts with the US's own interests, 
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The U.S. side will not consider any openness and transparency at all. The so-called "openness" 
and "transparency" of the United States are j ust like "democracy" and "human rights," but they 
are only a cover used by the United States to deceive the international community and suppress 
other countries. (CCTV reporter Shen Yang) 
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Comprehensive reports from Xinhua News Agency overseas reporters: The US Office of the Director of National Intelligence released the main 
points of the so-called "New Coronavirus Traceability Investigation Report" on the 27th. People from many countries severely critici,ed the US's 
politici,ation of virus traceability, and believed that the so-called traceabiliry investigation report was unscientific. And credibility is nothing but 
a tool for attacking China through the traceability of the virus. This act of the United States jeopardizes global anti-epidemic cooperation. 

Ayman Salama, a professor of international law at the Nasser Advanced Military Academy in Egypt, said that the United States has a long 
history of puuing pressure on the WHO and engaging in political manipulation. China has cooperated well w ith the WHO on the issue of virus 
traceability. The China-WHO joint research report on the traceabiliry of the new coronavirus has reached a series of important scientific 
conclusions. The so-called report by the US ignores these scientific conclusions and aims to discredit China. 

Kenyan international affairs expert Kevins Adhill said that hyping the tracing of the new crown virus is nothing but a 
political t rick by the us government. China's anti-epidemic practice is a model for the world to learn from. The United 
States is the country with the largest number of virus infections and deaths. It is trying to confuse people through the 
issue of virus t raceability, suppressing China, and trying to divert attention from domestic conflicts. The United States has 
tried to hype the topic of "investigating China", but it has kept its many doubts in the dark and kept silent. For all 
countries, the most important thing at present is to understand and defeat the virus, not to t race the source of the virus 
as a political tool to attack other countries. Vladimir Petrovsky, the chief researcher of the Russia-China Relations Research 
and Forecast Center of the Far East Institute of the Russian Academy of Sciences, said that the United States' unprovoked 
accusations against China and the polit icization of the virus's origin are unacceptable, and its purpose It is an attempt to 
transfer its own responsibility to China. The Kazakhstan China Research Center published an art icle on its official website 
saying that the media in some countries are currently advocating conspiracy theories about the origin of the new crown 
virus in an attempt to discredit China. This kind of noise is totally unreasonable, but it is to cover up the inefficiency and 
failure of its own system. Professor Nako Stefanov, a professor at Sofia University in Bulgaria and CEO of the Bulgarian 
Institute of Strategic Management, said that the so-called t raceability investigat ion report issued by the US intelligence 
agency is very ironic in itself. The United States has many laboratories in Fort Detrick and other domestic laboratories. 
Now that the Wuhan Institute of Virology in China has received WHO experts twice, can the United States invite WHO 
experts to investigate in laboratories such as Fort Detrick?? 

Andre Lobato, media commissioner of the Osvaldo Cruz Foundation in Brazil, said that reports on global public health information concocted 
by the US intelligence services have no credibi lity. The so-called traceability investigation report issued by the United States "is only 
discrediting China. Psychological warfare". 

Gonzalo Tordini, an expert on international issues in Argentina and a professor at the National Arturo Jureche University, 
said that the US release of the so-called traceability investigation report once again politicized the traceability of the 
virus. The issue of virus traceability should be a topic studied by scientists or medical experts, and should not be an 
excuse for the US intelligence community or the political community to attack other countries. 

Frederick Mutesa, secretary-general of the Zambia-Zambia Friendship Association, said that the United States' presumption of guilt and 
political manipulation on the issue of virus traceability will only hinder the global fight against the epidemic. The United States' so-called 
traceabiliry investigation reporc lacks conclusive evidence. If it insists on the "laboratory leak theory; the Un~ed States should invite experts 
from various countries to conduct an open and transparentinvestigation in Fon: Detrick. 

Accor.Jing to Kaba Keita, a health expert in Guinea, the US intelligence agency issued the so-called "new crown virus traceability investigation 
report1

' as an excuse for ottacking China. China has provided vaccines to Afrkan countries many times and has made outstanding 
contributions to the global fight against the epidemic. Attacking other countries by tracing the source of the virus is not conducive to 
improving the current situation of the raging new crown epidemic. 

Gassan Youssef, an expert on Syrian political issues, sa id that the use of intelligence agencies by the United States to 
intervene in the source of the virus has strong political overtones and undermines the international community's anti
epidemic cooperation. Political motives cannot replace scientific evidence. Instead of blaming other countries, the United 
States should pay more attent ion to its own fight against the epidemic and actively maintain international cooperation. 

(Xinhua New< Agency, Beijing, August 29th, reporters: Zhao Yupeng, Li Hualing, Li Ao, Chen Weihua, Zhao Yan, Ni Ruijie, Lin Hao, Wu Dan 
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(Xinhua News Agency, Beijing, August 29th, participating reporters: Zhao Yupeng, Li Hualing, Leo, Chen 
Weihua, Zhao Yan, Ni Ruijie, Lin Hao, Wu Danni, Zheng Yihan, Zheng Yangzi, Zhang Jiye) 
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Chinese Ambassador to Russia: The United States is the 
only country that opposes the establishment of a 
multilateral biological weapons inspection mechanism by 
the international community. What is the intention? 

Source: W~Chat otr.c1.11 A.c.rnunt of thl!: Chloe-se Embassy In Russia 

2021-09-01 17:52 • 
On September 1, 2021, Zhang Hanhui. the Chinese Ambassador to Russia, published a signed article entitled "The 
Origin of the Virus Cannot Be Politically Maneuvered" in the Russian "Arguments and Facts". The full text is as follows: 

AIF.RU Cl>EAEPA/lbHblM AMCI> 

01092021 09 oo rm,6 11~a1- 0 3 

nocon KHP B PCI>: «M3ylfeHMe 
COVID He noAne>KMT 
nonMTMlfeCKOMY 
MaHMnyn1,1poaa1HMto!» 

At the beginning of the 20th century, American writer Jack London published a short story "Unprecedented Invasion", 
publicly advocating that the United States united its all ies to launch a biological war against China to prevent China's 
rise. The United States thinks so and does so. As early as the Cold War, the United States was already deploying 
biological warfare, and had more than 200 biological laboratories around the world. 
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China is a direct victim of b iological weapons. During World War II, the Japanese invaders "Unit 731" 
used a large number of Chinese, Soviet, and Korean prisoners of war and civilians to conduct live tests, 
frantically creating plague, typhoid fever, cholera and other bacterial weapons on the battlefield, 
causing more than 100,000 deaths. After the war, the United States and Japan conducted a dirty 
exoneration transaction. Most of the "Unit 731" personnel and research data were received by the US 
m ilitary base in Fort Detrick, but no one was punished. 

irHatJllt 

The new crown epidemic was first reported 
in Wuhan, and China is the direct victim of 
the epidemic. However, China immediately 
notified the international community, 
including the United States, of the virus data 
and epidemic information. When the 
characteristics of the virus were temporarily 
unclear, China resolutely adopted strict 
prevention and control measures to take the 
lead in controlling the epidemic and 
minimize the population. Loss of life and 
property. 

On the other hand, in the United States, the politicians treat the virus as a child's play, treat 
the fight against the epidemic as a trick, allow the epidemic to rag for political self-interest, 
and even spread anti-scientific remarks such as "injecting disinfectant to treat the new 
crown", rushing to human lives. It is this kind of political show and negative behavior that 
led to a major outbreak of the epidemic in the United States, with a total of 37 million 
confirmed cases and a total death toll of 620,000, exceeding the total number of deaths 
from all wars in the United States in the past 100 years. 

Faced with such an ugly "anti-epidemic report card," American politicians and the media had no choice but to weave 
lies and forcefully blame the outside world. To make matters worse, the US has blatantly used politics to interfere with 
science on the issue of virus traceability. 

As the first country to report the epidemic, China has always adhered to an open, transparent, and 
cooperative attitude on the issue of virus traceability, and twice invited WHO experts to China for 
traceability research cooperation. "It is extremely unlikely that a Chinese laboratory leak will cause a 
virus." This conclusion has been clearly written into the WHO authoritative report. Seeing that the facts 
are hard to refute, Mei is unwilling to turn on its propaganda machines, creating a large number of fake 
news, spreading false news, hyping up the "Wuhan Institute of Virology Laboratory Leakage Theory", 
and doing everything possible to label the virus, stigmatize China, and stigmatize China. The 
politicization of traceability issues, and even the "sorrowful operation" of allowing intell igence agencies 
to investigate the origin of the virus, is an insult to the IQ of the people of various countries, and it is a 
great damage to the international anti-epidemic cooperation efforts. 

Fire hardened gold, fairness and 
ease of mind. More than 80 
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In fact, the United States, which shouts every day to investigate the Wuhan laboratory, is the 
country with the earliest and strongest ability to carry out recombinant virus research! 

Professor Barrick of the University of North Carolina, who has the title of "coronavirus 
hunter", is the "first person" to synthesize a true coronavirus. As early as 2002, he 
successfully cloned and synthesized a mouse coronavirus for the first t ime in human 
history. In 2015, Barrick and his team used the SARS virus and the coronavirus SHC014 
found in bats to successfully create a chimeric virus that can replicate quickly in human lung 
cells. Barrick also maintains close contact with the Fort Detrick U.S. Military Research 
Institute. The paper shows that the two sides have conducted scientific research 
cooperation on the SARS virus and high-risk coronavirus on many occasions. 

The United States is also the country with the worst safety record for biological laboratories. In just six 
years since 2015, the University of North Carol ina where Barrick is located has reported a total of 28 
biosafety incidents to the National Institutes of Health, six of which involved coronaviruses including 
the new coronavirus. The US Army Infectious Disease Medical Research Institute in Fort Detrick was 
also suddenly closed by the US Centers for Disease Control and Prevention (CDC) due to a "serious 
safety incident" that occurred before the outbreak of the new crown pneumonia in the fall of 2019. In 
addition, the United States has long secretly collected blood samples of Chinese citizens and Chinese in 
the United States for unexplained purposes using different methods and excuses. There is evidence 
that the United States has also collected blood and biological samples of many Russians. Among the 
more than 200 biological laboratories of the United States in the world, quite a few are located around 
China and Russia. The Plum Island Biological Laboratory in the United States was exposed to suspected 
use of African swine fever virus to attack the economy of other countries. In recent years, there have 
been many outbreaks of African swine fever in Russia and its surrounding areas. 

A large number of scientific studies have shown that although the new crown virus 
was first reported in China, the real source points to other countries. 

US CDC Director Redfield once publicly admitted in the House of Representatives that some cases 
thought to have died of influenza in 2019 were later tested positive for the new crown virus. The 
symptoms of the so-cal led "e-cigarette pneumonia" in the United States are also very similar to those of 
new coronary pneumonia. Faced with many doubts, as the country with the worst epidemic situation, 
why did the United States refuse to invite the WHO to the United States to conduct a "comprehensive, 
thorough, and evidence-based" international investigation? What is the United States afraid of? Where 
is your self-confidence? 

People who play with fire must set themselves on fire. 
The United States, which has been traced to the source 
of the political manipulation virus, has been defeated 
by the new crown virus and must not be destroyed by 
the political virus. The US authorities should 
immediately stop political manipulation of the 

poweredbvGoogleTranslate traceability issue and assume their due responsibilities 
to the American people and the international 
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Zelensky stood alone and watched the U.S.-Ukraine representative's signature. Biden 
did not show up. Ukrainian netizens were angry: "Too insulting"! 
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The 20-year war ended! Dozens of planes and helicopters were "destroyed" before the 
U.S. military withdrew! Bid en: Anti-terrorism operations continue ... 

CCTV Floance2021-09-0110:24 

Trump fired at Biden: Withdrawal is a disaster, the United States is 
humiliated, and Biden owes the United States and the world an apology! 

Wartd Wide Web 2021-09-0110.0J 

Chinese Ambassador to Russia: The United States is the only country that opposes the establishment of a multilateral 
biological weapons inspection mechanism by the international community. What is the intention? 
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• 
Give a head? A few hours before the explosion at Kabul Airport, British 
officials were still sending people to the vicinity of the incident 

Glob.al Tlme-s New Media 2021-09-01 09:4S 

Global Times New Media 2D21-09-01 09:44 

EU officials: The Afghan crisis pro~s that the West. ha'i. clearly failed, and international relations will undergo major chaoges 

GlobalTimes New Media 2021 ·09·01 09:44 

Afghanistan fears a "humani[arlan dis.aster", UN ~c.-etary,-General: Pl~S4! help the Afghan people 

Global Tfm~s New Media 202·1-09-01 09:44 

Taliban spokesp-erson: US troops are stationed in Afghanistan to plunder r,esources and infiltrate regional countries 
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News! Russian med,a: the 11ew Afghan gm,ernme11t wdl not inc.lude former govemm@nt offi<.ials 

Overse•s Netwo,~ 20.21-09-01 09;3~ 

CCTV News Client 2021-09-01 09:30 

Global Times New Media 2021-09-01 09:19 
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Spicy eyes! Americans printed "Tali Biden" on a T-shirc and sold it for RMB 168. 
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embarrassment! The Japanese government set up a new "Digital Hall" for the implementation of digit.al 
reforms, and the official website suffered downtime on the first day of operation 
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Afghan Taliban otfic;i;11-s.: the lurrnation of a !"lew go'«!nimerit will be completed in thie next tew da~ 

CCTV News Client 2021 -09-01 08:38 

Russian Presideot Vladimlr Putin: U.S. operatioos: In Afghanistan resulc In 2e1'"0 

CCTV News Client 2021-09-01 08:34 

The Afghan ambassador reyealed the inside story on the day Ghani fled: a government meeting was 
arranged, and then officials at the meeting were "dropped off". 
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A spokesperson for the Ministry of Foreign Affairs stated that the U.S. has the 
most biomilitarization activities and the most opaque country in the world. 

Atcording to Xinhu11 Ni:w~ ,6gi:ncy, Bl"ijing. Augu1t 30 (Rcpor1,er$ Cheng Xin, W11n9 Bin) fo,~n M ini~try Spt1~1pcw.on W,ng Wenbin 1,1id on the lOlh 

thlt recl!l'ltty, the Uni~d St•te-:s h1s •l!'l)eiltedty ad...ocaced 1nvl!'Sd9ao0tis into Chines!! labor-1t0ries on tht! tSWI!' of th'!' tr•cNbdit; of the new crown viru~ 
nie s,ancl ypheld so tar oo thl!- Issue or lm@roal \'l!-<trlca1I0n ,scomradlccory. [n tiKt. che Unil@d Scat~s l\as the most blologrcal mll,tarezoitioo .ictM!l@s ancl 
thr mo:i,\ op11que country in th(: world. [n term~ of V11cc11bitit:, ud lhl!' n.t.bli$h~n\ of II multil11tef",11I biologic.11 WI!!~ -ui:-rific.1tian ml"ch.1ni~. it i~ thl" 

United St-ces im!II th.it is thl!' 11!'1st c,iM!n ..ind most opi!Ql.11!'. 

Wang W@nbln said thin the-"Biologic•I ~a pons con~mlof'l" meecI09 .,,.,II be he4d on the JOCh. China has <llways firmly upf'letci che purposM if'ld 
objl"clNl'.!l' cf the Biologic.,I WNpon:i;ConVl!'ntion, Lih· mo,.1 countrlll~. China .1dvoc.1t1'.!$ thi:: ~tabii~hmen1 of II multil.,ter11I ..,e,i1'ic,1ticn mech.,ni~m 

undertne frame¥1oor1o: of<he convention to carryout supervt!ilon and wrtflc~on of all cauntr1es. This 6 the rfl0:5-t rilectll/e Wil'; to ensure compli.ance 
ilf'ld build mutuill trl.lst. Al. U'lis. meetlng, cI1Ir1a will once-<1gair1 call f0< the resumptio.n of negotiations otl the--.+rll'lC.!ltlon mech.nism. and it ,s t:ielie\'ed 
tha1 mQ!l.1 countrtc$ will ~1:1<) put forwMd I hot Hme propo~ilio.n 

~Ln filct, the United S1"tes Is the-world's mosc tMomllltMt2ed <11nd most opaque country. lf lc<were not for the- United Stiltes· e--.o:duslve w1thdrawal frorro the
•grted negotiati◊n pr·0<ess In 2001 •OO lcs exc1us1-..eoppositlon to !he resumpllon of negotiations so,.,. 1hls mechanism !NOC.lld have bee-n l!'Stab11shN:1, , 

Th"! b10log1c;al ;actIvitiu of v.;,rious ,oontrie~. int"11,11:lin9 l;1bofi11Q1Y <ii(tlvllil!'S-. c;an bl:' pl.;icro vnder mult1!;at".;,I 91,jpl:'1Vis1011"1 ~ verrflt:ation." Wiong W~bin 
Silld. 

He Silod th.t It Is worth noting thilt recenv;. the United st.tes has re,peatedly adlfOcated lnwsugauom of Chinese laborator•es on the Issue of me 
tr,,ci:.:,bilily of the new<-rowr, vin,n,. which is contr;try101h~ position the UnitedS.1•lf'\ h.1~ , o for insi~led on on 1he iSsue of biologi("l l~bot~1o,y 

\'er1fic.ition Sm« tt-.e Unit~ Stat1:>s pf"e\'ioosty cl.iirne-.t t11.i: ilctHtties In tt-.e btologic;.;il field .ire ttichn1c.ill:( vnwrif1able, the r1:>quest to Invut1gate the 
W\Jtiiln libof.toryts purelo; political bl.ickm.ill. converseIy.Ifthe United :St•tes t:i!t ews that Itl!i fe-as1b-ll! to 1nvest19at~ th~Wuhin lit:ior.tory, there IS no 
r~ii$Ol"I tQ oppo:i:e the ~~t;1~i;hment c;ir a. mi,llil.1tl!-r11I bio•\le1i1'ir;,1tion mech,mism, ,1nd 1hen: u no ~;i,$on to refu~~ lo op1m 1h~ Fc,1 Oe-trick b.i«.e <1nd 

mote than 200 bdogIc•I l,11bor.;1l0r"s .;,rovnd the world to ac«pc, t"" •nte•n•tion;al comrnunicy's ,11ppro..,.;,I suMy, 

Netlzen.: o---~---

Be civilized and speak rationally. 

Aff»/(JC'Dmrntnes- .._ 200 Vt~lk,!oD<,cade. 

Wang Yi (alks with the u .s.secreta;y of State to exchange 
views on the situation in AfghaniS(an and Sino•U.S. relations 

Mmiscry of Foreign Aft.airs: U.S. virus tr.aceablllty reports 
ar~political reports, dumping reports, and false reports 

Monftt1yn(lou!9'!«<•~ ln~m:,rJi.,..,.,_,,.1~r,i11b,~l:ih,h,,.,..rJ•mUll;i.,...f,I 
t>,iloQlnl YoleiQO!ll ',ff°YQII«", mtdl.lrilffl, It t; lh~ Un«d 'Si.715 hn~r lh• l111We le.m Qll~'l ,1..., 
~"Pllf.'' 

~~:;:::;!:~"C:.~;:::":t~~•;,:~:6n:'1~1d~~=.::!;~P~~r;!'•Y'.,,lf••' China; So far, no .-eports of casualties of Chin~ citizens in 
the bombing Qt t(abul Airport have been received 
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China Daily {China Edition) is an English-language publication affiliated with the PRC State Council 

Information Office. It has the widest print circulation of any English-language newspaper in China, and 
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The State Council Information Office of China (SCIO), also referred to as the Central Office of Foreign 

Propaganda, is an administrative office under China's State Council and functions as the chief 

information office of the Chinese government. The major function of the SCIO is to propel domestic 
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All eyes are in full view/The open letter of a former U.S. official kicks off the 
process of spreading rumors in Washington\Ta Kung Pao reporter Gong Sun Shu 

The U5 1m.elhgence agency n!Cently re!•ned the so-ull!'d "N«w Crown Trace■blllcy Rr,port." Although KOld nCI( C)We.illy conciUSNe !"f'1dPnce-. 1t still 
rded co pouf d1ity wilter on th@ Wuhan lr1scltule of Virnlogy in Cn;ni, w hich was deno-unce-d ti, ChJn■ as a "fouling fe,x>rt." For mer Asslstam 

'Sern?tilry ol Stilt1! Ford ol th@ lJ'S 'Stat I!' ~rt(TO@nc pm-iously 1SS1Jed ii long OP'" ll!ru!r dl!'ta1hn!J the l)'O«SS by 'Which soml!' politimms ofth@ U 5 
St.it• Dil!partment concoctf:d tt\i!' " Wuhan Lat1or;iwryoeto)Jflca11on Theory.· Chines• Foreign MlniS.try sJ)Okes~son W.ing wenbon siillld an August 
30 th,,t 1hisope,n le1tcr is .,noth"°r "'trong p,roof rh11r $Omi!' IJS ?O'iticl.,,,~ h.,vi; turned 3wwy from science, f.,br"" •r,ed hes, ind ~mt.,red Chir,,. or, th,. 
~w~oftril«!.;ibihty, 

....,-r11,.,,, ........ ,t., ,..., II'-., ... ,., ~-.(•"'1.-y<II ),'I,_. .-,,h•!I" ,.1, .. i,, ... .,._. •-11~,.,j...,,..,..,.lf.,.,r-, , ..... i,,,...,,,ia,3 - tuo•po,fo,,,,..,. _,.,u" or,~ i,.w:,,,, -,,.,...y,.,~,., •. ,. 
dv"QrofMmscam1:ol.mdmi;,yr,,nlo<\l!soo..k',1<om0aOOC•.:Cl9UfJlll'tc.m~;nlooon,lln~~JcN1\'t'}'Hc-~dJn011tolfflfionµi~1D.si;ii:..-.;i1~11"J1t,.-.;ilromlaro.N~nU.:5 
~ .... ,,°'~"'--PO!l>.Oft~t .. 11<!9""'9d..,..,,,••·V\•M--l>J~,•'!dlo"'r,j~-.. r .. ,~.-. ... .,...... .... U;~ i:-r••"'~ .. , ,1,1.~,,N,,,,(...,i:,,,i ...... ~ .. l>d(,.,.. .. ,.(,111!....,~ 
/~1cot:,,,p.:mfo.<dJnd«t>er~1. rs~wsi.-c;>'ls"-1mwu«.1r,ot11.11eTomOl~n<i0ITu<n~;>'¥'q~ndoon~l"An:"'-llll'f\l,'.),}',-1.lo.lhtf11rumpt«dfum«H,i.:l\;>'l"ll!rn~1ro .. n\lNr.l1J 
t.,,1n9ul-..01"'""'-•ni,.lon••l>iw,l>o!~p;,,nt,<1n,~ff/""P'"'11\at"°"~-,....,,.,ll,l.....,,,•nt,_,,,;,,ull!'ll..,0~••11vlfS~••:i.p,,1ffl~IJ,.-nodln~f•i:,..,•...,.,b,.n:,.....,hn 

"A,>'.kOtil1"°"°n""')""'"'!Nnl..i,;;.,..ro<',,• 

Ford .1150 d.-.clo~~ thee m-,ib bet-en him~,.ll .1nd Otrl1no nd ether~ lte-.tati:d that h, f.. r,o( "friN'ldly\oChln.1• ,1nd t.1~repeatedly1ried to 
..,t~rvene in (hi!' A.VC ~trackirt!j in~sogation~ to Pl'~nc th@ U'S g~rnrn@nt from insulc10g itself ind damil9'0Q ics cr~•bility 

a,.,,. .... ~fl911Mn•u)C~""'w-,,1,;rn11 ... ,, .. ~B,,Auju,1)J. ~a.-.,,o..11h~~ ........ Lt,of1fdi<.ud1hol('->ffillllh~l.:,_h_{ ""'l«,,"'a,'"'9J<-"'d:;o:;.i,r,c4i.Jud[:1<a..lb~l 
~"-'QJmpll!lelylY•nedtht-i-.--..t~o•1ht-.1ru~r«-pol~~•m,npu1111on•"'1r,ed~r:,ymttn1fOP'[V~~v<1<e•ono,lnt Tht-"bo0Qg~•~1pon11he"~· doe-no<:lfl'O•I. YJl'leht~t~re11'f#110 
UH 1.lri~t;.hlt)' - doill.,j'-'6,19 Gt P.:,"->N" Tho, b<:oll~iHlil"-~l>.-C.0.:1\1\a..lwoo~i<o'""~ ~ ... .1t1d toot ... f-ljllo!iio',kjhl.;.lld""I \uull~ b" oilu~i~d bo,' thlloill1W11;,r.o,11.,j ~.,_,_, !.tW,'91)' 
Qll~,ed 

A~ Nrly a$ I he beginrting of 2020. Yu MM)ch,,m. whQ w;1i th~n ,!I consultant to 1he Otfic,:, er Policy Pl,)r'lning (Ill 1h~ US St~te Dep,,1rtm,enC. downloadr.d 
a COP'J' of thl!' WL,!Nln lrtstitute of YlrobJy'S w~,. but did not find l!'Y1df:n~ of a •, 1bour l,e,;1k" ir, tht ~ir,vut19iltion" for 'iever;il month'i. -so he 
.approached ~n;ino ;ind Mher. In DK.ember 2020, Dlnano and ochers promo1ed !he "Blol~.c.al Weapons Th!OI)"' to Foro fo, tl'le flm ooie. Asher 
(,b1m,ed !h.1t Ch,e new coron.noir.•~ m s1y bi; J "9?"ne-$i:-l,:,cti'11!' biolO<Jit;;I Jge:11t • m ~de ir, Ch1n ~ ,1nd lfr9e'l.c d at the Urtil~ S1.1te-~. and lht: r.oa~en i-. 
o.uemely absurd: ·n,ere are not many cases reportl!d m sub-Soal'laran Africa, bl.It t~~ ;ir~ i n the Umtl!d 5t•tl!'S This 1s 1he evidence.~ 

f«dl.lodlll.W: ~o<s it,>'\lllsna, Oft, Lui Ndtnae~lt. blAJho !,(J!~dd dW-111\,n;nr,q -IQiloff~ 1rr.:.i Hc-p;:,ml>d 01111h•~~!,k,pptd lllt 1noelblley O!lhto'I"-' btll~nd<ll..,ldi, 
-,,.1,...i""" ""',... ur,,, ""'"''J"t•unl~ "C!an•" ,.,.,,-'"""d"ui.1,"91 ..... •"bJ>:.01 ~r"'" c~ ...... ~-~., , .. ..., kl n--dol.•..,......., •hot,,....,..,,.,_._ r-.. .o ...,.,...,,. -~l!O<J ho,1 ,oo•ld ""' 
prodlKt "~ c<idenic. ~nd lnlehdlcooh\lM- ti,;pei,:~;al11.w:.,on 

un-::1,.-Fot:11,_:Md ..,.~r,q, JNC t <1,1t, l'oeldiln ~Pf"l or,,:M('!j onjlnY;;J)'7 1hk:,,e,1• . .. VCr<:l\o!~ co prg,,~ ~o,pcrl:S .,~.,, rflr,,;im 1m1in ~d•J<io:. •~.M'lllll; lfo lni.tfoOl'r<Om,ror it,,:m 1~1•~d) 
tN -""lil'" ~ .. ,lo"' ... ~ :,tt,,~,1,M..,ir.-<I IN il'>"~• •P<I """-"'"·· on<N 'f"'I: ttul ,,. ..................... A-. - Lot.<>lt.n>;;i161.f J.<r~•"''""'~ ttut '"' • .,,.-.,,1.-, .. 19- nltlv I! \ . ""'•ll•r•ltr#ffl 
..-.;i111,~..,ra"',:t,,,~1htor "-""" ,;.n u....,r, I~ ilrld 11Qpr,,,png the! "ll~oC!oQ'l •NPD,.,. ir.,,o,-y, ,1nd,n11C11d p,,,rn:.u 1h'1t •1t1c .,..,.,.m.,,ar-,;iln.,1cl<t>ffliln ac-:G>m:ol bt,,:,ra,-")'lo• • 

!'l>P EIIDIQQblWJapo1Y<(Qn«N;,On" m~~r.Q-hnd ,;,ll ll,IQ.,t,(Jl). V,!,, PQlt.;IJl"(i ha"' ~ -Du<dir.::lt a,;:,o..-odChln., (I .,;Dl:lll!IQ 1he oon,erc.:;,n, to<.11 lh~ ln:ln, ,:;IIL;n "I..,.,, •~lOOl , tt,c ynhi;>;f 
'ti-., -,~,,....fyw,_ ~nm t,_ n,~fflyi,,~ P'""'-""r,I •nll':T""~ ,...,~okl..-11 ~"'"?<•'-If""'' ,,.,,,..,><nm"'"~""" "nd h"!'I"' ,., ,.,LN,,._..,. nrP<ll"~ t,_ •1!'~'0" n( ""~"luhnm 
~W.nb.-.1lodtll11"11/N1,ir..un-'i1.11t-111',;)d,,.,g,:,a.,'>~IIM-.. 111,lht.m~n-, ..:Udht.l.eb«n-.:iblllledblg~QD r.:llll•blOltt;iral:,,xM1lKDP~bl>H:,,,ra~,n[l.dflQ 
llto,t~IO"J'4tbY!llel, QJYldb~plltll'dur>;!e, fflyl,1,11'!1' .. ~ .... ,i..,-, .-d~~•,i:,i1lon. 

ll:.IIOYldb.-11:olnrodQUl111:W:lt"o:Unlll'OSc.11t<i111M-m,x,i:Q11;,q,.,t0;4inlr, ... chlhtmos,tiQffljU('lr"lk>l'IIKlt,(C,~llnd'.:world111tUm~dSml'S'opp,or,~D"II01he11,T,K11..tfflt'lt<:.r~mulo:4:ao:-tJ-ll 
w,fo,o:o;,n ,.,.,h.-.,,., ,.,n-,1,..,.,1,«;,,.w,thcN •-nl ,..,,...,"'l'i -<Kid ,....,...,."l""r<Jf lon~ .. ix,-.,_.,..,_ ~"I~ lhl! l)n .. d "'-,,1-,d•m, t~\ h~<• .otl•"'"'l ••t, ,hnt~lf" ""'',l~t,• 
•~U'l".,t"9.-...:•~0Dn,lmD'A\oh""'l.:Lb,;,no;:;i,MSt.11ur,:t,pol,;it;,lt,l,xlm:iilr1to:~nllo,tSc.11e,bol•..,~•h;;,:l1.c; r ... ~tol~(l11::«WLI\Jnl1b:ir"1oro1s, Thl'O' l,l"(l•OHQntoQpp;;~< ...... 
"'"N""""'"' {o'" ,...,Hl-,"°lfwr~•"'>:ri ..,..,,..,...,., fnd lhoo•" ,..,..,...,,..10 ~ IN .,1•""!11"""'1 rnmm,r.1,f,,,......,t,Jot""' ~ th<~lO.ll"oJ, D4',• rdlll""• ......,,.,., Llt,o,-,nto'"!-
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"' the I"'"""""'""' Ol~II: (OMM(t1'<' 

Most 90Pular 

2 

3 

4 

5 

6 

7 

8 

9 

10 

---~---·-...__..,_ ... _.,_, 
~ ....................... ,.--~ 

Gourmet ~,,.,el'l'tse;ifood Yetslan of 
fbHito pork i,- iwee-t .,,..d fru,ry 

=::no Q,,flliffl JITJh """-' r~Gfflc•JI 
l~•"".-Y lo )"r~"' ''1" In 11•,_• 

-•n•u .. -.-,..,.....--,w• c,; ... " ...... _..,,.,._,. 

....... -_ .. __,_.._ ____ , .. ,,_ 
... ,,.-::_, ... ,,"' ............. i ... , .... , ... ..,,.,~ 



ta-kung-pao-626872 
FL-2022-00076 A-00000572570 

powered bv Google Translate 

lf\ff, 
Ocomments •~ Cl'llliied .and r.ruon•llyspto.ik or.line, pl@asP~b1dp 
ti," 1hl! n~s (0fl'1m!-nc ~l!-<vi(I! agrl!l!ment 

Please enter content ... 

Page 2 of 2 

"UNCLASSIFIED" (1/31 /2024] Page 340 
~}.-I 

1J-~ -



xinhua-20210831-1310159586 
FL-2022-00076 A-00000572570 "UNCLASSIFIED" [1/31/2024] 

;lfrf1¥Bj: Jl rt1tl\ fl4!,J 
XINHUA DAILY TELEGRAPH 

I Home EJl!arootc Ne~JM!rs G~I.N:l Vft!ektJ' Survey and Observation Be-come a W~<Uhl!rman >'Jntu~'"S Opinions.and News Xlnhu. Follow Xlnhu.i Deep Reading XJnhlQ Spor1'1 Xlnhua ~nanc~ Xtnhua 1nt~nat1onal 

• 

The U.S. traceability report is a political report. A false report. 

2021-08-31 19:45:08 Source: Xinhua Daily Telegraph 10 

~lowi1"'910111~s,iga~ ChinMe iab<Wi«W'le~ Is coottil')' to the u.:s. po~111on so tar on ch@ 'll!tif,c,nioo of blolo,g,cil liboratoth!s. Jn faci, ~ UOic~ S.t.:11~~ Is me wor1cn. blologlcil m,lfcary 

Will'IQ Wenbin Silid that the "Biolog1ec1I We;,,pons Corw~.-.i:,on· mewng will tM! hl!ld on the 30th, (hinil hn i-lw~s lirmty upheld th~ pull)OS.4!S ,11nd obJl!Ctf'.'1!'!.0f the B1olog1ulWopons Com.oemion with 

"In fact, thi: United State,-i~ th,:- men.~ OJYqu'" countr)' w,1;,h th'" mo1t biomili~Nutjon activitie, in tt,'"wor1d. If it v,u:rtrf! for tht Uniti:d St..ies' i:"JCtluii1re withdr.aw1l FT om the negr:,ti.11ted pn:igrcn 1n 2001 

Page 1 of 2 

Page 341 

This me-ch.anism should have been established tong ago. Biological .activities. of various. countries, Including l.abor.)lory actMties, can be placed under multilateral supervision, 

H@ said that rt Is M>rth ootmg that rl!cently, the United States has repeitedl)' idvocilt!d Investigations into Chll'll!se laborator,!'Son the Issue olrne crace~llltyof the nl!W crown ",rus 

Thi! sa-ulied t1.1eeabllit')' ri!par,: i~ a pahtiu.l ti!pO(I, a dumptng ri!pOr't, ~nd a rar~e-te-pott. Chlr1a ufgMthe U.S. co scop uSW'lg lhi! guts.! o-ft<~<.'i'lg Chi! sau,ce ofllieme, and tKurn ,oic u ~oon a~ possible. 

W;,ng W@nbin s;,id that Mil Zhilo)(U,. \Ike K!f"@ign Ministg-, ~ Z!f'g Vi,tJt\, Deputy l)i~ctoroltJil! l>lilOOflilf He.alth Commission, hilw darifie-d the Ctunese s1dl! 1n the form ofspeechKil.nd inl:li!rv•!Ws respectively. 

Ren''S dumping report; a false report ttiat made up ain excuse to pour dirty water on China. Just like sp,.eadiog the 1ie that Iraq possesses weapons o, mass. de-stf"uction, this 
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t-i-3S t!Ecome the coumry w,th the largest n 1.1111tlu of infections and d,eaths in the- world~ ·wmng w.en b•n so11d. 

"Ptiop ~(omr,:rl hl'"lp .i~king. i~ Cht' I ft' of1~ A~ric,m p!"r.ipl!" impcr1.in,, cir ,ti.,. po ilic.-..1 ~!'"I[ int~r~, of pcilitici,ln~? [~ th!'" ht"~ th cf Lho!" po!"cplt" cf,tie wr.irltt irr-pcr,,lnt, or tht" CJo!" □gr.iphy c,f lh!'" LJni,t"d SI~1~~? 
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DiNanno, Thomas G (b)(6) @state.gov> ~..:..:::.:...:..:.::.:._:_...:..:.:..=.~==:-"'--'---' 
L...-----'-~-"-L..-~-....,__-state.gov>; 

ov>; 
ate.gov>; 

,__ __ ......... .......,,u...,_ __ ........_'--a-.te.gov>; 
.__ ___ """'-=.......,.....__ ___ _.-state.gov> 
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Subject: Discussion re Paper on coronavirus and policy options toward PRC 

Date: Wed, 7 Oct 2020 16:28:46 +0000 

As much as POTUS and S have discussed the "China virus," there remains a gap in public attribution 

to the PRC's near total incompetence in handling of the issue and willful blindness if not far worse 
related to its global spread-it's borderline economic and biowarfare. These papers, while 
controversial in some scientific circles, should be paid attention, especially given other things we 
know. 
Rich Muller is an American scientific treasure, MacArthur Genius, and the long term leading light of 
JASON which has advised USG on so many super sensitive scientific challenges over the decades. He 
has been involved in many WMD programs for DOD and DOE. He also is one of the world's most 
renowned nuclear physicists, former Chair of Physics at CAL Berkeley and now at Lawrence Berkeley 
Labs, who has been trusted as a science advisor by President's dating back to Reagan. We are good 
friends and I trust his judgement and discretion. 

Trust me it is worth our time to get his thoughts not just on COVID causation but also on China nuke 
and space challenges. 

Let me know when we can set up a discussion.l(b)(6)~an coordinate. 

I (b)(6) I 
Begin forwarded message: 

From: Richard Muller I (b)(6) l@lbl.gov> 
Date: September 20, 2020 at 15:22:04 EDT 
To: I {b ){6) I 
Subject: Paper on coronavirus 

Dea1 (b)(6) I 
I am concerned about the attached paper, It purports to show that there is compelling evidence 
of gene manipulation in the Covidl 9 coronavirus. 

I am not sufficiently practiced in this field to be able to make a judgement on this issue. 
However, I am sufficiently practiced in science to be able to make a judgement on the prior 
paper, the one showing that the coronavirus probably leaked from the virus laboratory in Wuhan. 
I attach that paper too; I think I sent it to you previously. 

I do note the following disturbing facts: 
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I. When I learned the title of this paper, I searched for it on Google. I could not find it.. All that 
Google showed was a large number of references disputing the paper. Several pages of the 
Google search result showed no link to the paper. 

On a hunch, I tried search on Bing. The paper was the first hit! That doesn't mean that Bing is 
unbiased, but at least on this issue, it demonstrates the enormity of the bias in Google. 

Google's lack of reference is not a "conspiracy theory." Google is one organization, not a 
conspiracy. But they are certainly not simply making it easier to find information; they are 
choosing which information we fine. (End of rant.) 

2. I talked to a friend who is still on Jason. He sent a copy to a biologist on Jason. He got no 
reply. The benign interpretation is that Jason is already looking at the paper, but their work is 
code-word protected. He doubted this. He thought that nobody in Jason was looking at it because 
of politics. 

3. I looked at several of the criticisms of the paper. One reported that their reason for dismissing 
the paper was an Academy analysis that showed there was no credible evidence that the gene had 
been manipulated. 

But it turns out that the Academy report was written last April, when indeed there was no 
credible evidence. The reference to that paper was inappropriate, since it did not look at the 
discoveries in the new paper. "No credible evidence" in April is not an argument against new 
evidence. 

The new discoveries in the paper need to be looked at objectively. They should not be ignored 
simply because such a revelation might help the Trump candidacy (by supporting his contention 
that China is a dangerous enemy) or would hurt the world economy (by identifying China as a 
dangerous enemy to every nation). 

I suspect that the U.S. government is looking into the matter. The first author, Yan, was 
interviewed on Fox, and I know that President Trump often listens. 

Unfortunately most of my high-level contacts in the U.S. National Security business have 
retired. That's why I am writing to you. You may be able to determine if this paper is getting the 
attention it deserves. And if it isn't, we need to do something about that. 

Rich 
Sender: ~-~(b~)~(6~) __ ~ l§istate.gov> 

DiNanno, Thomas G state.gov>; 
b ov>; 

Recipient: Feith, David '-!-'Fb...i.,;;6~ ~h v>; 
Shinn, James J ate.gov>; 

t __ ___._r ... b ... )f .... 6 ... ) ___ ..._s_a_,te.gov>; 
..... ___ __._f ... l:l...,_\(_6_._) ---~Wstate.gov> 
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Unusual Features of the SARS-CoV-2 Genome Suggesting Sophisticated 
Laboratory Modification Rather Than Natural Evolution and Delineation 

of Its Probable Synthetic Route 

Li-Meng Yan (MD, PhD)1
, Shu Kang (PhD)1

, Jie Guan (PhD)1
, Shanchang Hu (PhD)1 

1 Rule of Law Society & Rule of Law Foundation, New York. NY, USA. 
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Abstract 

The COVID-19 pandemic caused by the novel coronavirus SARS-CoV-2 has led to over 910,000 deaths 
worldwide and unprecedented decimation of the global economy. Despite its tremendous impact, the 
origin of SARS-CoV-2 has remained mysterious and controversial. The natural origin theory, although 
widely accepted, lacks substantial support. The alternative theory that the virus may have come from a 
research laboratory is, however, strictly censored on peer-reviewed scientific journals. Nonetheless, 
SARS-Co V-2 shows biological characteristics that are inconsistent with a naturally occurring, zoonotic 
virus. In this report, we describe the genomic, structural, medical, and literature evidence, which, when 
considered together, strongly contradicts the natural origin theory. The evidence shows that SARS-CoV-
2 should be a laboratory product created by using bat coronaviruses ZC45 and/or ZXC2 l as a template 
and/or backbone. Building upon the evidence, we further postulate a synthetic route for SARS-Co V-2, 
demonstrating that the laboratory-creation of this corona virus is convenient and can be accomplished in 
approximately six months. Our work emphasizes the need for an independent investigation into the 
relevant research laboratories. It also argues for a critical look into certain recently published data, which, 
albeit problematic, was used to support and claim a natural origin of SARS-CoV-2. From a public health 
perspective, these actions are necessary as knowledge of the origin of SARS-Co V-2 and of how the virus 
entered the human population are of pivotal importance in the fundamental control of the COVID-19 
pandemic as well as in preventing similar, future pandemics. 

1 
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COVID-19 has caused a world-wide pandemic, the scale and severity of which are unprecedented. 
Despite the tremendous efforts taken by the global community, management and control of this pandemic 
remains difficult and challenging. 

As a coronavirus, SARS-CoV-2 differs significantly from other respiratory and/or zoonotic viruses: it 
attacks multiple organs; it is capable of undergoing a long period of asymptomatic infection; it is highly 
transmissible and significantly lethal in high-risk populations; it is well-adapted to humans since the very 
start of its emergence 1; it is highly efficient in binding the human ACE2 receptor (hACE2), the affinity of 
which is greater than that associated with the ACE2 of any other potential host2.3. 

The origin of SARS-Co V-2 is still the subject of much debate. A widely cited Nature Medicine 
publication has claimed that SARS-CoV-2 most likely came from nature4

• However, the article and its 
central conclusion are now being challenged by scientists from all over the world5-15. In addition, authors 
of this Nature Medicine article show signs of conflict of interests 16,17, raising further concerns on the 
credibility of this publication. 

The existing scientific publications supporting a natural origin theory rely heavily on a single piece of 
evidence - a previously discovered bat coronavirus named Ra TG 13, which shares a 96% nucleotide 
sequence identity with SARS-CoV-218

• However, the existence of RaTG13 in nature and the truthfulness 
of its reported sequence are being widely questioned6

-9•
19

-
21

• It is noteworthy that scientific journals have 
clearly censored any dissenting opinions that suggest a non-natural origin of SARS-Co V-28

·22• Because of 
this censorship, articles questioning either the natural origin of SA RS-Co V-2 or the actual existence of 
RaTG13, although of high quality scientifically, can only exist as preprints5

-
9

,
19

-
21 or other non-peer

reviewed articles published on various online platforms10
-

13
•
23

• Nonetheless, analyses of these reports have 
repeatedly pointed to severe problems and a probable fraud associated with the reporting of RaTG 136•88 -'

9
-

21. Therefore, the theory that fabricated scientific data has been published to mislead the world's efforts 
in tracing the origin of SARS-Co V-2 has become substantially convincing and is interlocked with the 
notion that SARS-CoV-2 is of a non-natural origin. 

Consistent with this notion, genomic, structural, and literature evidence also suggest a non-natural 
origin of SARS-CoV-2. In addition, abundant literature indicates that gain-of-function research has long 
advanced to the stage where viral genomes can be precisely engineered and manipulated to enable the 
creation of novel coronaviruses possessing unique properties. ln this report, we present such evidence and 
the associated analyses. Part 1 of the report describes the genomic and structural features of SARS-CoV-
2, the presence of which could be consistent with the theory that the virus is a product of laboratory 
modification beyond what could be afforded by simple serial viral passage. Part 2 of the report describes 
a highly probable pathway for the laboratory creation of SARS-Co V-2, key steps of which are supported 
by evidence present in the viral genome. Importantly, part 2 should be viewed as a demonstration of how 
SARS-Co V-2 could be conveniently created in a laboratory in a short period of time using available 
materials and well-documented techniques. This report is produced by a team of experienced scientists 
using our combined expertise in virology, molecular biology, structural biology, computational biology. 
vaccine development, and medicine. 

2 
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We present three lines of evidence to support our contention that laboratory manipulation is part of the 
history of SARS-Co V-2: 

1. The genomic sequence of SARS-CoV-2 is suspiciously similar to that of a bat coronavirus 
discovered by military laboratories in the Third Military Medical University (Chongqing, China) 
and the Research Institute for Medicine of Nanjing Command (Nanjing, China). 

11. The receptor-binding motif (RBM) within the Spike protein of SARS-CoV-2, which determines 
the host specificity of the virus, resembles that of SARS-CoV from the 2003 epidemic in a 
suspicious manner. Genomic evidence suggests that the RBM has been genetically manipulated. 

u1. SARS-CoV-2 contains a unique furin-cleavage site in its Spike protein, which is known to greatly 
enhance viral infectivity and cell tropism. Yet, this cleavage site is completely absent in this 
particular class of coronaviruses found in nature. ln addition, rare codons associated with this 
additional sequence suggest the strong possibility that this furin-cleavage site is not the product of 
natural evolution and could have been inserted into the SARS-CoV-2 genome artificially by 
techniques other than simple serial passage or multi-strain recombination events inside co-infected 
tissue cultures or animals. 

1.1 Genomic sequence analysis reveals that ZC45, or a closely related bat coronavirus, should be 
the backbone used for the creation of SARS-Co V-2 

The structure of the ~30,000 nucleotides-long SARS-Co V-2 genome is shown in Figure 1. Searching 
the NCBI sequence database reveals that, among all known coronaviruses, there were two related bat 
coronaviruses, ZC45 and ZXC2 l, that share the highest sequence identity with SA RS-Co V-2 ( each bat 
coronavirus is ~89% identical to SARS-Co V-2 on the nucleotide level). Similarity between the genome 
of SARS-Co V-2 and those ofrepresentative p coronaviruses is depicted in Figure 1. ZXC2 l, which is 97% 
identical to and shares a very similar profile with ZC45, is not shown. Note that the RaTG 13 virus is 
excluded from this analysis given the strong evidence suggesting that its sequence may have been 
fabricated and the virus does not exist in nature2·6-9• (A follow-up report, which summarizes the up-to-date 
evidence proving the !>purious nature of RaTG 13, will be submitted soon) 
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Figure 1. Genomic sequence ana(ysis reveals that bat coronavirus ZC45 is the closest match to SARS-Co V-2. 
Top: genomic organization of SARS-CoV-2 (2019-nCoV WIV04). Bottom: similarity plot based on the full-length 
genome q[ 2019-nCoV W/V04. Full-length genomes qf' SARS-CoV BJ0/, bat SARSr-CoV W/VJ, bat SARSr-CoV 
HKU3-1, bat coronavirus ZC45 were used as reference sequences. 

When SARS-Co V-2 and ZC45/ZXC2 l are compared on the amino acid level, a high sequence identity 
is observed for most of the proteins. The Nucleocapsid protein is 94% identical. The Membrane protein 
is 98.6% identical. The S2 portion (2nd half) of the Spike protein is 95% identical. Importantly, the Orf8 
protein is 94.2% identical and the E protein is l 00% identical. 

Orf8 is an accessory protein, the function of which is largely unknown in most corona viruses, although 
recent data suggests that Orf8 of SARS-CoV-2 mediates the e.vasion of host adaptive immunity by 
downregulating MHC-124

. Normally, Orf8 is poorly conserved in coronaviruses25
• Sequence blast 

indicates that, while the Orf8 proteins of ZC45/ZXC2l share a 94.2% identity with SARS-CoV-2 Orf8, 
no other coronaviruses share more than 58% identity with SARS-Co V-2 on this particular protein. The 
very high homology here on the normally poorly conserved Orf8 protein is highly unusual. 
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11YSFVSEETGTLlVHSVLLFLAFVVFLLVTLRILTal.RLCAYCCNIVHVSLVKPsFYVYSRVKHLNSSRVpDLLV 

Figure 2. Sequence alignment of the E proteins from different p c:oronaviruses demonstrates the E protein's 
permissiveness a11d te11de11cy toward amino acid mutations. A. Mutations have been observed in dfflerent strains 
of SARS-CoV. GenBank accession numbers: SARS_GD0J: AY278489.2, SARS_ExoNJ: ACB69908.I. 
SARS_TW_GDJ: AY45/88/.1, SARS_Sinol_l/: AY485277.I. B. Alignment of E proteins from related bat 
coronaviruses indicates its tolerance of mutations at mult1JJle positions. GenBank accession numbers: 
Bat_AP040581./: APO40581.l, RsSHC0/4: KC881005.J, SC2018: MK2//374.J, Bat_NP_828854.J: 
NP_828854.l. BtRs-BetaCoV!Hu820/3: AJA62312.I. BM48-3/IBGR/2008: YP_003858586./. C. While the early 
copies ofSARS-CoV-2 share JOO% identity on the E protein with ZC45 and L'(C21, sequencing data ofSARS-CoV-
2/rom April 2020 indicates that mutation has occurred at multiple positions. Accession numbers of viruses: Feb _11: 
MN997409, ZC45: MG772933.l, ZXC21: MG772934, Apr_l3: MT326139 .. Apr_l5_A: MT263389, Apr_l5_B: 
MT293206, Apr_l7: MT350246. Alignments were done using the Mul!Alin websen1er 
(!zttp:l/multalin.toulouse.inra.f;./multalin/). 

4 
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The coronavirus E protein is a structural protein, which is embedded in and lines the interior of the 

membrane envelope of the virion26
• The E protein is tolerant of mutations as evidenced in both SARS 

(Figure 2A) and related bat coronaviruses (Figure 2B). This tolerance to amino acid mutations of the E 
protein is further evidenced in the current SARS-CoV-2 pandemic. After only a short two-month spread 
of the virus since its outbreak in humans, the E proteins in SARS-CoV-2 have already undergone 
mutational changes. Sequence data obtained during the month of April reveals that mutations have 
occurred at four different locations in different strains (Figure 2C). Consistent with this finding, sequence 
blast analysis indicates that, with the exception of SARS-CoV-2, no kno\l,'n coronaviruses share 100% 
amino acid sequence identity on the E protein with ZC45/ZXC21 (suJpicious coronaviruses published 
after the start of the current pandemic are exc/uded18

•
27

-
31

). Although 100% identity on the E protein has 
been observed between SARS-CoV and certain SARS-related bat coronaviruses, none of those pairs 
simultaneously share over 83% identity on the Orf8 protein32• Therefore, the 94.2% identity on the Orf8 
protein, 100% identity on the E protein, and the overall genomic/amino acid-level resemblance between 
SARS-Co V-2 and ZC45/ZXC2 l are highly unusual. Such evidence, when considered together, is 
consistent with a hypothesis that the SARS-Co V-2 genome has an origin based on the use of ZC45/ZXC2 l 
as a backbone and/or template for genetic gain-of-function modifications. 

Importantly, ZC45 and ZXC21 are bat coronaviruses that were discovered (between July 2015 and 
February 2017), isolated, and characterized by military research laboratories in the Third Military Medical 
University (Chongqing. China) and the Research Institute for Medicine of Nanjing Command (Nanjing. 
China). The data and associated work were published in 201833·34. Clearly, this backbone/template, which 
is essential for the creation of SA RS-Co V-2, exists in these and other related research laboratories. 

What strengthens our contention further is the published RaTG13 virus18
, the genomic sequence of 

which is reportedly 96% identical to that of SARS-CoV-2. While suggesting a natural origin of SARS
Co V-2, the RaTG 13 virus also diverted the attention of both the scientific field and the general public 
away from ZC45/ZXC214

"
8

. In fact, a Chinese BSL-3 lab (the Shanghai Public Health Clinical Centre), 
which published a Nature article reporting a conflicting close phylogenetic relationship between SARS
Co V-2 and ZC45/ZXC2 l rather than with RaTG 1335

, was quickly shut down for "rectification"36
. It is 

believed that the researchers of that laboratory were being punished for having disclosed the SA RS-Co V-
2-ZC45/ZXC2 l connection. On the other hand, substantial evidence has accumulated, pointing to severe 
problems associated with the reported sequence of RaTG 13 as well as questioning the actual existence of 
this bat virus in nature6-7.19-21 • A very recent publication also indicated that the receptor-binding domain 
(RBD) of the RaTG13's Spike protein could not bind ACE2 of two different types of horseshoe bats (they 
closely relate to the horseshoe bat R. a_[finis, RaTG 13 's alleged natural host)2, implicating the inability of 
Ra TG 13 to infect horseshoe bats. This finding further substantiates the suspicion that the reported 
sequence of Ra TG 13 could have been fabricated as the Spike protein encoded by this sequence does not 
seem to carry the claimed function. The fact that a virus has been fabricated to shift the attention away 
from ZC45/ZXC2 l speaks for an actual role of ZC45/ZXC21 in the creation of SA RS-Co V-2. 

1.2 The receptor-binding motif of SARS-Co V-2 Spike cannot be born from nature and should have 
been created through genetic engineering 

The Spike proteins decorate the exterior of the corona virus particles. They play an important role in 
infection as they mediate the interaction with host cell receptors and thereby help determine the host range 
and tissue tropism of the virus. The Spike protein is split into two halves (Figure 3). The front or N
terminal half is named S 1, which is fully responsible for binding the host receptor. In both SARS-Co V 

5 
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and SARS-CoV-2 infections, the host cell receptor is hACE2. Within SI, a segment of around 70 amino 
acids makes direct contacts with hACE2 and is correspondingly named the receptor-binding motif (RBM) 
(Figure JC). In SARS-CoV and SARS-CoV-2, the RBM fully determines the interaction with hACE2. 
The C-terminal half of the Spike protein is named S2. The main function ofS2 includes maintaining trimer 
formation and, upon successive protease cleavages at the S1/S2 junction and a downstream S2' position, 
mediating membrane fusion to enable cellular entry of the virus. 

A B 

S1-S2 S1-S2 

51-52 

ACE2 

S1 

RSM 

ACE2 

Figure 3. Structure of the SARS Spike protein and how it binds to the lrACE2 receptor. Pictures were generated 
based on PDE JD: 6ac/7

• A) Three spike proteins, each consisting o{a Sf ha(/and a S2 hal(:.f'orm a trimer. BJ The 
S2 halves (.'ihades of blue) are responsible for trimer formation, while the SJ portion {.'ihades of red) is responsible 
for binding hACE2 (dark gray). CJ Details o{ the binding between SJ and hACE2. The RBM of SJ, which is 
important and sufficient for binding. is colored in orange. Residues within the RBM that are important for either 
hACE2 interaction or protein folding are shown as sticks (residue numbers follow the SARS Spike sequence). 
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rn ~ = ~ rn = ~ = = = ~ - = = 
1-----------------------·----·♦------o----------------♦--------+-----+---------·--t 

Muh•n-Hu-1 vv lKVCEF0fOIDPFLGVYTltKHHKSMn£S£FR'IYSSHNHC ff F:I\ISIIPf lMOLEGl:IIGMfKHLREFVfKHl UGYFKI YSKH IP IHI. vt>Ut.J·QGFSHl.,£PL VOIJ'IGJHl 1 Rl·Q rLLllLHRSYL I l'liDSS 
2(!19-nCoV _USIH121 W lKVCbf"OftNOPFL GVYTltt(HHKSMll£SEFRVTSSf!NHC fFl YVS0P>UUll EGKQGllf'l()U.R£fVFKHIOCYflClYSKH fP IHI. Vl!.(JU'QGFSHl.,£PL VOtPlGlNll l!lll I Ll ALHRSYL TPGDSS 

Bat..CoV _2C45 'lilKVCNfOfCYOPYLSGYYH-HMICTMSIREFAVTSSYRNCl F[YVSl<St nt.NISGHGGLFNl LREfVFRHVOGltft<lYSKf'TPVHlNIIGlYIGLSVUll'L V(t P\ISINI TKFRTLL TIHRGDPnP---N 
8•t-CoV _lXC21 VlJ]IVCHfOf"CYOPYLSGYYll-HMIITIISIR(FA'IYSFYffNCTfl:YVSKSI nLNlSGHGGLf NTLltEFV>RNVOGHFKl YSKFTPVHLNIIGL.PTGLSVLOl'I.. VELPVSIHITKr.RTLl I IHRGOPnS---H 

SflRS_G202 WIRACH.F(ltoNPHAv----S,:PNGTQIHlNlFOlffif'NCIF['/lSOIIFSI.OVSEKSG/IFKHlltEFVFKNkOGfl YVVk6YOPlOVVf.'OLPSGFNJUPI.Fkl f>I.GlHI1Nf"RAILTAflP------RQ 
SARS W J RACHF[LCONPFFAV----SKPNGTOTHTN{FOIIAFNCTFEvtSOAFSI. OVSEKSGllfKHUEFVl'l(NkOGFLYVYKGYQl'lOVVIUllPSGFNTLl(PJFkl f>I.GTNITNl'RAJl !Rf SP------AQ 

Coni:~nsus- \'IJ kvCirarc . 111>11. w~~h.nok.u •. • r:r. !1-::~.a.HCfTTY JS .• F. Lil.:::ek.\'ioFk. LRErVfkN. l)C.fk !''rck.t..P I U vRdlP . Gh.1..Plv. t.P .yJNIT . J7rt.lU . . hr .... p ••.• 

= ~ m ~ = m m n • - ~ m ~ • , ____________ ,__ __ __, ___ ______________ _ ____ _______ ,_ __ _, _ ___ r 

MuhM•Hu• I SCUTAGAftRYYVCYl QPRlflll(Yf« HGT i lOAVOCRLDrLSf I ~CTLKSF TVl:lffil.YQTSNI RVQl>JES I VRFl'N 1.JNt.Cl'fGEVl'llH TRfRSVYRUHRl(IU SHCVIIOYSVI. YNSASFS lrKCYCVSl'I 
2019-nCoV _USA•AZ l SGUI AGAfillYYVGYLQl'R I fLI.KYll€HG I I lOIIVOl:RlllJ'LSE1 KClL l(Sf 1 VLKGJ.YQ ISHFRVQJ'IES l 'IRl' rHI I NlCl'f"GEVI NfllRI RSVYAIINRl(RLSNCV/IOYSVL YHSRSFS lrKCYCVSPI 

e .... _c ov _2C45 N!iUIAFSAAYrVGTLKl'RTFhLKYllllllGll 1 UHVUCHli!PL sa KC ll KSl 1 •/Ql(GfYQTSNf RVJlPl QSV'IRA'NllHVCPI Hk'/fNIIIRl PSVYllM£MlKISUC.lHDYJ\'FlHS1SFSIF~CY6VS1'S 
8•t-Co\' _ZXCZ.l HGMIAFSAAYfVGlLKl'R fflUJIYflEN6 fll OHVUCHllll'LSE"I KC llXSlSVOKGJ YO I SNfl!VU)• I QSl'IRFPNl I HVCPFHKVfNHlR1·PSVY1111£RlklSUC111bVl l'FlHSTSfSTFKCY6VS1'S 

SflRS_G202 DJIIG I Sfl/lAYfVGYl KPTlf l!U(YtlEH61 I fOAVDCSOIO'LfltlKCSVJ(SFEJ ()l(l,J YO fSNfRVVl'SR0\1'/Rl'PNl l HI.CPFGEVf HHl l<f PSVYflllf Rl(R CSHCV8UYSvt VHS fff'SIFKCYGVSffl 
SARS OIUG ISARAYfV6YI J(l'TTfnUCtl!EHGl I fORVDCSOHPLAtlKCSVKSFEI Dt.ul YO fSIITT!VmG0\1'/RFPNTfMU:PFGEVFIIATkfl'SVYfl)IEIOO<ISHCVAOYSVl YKSTHSTFKCYGVSAl 

Con,.nou: • ~t•. •RAYXV6Ylkl'r rn LKY •EHGl J TOAVDColsPLsEt.l(Ct.LKSfl .! •KGl YO ISHFIIVqPt .~ tVRl'PffITNlCPF ~•VF11"1 r FpSVYrlU •Rl<r T.S• C! IIOYaVI YNSu rslFKCYGVSpl 

391 400 410 420 430 440 41j(l 4GU 470 480 490 500 510 520 
I -t-f-ltt----ltUl---t••--H----+lf♦l-t--t-♦l-♦---t------1 

Muh.n•Hu-1 KlMOLCFINVTAUSFl'fRGOEVRQilll'GQTGKTROYHYKLl'UOnGCVJRUHSHIILOSkVGG/IYNYL YRI.FRkSNl.l(l'f(:ROISlEIYQAGSTPCNGVEGfNCYFrLQSYGFQPTNGVGYOPYR\IVVI.Sr 
2019-nCoV _USR-RZI KLNOLCFlN"IYffUSF\'(RGO€VRQiflPGQTl',KIAOYHYKLYUDFlGCVlllUHSHIII.OSkVGGHTHYL YRI.F~KSIILl(Pfi;l!OISl EIYQAGST PCNGVEGfNCYf r LQSYGFQP TliGVGYllPYRVl'Vl Sr 

Bat_CoV _ZC45 KllOLCFlS,'YffU ! Fl I~FSEVRUVRPGQTGV IROYHYKLl'IJIJFI GCV lHUHT H1¢11UVG-----14Yf YRSNRST~l l(l'fEROl SSOE-------HGVR------TLSTlOFNPNVPl.E YOAl f!VVVI. SF 
B•t _CoV . 2XC21 KLIOLCHSVYAOTF'l lRFSEl'ROVAf•G0.16V 100 YHYKLPUOflGCV !AUK r Al(QOTG-----H'rfYRSN~S11<W>f EROLSSOE- -------HGVR------ILSTYOI NPHVP\.(YOATINVVLSF 

SAAS_G102 KLHOLCrSIIVYAOSF'VVKGOO\IROlAPGOTGVIAOYHYl(U'OOfnGCVLftJ(NlRt<lllflfSlGHYNVKYMTlRH&IQRPFEROJSNVPFSPOGKPCTPPA-l!Kl'IIPLNOYGFYmGfGYQl>l'RVVVlSF 
SARS KlNOlCFSNVTAOSF'l'VKGOOVROIAPGOTGVIAOYHYKLf'OO(nGCVLfl)(HTRl<IllfllSIGHYNTKYIITLRHGIQRPF£ROISNVPFSPOGl<PCIP1'A-LIKY11PLNOVGFYmGI GYOl'Y~VVVlSF 

Consens"" KlnOLCl"lnVYAUof vi rtd•VRO!f<PGO (GvIAOYNY)(JJ'Oon..GClliRUNL.n.O ••• • r,r:1. >'fl •• R. •• ~lkPFEROiS • •••••• • ••""£~ ... ne¥ .pl • • rgr .pL.~ . r YQp~~VVVlSF 

m a ~ ~ s ffl ~ ~ ~ w ~ a ~ ~ 1---------- ------··-·• .. ···-··--•♦ __ __,______ -·- ---♦--------------♦------• 
Multan- Hu- I EU.HAPA IVCGPKKSTNl Vl(>lf(CVIWHFNf~. lr.T GVL 1 ESNKKFLPFOQFGROIROTl OAVR.OPQ IL E:lLOl TrCSFGGVSVI I PmNTSNQVRVt YOOVHf.lEVPVAI HAOQI. TP TMRYYSTGSHYl•O I 

201.9- nCoV _USA-AZ I CLI.HRPRIVCf,l'~KSl Nl Vt:M((VHfHFNf~. Tr. IGVL 1 ( SNKKA.f'FOQf GROlffllll OAVROPQ Tl ClllllTl'CStGGV$Yl 1rm NlSKQVR'ILYQOVMCTEVPVAI Hf\OQI. II' T"'(VYSTGSNVFOI 
Bat,_CoV _2C45 LLI.Nllf"RIVt"GPklSTQL "JKNQCVHrHFNCl.KCll;vL IOSSKRI QSFOQrGKORSUFIOSVRllf'QTLCIUJ ll'CSI-GGVSYI I PCHNTSl tvOVLYQOVMCI nvrrl UtllOQI. I PAIIRIYATCHNVFQI 

8ot._CoV _2XC2l £Lt.H!ll'RIVCGP~l S TOL VKNOCVHrHfHGI.KG 16\'l I ossr.Rr QSFoQrGkORSnFIDSVRIJJ'Q IL Elllll 1 l'CSl,GGVSVI 1 PGINISSl:VRVLYOOVHCl O\'PI I 1Ht100l I r>AUJIIYAlGISVfOt 
SftRS_l]Z02 B.l N!U'AIVCCl'Kl SIDLil:NOCVllf"HFHlll 161 G\'L I PSS~ OPFOQFGl!IIVSDrl DSVROJ'K ISElLU.lSl'CSI· GGVSV.I I rGINASSL YRVLYOOVNCI OVSTAlHflllOl I PAl'~lYS lGIINVfUI 

SARS ELLNlll'ltlVCllf'r.LSlOU KHOl".VHFHFHGL 16 I GVL I PSSr.Rf OPFQQFClUIVSllrl 05\'l!lil'~lSElLO LSJ\CRf GG\ISV.11 l'GINASSL \'RVL YUOVHCI IIVSTRIIIRUUl IPAIIRlYS TGIINl'FUI 
Conoensus El.Lnltl'HTVCW'~!S1 tl !IOlqCVHl'HFHlil.t6f6Vl I .S•r.rf qpFOQF6rU.60(t0£'/klWq I ! U LUJ t PCri'GGVSYl ll'GINtS. sVAVL YOOVNCI •Vpta!HllUOl I PaURI Y<tG.nVf UI 

651 660 670 680 63'• 700 710 no nu 740 750 760 no 780 
1--------·---------·-------------·----------♦----------------·---------·------------♦---------·---------f 

Muh.•n-Hu-1 RTif,Ci IGAEll\'IINSYECO(l'IGAGICRSYOI QTHSPRRAP.SVASOSllRl'lnSLf.RfllSVAYSNHSlAfPIIIHlSVTTEILPVSNTl(ISVO(;TnYIOGOSTECSHU.lOYGSf CTOLHllH\.lGIBVl:00 
201.9-nCoV .USA-RZl RHf.Cl I GREll\"NNSYECUU' JGRGICRSYQJQ IHSPRRAl!Sl"ASQS IT AY lll5.I.GIIE.115VRYSHHSIRJ I' IIIFTISV rr EltrVSNf l(ISVU<. TnY fCGOS TECSHLll.OYGSl'C TOLHRftl. TGIBVEOD 

B<t1._Cov_ze45 onr.cu@£11VNASYCCUH'IGRG1~RSYIITASl----lRS"ISOKIIIVRY"lllSlGIM.H5 1RYAHHSIRfPIHFSISVI I EVNPVSnmosvocn,v1cr.os 1ECSHl.lLQYGSFCTOLHRlllSGlAl EOU 
8ot_CoY_ZXC21 QAGCUfiRE"lll'IIIISY[CUlPl&ffGirnSYHJASI--•-lRSTGQKIIIVRYll!SlGIIE!l51AYAHNSIRfl'INFSISVI IEVNPVSMRIOSVOCll1YftGOSI ECSHLLLOYGSl'CTOLN~Rl Sfi lll! F.QU 

Sflt!S_6202 QIIGCU GREHl"OJSYECUIPIGRGI CIISYIITVSl --,-lR5 l"SQKS I VAY llfSlGROSSJ RYSHHT Inn• IHFSIS I O EVNPVSlflllO SVOCNnY ICGUSTECAHLU.QYGSFCT OLHl!ALSGlftAEQO 
SRRS Q'1G(;LIGIIEHl'OlSYIIDll'IGl!GICll5YHl VSt. ----US l"SQKS !VAY"! MSLt;HUSSJ AYSNH I I RIP I NI S IS i 11 EVNl'VSIIIIKISVOCHNY ICGUSTECRHLLLQYGSFCl 0LNl<llLSGIAAE00 

Consensus qAGCJ.1611(HV•. SYlc:COIPIGAGlCIISYh f. ~ ••••• ll<St.qksl I AT IMSL6Hln$• AlsNHs IAil'INJ' slSI 11 E ! 1PVSM•Kl$VIICtlfYIC6USt.ECsMLLL0TGSFCl0t.NMAL ,GIA.F.00 

m ~ ~ m ~ ~ ~ ~ ~ m ~ ~ ~ m 
I - -------+---------•--------·-•---------+---------•--------+---------•---------•---------•---------+---------•---------+---------f 

Muh ... -Hu-1 KHTO( VFAQVKOlll(ff'P.I.K1)(GGfN(SO) LPOl'SKPSKl<Sf l COLL()/J:1 rLJIMGFikOYGOCUJOTRAIIOLfCAOi:J'NGl r-,i PPLL 1001 lAQYTSlllLAGl ITSGI' I rGAGlllllOJ P~Anonn VJ( 
io18-nCoV.USA-All kNTOt:VrAOVKOJYl\'Tl'Pll(l)fGGfNrS0.0 Pf)l'Sl(PSKRS~ l(UI LI Nl:"/11 flUIIGflKQYGOCLGDIRlllll)l lr.AOi:J'NGI I "LPl'lLIIJFNlAQYTSRlLRGTIISGlllrr.111,Atll OH•..nnont\Vll 

B<tt..CoV_2fA5 KNIOE:VFROVl(QJYKIPPl.l(l]f'r,r.rH,SOILPnPSkPSKR'iiF'l.tnl.lfllkVII RflRf,I J l(QYGOCI.Gl..TSRIH)LICAQKrHr.1 l "/1 rru. JOLnrnAYTfllll I Sf.lATRGMTrtnr,001 o,rrnnonnYR 
8..t. _CoV .lX£2 l KK IQ[~FRQVl(QJYkl r rncorr,c, Hl"SOIU"OPSl;PSl(RSrJEUL.lfllkV 11.ROAGF I kQYGOClGD lSRROL I [IIQKl'Hr.l I V( rru. T!IEMIAAY Tfl/lLISG IATRGUJ rr,nr,001 orrrnno nRYR 

S!lRS_GZ02 RN IR£VFIIQVKQnYKT PllkDrccr tlfSQI l.POPl.kP J l(RSfltDLU HKV I ltl!IOGI lll(QYG[ClGD lHf)ROLI COQkFNQ. I Rf'rll. lDOnlflAY HlflL VSGIAlflGNl fGIIGllfll 01rrnnQl!RYR 
SftRS RNIRl.Vf'AOVKQnY~TPTLKYFGGIHF~OIU'DPl.l<l'I IOlSFlEDlll HkVILftOllGl lll(QYG[CLGOIHIIRDUCflQl<l'NGLTVU'PLl !DOnlflnYTRlll.VSGIAIAGUJFGR60fll OIPFAN(!l!RYR 

Consensus kN I qEVfllQVr.Ql T~ll'p i t:dFGGFHFSOU.PUl'sKrd:RSF I EDI.LI ~VI UHIACf" il<QYG • CLG1ll • 1111111. I CIIUKFNGL I VLPPU lUIN/llaT I afll.. sGI a I oGUl F6116fllllOIPFllnUl!RTR 

911 920 930 940 9SO 960 910 980 990 1000 1010 1020 103') 1040 •-------------•---·------+- . ·-----♦--------... --------------•---------•--------♦--------+-----------•--------• 
Nuhao-Hu-1 f HGIG\" f QNVL YENQ,it.J RHOl'NSRIGK]1l0.~LSSTRSIILGKLD.{)VVHOJIAUIUI I l ,KUlSSIIFGRISSVLHOILSIIJ..OKVEAEVQlURI. I rGRlQSlOl YVT UOLIRAAEIRASANLRl!l KilSECVLG 

2019·-nCoV _USAaRlt fllGlGV fONVL YENQJ(Ll 0KOF8SA1GlcrOOSLSS TASRlGKl OOV\'IIQHAOALJI TL \IKOLSSlfFGIUSSVI.NOtLSIU.Ol<'IERt:VOIORLD GRLQSLOTYVIOQLIRAAHRASANLAll fKIISECVLG 
Bat.CoV _zc45 FIIGIGVIQHVI YEHQl:I.J.AKQl'NSBJGKl OE.SL TS IASAI r.~ QOVVHQHflOAI H TL VKOI.SSHf GflJSSVLNOILSRl.bkVI.JlEVOIORU ! GR! QSlOIYV IQQURAREIRASANLRA IKnSF.CVLG 

8ot .CoV .ZXC2I f HGlCI' I QHVI YEHQICI..I fl HOF NSB JGK I QESL I STASRLGKLQOVVNQHRORI N"Tl.'IKQLSSHFGRl.SSVLNOll.SIU Ol:V(REYOIORLl I GRLQSlQTYV I QOL IRRRHRllSIIHlflR!KnSECVLG 
SRRS_6202 FIIGI f;/J OHVl YEHOl:lll flHQl'Hl(fl ISQIQLS!. Ins IRLGK( QOVVNOHAORUITL VKllt.SSHFGRJSSVLHO U.sRI.OKVliAEVOlORLI TGRLQSI.QlYl'I QOLIRRREIR/lSIIHltlflTKnSCCl'l G 

SftRS rNGl6\"TQHVLTENQl(QI llHOPNl(l)JSQiot:SI Ins lftl G~ OOVVHOHAQlllNTlVKCJL.SSHFGOl'.,SVlHO ll5RI.OKVE11€VOIORUI GI\UISlUIYl'I QOLiROO(IRIISIIHI 11A IKn&ECVI G 
Con,enou• rNr.I GVIQHVI TENOn I OHQl·N,AI tk 10 • SL Ls r • ,nLGK( OOVVNONRUTilNTl "IKQLSSNFGn ISSVLHO I LSRI.UKVEH£VOIORLfT61\LQSI.QTYV IOCil.IRflRf IRASIIHI nn lKnSECVI G 

1(141 1050 1960 1070 1080 1090 1100 IUO 1120 UJO ll40 1150 ll60 1170 
1------..... ----•-------------•---------♦------o-------•---------+---------•---------•---------♦--------•---------1 

Wuh..,-Hu-1 QSKl!Vlll'CGKGYHI.JISI-POSfU>HG'IVrLHV· f'tVi'R0£KNFr IAPA ICltilfil(fiHf ~R(liVfOSKG\ IIUf VI tJ>W"'i(POilTTOH II VSGNCOVV iG lVHN f VYUPl.0/'lUJS(K[fU),;yfl;HH I S/'OVU 
2019.-nCoV _USA-All QSl(RV0FCGl(GYHLNSl"POSAl'HGWFI.HV· fl'VPRO( KHfTl APA {CHOCiKAK(PR(GVFYSHG IHUf"1 ORNf'Y[PQTITTONTr•;SCHCDWIGl VHN IVYOPl QPf.:LOSrl(ULOl,ff)(HHTS/'OVO 

e~t.CoV _ze45 QS~RVOFCGKGYHLNSl"PQSffPHGVVf lH",'l 11 PSOEJ<Hm APA {CHEGKAltrPR( G',FVSNG fHUFVTQRHH(l'l(IU TTIHTFYS(;NCOWIGUHNTVYOPI QPU.osncr.u.o ... n:HHTSPO) 0 
o.t _cov _2)(£21 QSKRVOFCGl(CYIILNSf PQSOPfll,WITT.lf/ t Y J PSQEl<Hrl IArAICHtGKf11trPR(r;1/FVSHG I IUIFVl QRHrY(PQlll I llH lfVSGHCOWlGIJ HNI VYOPI QPEU)SFKffi.OKYrl:HHTSPOJ 0 

S!lRS_GZ02 QSKRVUFCG~GYllUISl"POAOl'HGYVf-lHV 1 YVPSO~RHrl 1 RPO) Cll(Gf:RYFl'REGVI VF HG I S\IFl I ORHl'FSl'Qll I I llN lrVSGNCOVVlGll HHIVlllPt QPEl.DSl"l(([UlK:YArNH ISl'DYO 
SflRS QSk~VOfCGKGYIII.IISl"PQAOPHG'/Vru,v TYVPSQfRHrl I APR I CHCGKnvrr~u;vrvr HG I s~rt I ORH(.FSl'QJI l lONTf vsr.NC!JVVIGI I HNWYOPI QPtl osrl(f[LO~Yrl:NIHSPOVII 

Con:ensu, QSKRVOl'CtK6YHLnSl"PQoflPIIGVVl"I.HV TY t PsQl,kHrl 1 Rl'll I CH iGkOhrPtITT:Vrl: HG I htll" ! I QRHl'XcPqU T IOHTF VS.GHCIIVVJ GI! HNlVYOPLOPELOSrKEELOKYrkNH ISPO I II 

1171 1100 1190 1200 1210 1220 1230 1240 1250 1260 1270 1278 ,----♦-----------,__ __ _, _______________________________ , 

Muh.n-Hu-1 LGOISGINASWN IOKEIORLHf'IRKHL NLSLIOLOEl GKYfOY 1r.uPMT !1'UiF1JtGl.1 A I vnv 11111.ctN ISCC.1:l ~GCCSCGSCCKFOEDDSl-~Yl~GVKlHY I 
2019-nCoV _USA-AZ I LG01SGTNHS\'VH1Q)(EI ORl.H£'19l<HlHfSLlDLOELGJ(YEOY H:JIPMY !Ill Gf'IAGL CRI VnVTinLCCNTSCCSCU:6CCSCGSCC~DEDOSEPVL~GVkl KY J 

Bat._CoV _ZC45 LGOl SGWllSWHlQJ<E 1 ORLIIEVORHLJIESLIDLOELGJ(YEOY IKlll'MYVUlGf'ltlGL CRI vnvTILLCCNTSCCSCU:6tCSCGSCC:Kroe oosu•vL~GVklllY T 
8at._CoV _ZXC21 UlO].SG (HASWHlQJ<EI OllLH("IAANUIESLIDLOEUiJCYEHY l~1'PMYVUt(if !Alli. IA1VnVTILLC:CNTSCCSCLkGt CSCGFctkrDCOOS£PVLl(GVKLKT I 

SARS.6202 ~GO!SG fNRSWH [OE€ I OllL11£"/AJ<HLKESLIOLOELG)("fEOY n :MPIIYVULGf l flGl IR t vnv r Jl.LctN rsccsc1 kGACSCGSCt kf DEOOSfPVLl(GVY.LHYl 
SRRS t GDISl,JHRSWHTOKETARI NE'IAkHI NESLIOI OEl Gl(YEQYTKUPMl\llll GflAGI JRtVh'lrll LctNTSCCstl..KGACSCGSl)tkFOfODS[PVL~GVY,I Hil 

Con:en:uo LGOIS6lHIISWIIIOk£lDRl HEVfikNI IICSI IOI DEi GkYEqY!kUPMY!UI.GflRGLIRl'/MVIHI.C:C11lSCCSCl.k&cCSCGsCCKfO(ll0SlPVl.KGV►:Ulil 

Figure 4. Sequence alignment of the spikeproteillsfrom relevattt coronaviruses. Viruses being compared include 
SARS-Co V-2 (Wuhan-Hu-]: NC _045512, 2019-nCo V _USA-AZ]: MN997409), bat coronaviruses (Bat_ CoV _ ZC45: 
MG772933, Bat_CoV_ZXC21: MG772934), and SARS coronaviruses (SARS_GZ02: AY390556, SA.RS: 
NC_004718.3). Region marked by two orange lines is the receptor-binding motif (RBM), which is important for 
interaction with the hACE2 receptor. Essential residues are additionally highlighted by red sticks 011 top. Region 
marked by two green lines is aJi1ri11-cleavage site that exists ott(v in SARS-Co V-2 but not in any other lineage B /J 
cornnavirus. 
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Similar to what is observed for other viral proteins, S2 of SARS-Co V-2 shares a high sequence identity 

(95%) with S2 of ZC45/ZXC21. In stark contrast, between SARS-CoV-2 and ZC45/ZXC21, the SI 
protein, which dictates which host (human or bat) the virus can infect, is much less conserved with the 
amino acid sequence identity being only 69%. 

Figure 4 shows the sequence alignment of the Spike proteins from six p coronaviruse.s. Two are viruses 
isolated from the current pandemic (Wuhan-Hu-I, 2019-nCoV _USA-AZl); two are the suspected 
template viruses (Bat_CoV_ZC45, Bat_CoV_ZXC21); two are SARS coronaviruses (SARS_GZ02, 
SARS). The RBM is highlighted in between two orange lines. Clearly, despite the high sequence identity 
for the overall genomes, the RBM of SARS-Co V-2 differs significantly from those of ZC45 and ZXC2 l. 
Intriguingly, the RBM of SARS-CoV-2 resembles, on a great deal, the RBM of SARS Spike. Although 
this is not an exact "copy and paste", careful examination of the Spike-hACE2 structures37

•
38 reveals that 

all residues essential for either hACE2 binding or protein folding (orange sticks in Figure 3C and what is 
highlighted by red short lines in Figure 4) are "kept". Most of these essential residues are precisely 
preserved, including those involved in disulfide bond formation (C467, C474) and electrostatic 
interactions (R444, E452, R453, D454), which are pivotal for the structural integrity of the RBM (Figure 
3C and 4). The few changes within the group of essential residues are almost exclusively hydrophobic 
"substitutions" (I428➔L, L443➔F, F460➔Y, L472➔F, Y484➔Q), which should not affect either 
protein folding or the hACE2-interaction. At the same time, majority of the amino acid residues that are 
non-essential have "mutated" (Figure 4, RBM residues not labeled with short red lines). Judging from this 
sequence analysis alone, we were convinced early on that not only would the SARS-Co V-2 Spike protein 
bind hACE2 but also the binding would resemble, precisely, that between the original SARS Spike protein 
and hACE223

. Recent structural work has confirmed our prediction39
• 

As elaborated below, the way that SARS-CoV-2 RBM resembles SARS-CoV RBM and the overall 
sequence conservation pattern between SARS-Co V-2 and ZC45/ZXC2 l are highly unusual. Collectively. 
this suggests that portions of the SARS-CoV-2 genome have not been derived from natural quasi-species 
viral particle evolution. 

If SARS-Co V-2 does indeed come from natural evolution, its RBM could have only been acquired in 
one of the two possible routes: 1) an ancient recombination event followed by convergent evolution or 2) 
a natural recombination event that occurred fairly recently. 

In the first scenario, the ancestor of SARS-Co V-2, a ZC45/ZXC2 l-like bat corona virus would have 
recombined and "swapped" its RBM with a coronavirus carrying a relatively "complete" RBM (in 
reference to SARS). This recombination would result in a novel ZC45/ZXC2 l-like coronavirus with all 
the gaps in its RBM "filled" (Figure 4). Subsequently, the virus would have to adapt extensively in its new 
host, where the ACE2 protein is highly homologous to hACE2. Random mutations across the genome 
would have to have occurred to eventually shape the RBM to its current fonn - resembling SARS-Co V 
RBM in a highly intelligent manner. However, this convergent evolution process would also result in the 
accumulation of a large amount of mutations in other parts of the genome, rendering the overall sequence 
identity relatively low. The high sequence identity between SARS-CoV-2 and ZC45/ZXC21 on various 
proteins (94-100% identity) do not support this scenario and, therefore, clearly indicates that SARS-CoV-
2 carrying such an RBM cannot come from a ZC45/ZXC2 l-like bat coronavirus through this convergent 
evolutionary route. 

In the second scenario, the ZC45/ZXC21-Iike coronavirus would have to have recently recombined 
and swapped its RBM with another coronavirus that had successfully adapted to bind an animal ACE2 
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highly homologous to hACE2. The likelihood of such an event epends, in part, on the general 
requirements of natural recombination: 1) that the two different viruses share significant sequence 
similarity; 2) that they must co-infect and be present in the same cell of the same animal; 3) that the 
recombinant virus would not be cleared by the host or make the host extinct; 4) that the recombinant virus 
eventually would have to become stable and transmissible within the host species. 

In regard to this recent recombination scenario, the animal reservoir could not be bats because the 
ACE2 proteins in bats are not homologous enough to hACE2 and therefore the adaption would not be able 
to yield an RBM sequence as seen in SA RS-Co V-2. This animal reservoir also could not be humans as 
the ZC45/ZXC21-like coronavirus would not be able to infect humans. In addition, there has been no 
evidence of any SA RS-Co V-2 or SARS-Co V-2-like virus circulating in the human population prior to late 
2019. Intriguingly, according to a recent bioinformatics study, SA RS-Co V -2 was well-adapted for humans 
since the start of the outbreak 1• 

Only one other possibility of natural evolution remains, which is that the ZC45/ZXC21-like virus and 
a coronavirus containing a SARS-like RBM could have recombined in an intennediate host where the 
ACE2 protein is homologous to hACE2. Several laboratories have reported that some of the Sunda 
pangolins smuggled into China from Malaysia carried coronaviruses, the receptor-binding domain (RBD) 
of which is almost identical to that of SARS-Co V-227-29·31 . They then went on to suggest that pangolins 
are the likely intermediate host for SARS-CoV-227-29·31 . However, recent independent reports have found 
significant flaws in this data40

-4
2. Furthermore, contrary to these reports27-29·31 , no corona viruses have been 

detected in Sunda pangolin samples collected for over a decade in Malaysia and Sabah between 2009 and 
201943

• A recent study also showed that the RBD, which is shared between SARS-CoV-2 and the reported 
pangolin coronaviruses, binds to hACE2 ten times stronger than to the pangolin ACE22

, further dismissing 
pangolins as the possible intennediate host. Finally, an in silico study, while echoing the notion that 
pangolins are not likely an intermediate host, also indicated that none of the animal ACE2 proteins 
examined in their study exhibited more favorable binding potential to the SARS-Co V-2 Spike protein than 
hACE2 did3

. This last study virtually exempted all animals from their suspected roles as an intermediate 
host3

, which is consistent with the observation that SARS-Co V-2 was well-adapted for humans from the 
start of the outbreak1

• This is significant because these findings collectively suggest that no intermediate 
host seems to exist for SARS-Co V-2, which at the very least diminishes the possibility of a recombinant 
event occurring in an intermediate host. 

Even if we ignore the above evidence that no proper host exists for the recombination to take place and 
instead assume that such a host does exist, it is still highly unlikely that such a recombination event could 
occur in nature. 

As we have described above, if natural recombination event is responsible for the appearance of SARS
Co V-2, then the ZC45/ZXC21-like virus and a coronavirus containing a SARS-like RBM would have to 
recombine in the same cell by swapping the S 1/RBM, which is a rare form ofrecombination. Furthermore, 
since SARS has occurred only once in human history, it would be at least equally rare for nature to produce 
a virus that resembles SARS in such an intelligent manner - having an RBM that differs from the SARS 
RBM only at a few non-essential sites (Figure 4). The possibility that this unique SARS-like coronavirus 
would reside in the same cell with the ZC45/ZXC21-like ancestor virus and the two viruses would 
recombine in the "RBM-swapping" fashion is extremely low. Importantly, this, and the other 
recombination event described below in section 1.3 ( even more impossible to occur in nature), would both 
have to happen to produce a Spike as seen in SARS-CoV-2. 
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While the above evidence and analyses together appear to disapprove a natural origm of SARS-Co V-

2 's RBM, abundant literature shows that gain-of-function research, where the Spike protein of a 
coronavirus was specifically engineered, has repeatedly led to the successful generation of human
infecting corona viruses from coronaviruses of non-human origin44-47

• 

Record also shows that research laboratories, for example, the Wuhan institute of Virology (WIV), 
have successfully carried out such studies working with US researchers45 and also working alone47

• In 
addition, the WIV has engaged in decades-long coronavirus surveillance studies and therefore owns the 
world's largest collection of coronaviruses. Evidently, the technical barrier is non-existent for the WIV 
and other related laboratories to carry out and succeed in such Spike/RBM engineering and gain-of
function research. 

EcoRI 
A SARS-CoV-2 W N S 

tataattata aattaccaga tgattttaca ggctgcgtta tagcttgjgaa ttqtaacaat 
cttgattcta aggttggtgg taattataat tacctgtata gattgtttag gaagtctaat 
ctcaaacctt ttgagagaga tatttcaact gaaatctatc aggccggtag cacaccttgt 
aatggtgttg aaggttttaa ttgttacttt cctttacaat catatggttt ccaacccact 
aatggtgttjg gttacc~acc atacagagta gtagtacttt cttttgaact tctacatgca 

-- ----
G y Q 

BstEII 

B ZC45 W N T 

ttacctgatg attttacagg ttgtgtcata gcttgjgaaca qtgccaaaca ggatgtaggt 
aattatttct acaggtctca tcgttctacc aaattgaaac catttgaaag agatctttcc 
t cagacgaga atggtgtccg tacacttagt acttatgact tcaaccctaa tgtaccactt 
g aatacg aag ctacaagggt tgttgttttg tcatttgagc ttctaaatgc accagctaca 

E y Q 

C 

1320 
1380 
1440 
1500 
1560 

1320 
1380 
1440 
1500 

SARS-CoV-2_RBM_ EcoRI/BstEII 
Shang, J. et al. 2020 
Ren, W. et al. 2008 

KIADYNYKLPDDFTGCVIA\·lNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAG 
KIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAG 
VIADYNYKLPDDFMGCVLAWNTRNIDATSTGNYNYKYRYLRHGKLRPFERDISNVPFSPD 

SARS-CoV-2_ RBM_ EcoRI/BstEII 
Shang, J. et al. 2020 
Ren, w. et al. 2008 

STPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRV-vVLSFELLHAPATVCGPKKSTNLVKN 
STPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPA:VCGPKKSTNLVKN 
GKPCTP-PALNCYWPLNDYGFYTTTGIGYQPYRVVVLSFELLNAPATVCGPKLSTDLIKN 

Figure 5. Two restriction sites are present at either end of the RBM of SARS-Co V-2, providing co11venie11ce for 
replacing the RBM within the spike ge11e. A. Nucleotide sequence of the RBM of SARS-CoV-2 (Wuhan-Hu-]). An 
EcoRI site is.found at the 5 '-end of the RBM and a BstEII site at the 3 ·-end. B. Although these two restriction sites 
do not exist in the original spike gene of ZC45, they can be conveniently introduced given that the sequence 
discrepancy is small (2 nucleotides) in either case. C. Amino acid sequence alignment with the RBlv/ region 
highlighted (color and underscore). The RBM highlighted in orange (top) is what is defined by the EcoRJ and BstEJJ 
sites in the SARS-CoV-2 (Wuhan-Hu-]) spike. The RBM highlighted in magenta (middle) is the region swapped by 
Dr. Fang Li and colleagues into a SARS Spike backbone39

• The RBM highlighted in blue (bottom) is from the Spike 
protein (RBM: 424-494) of SARS-B.101 (AY278488.2), which was swapped by the Shi lab into the Spike proteins of 
d{fferent bat coronaviruses replacing the corresponding segments47

• 
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Strikingly, consistent with the RBM engineering theory, we have identified two unique restriction sites, 

EcoRl and BstEII, at either end of the RBM of the SARS-CoV-2 genome, respectively (Figure SA). These 
two sites, which are popular choices of everyday molecular cloning, do not exist in the rest of this spike 
gene. This particular setting makes it extremely convenient to swap the RBM within spike, providing a 
quick way to test different RBMs and the corresponding Spike proteins. 

Such EcoRI and BstEll sites do not exist in the spike genes of other p coronaviruses, which strongly 
indicates that they were unnatural and were specifically introduced into this spike gene of SARS-CoV-2 
for the convenience of manipulating the critical RBM. Although ZC45 spike also does not have these two 
sites (Figure 5B), they can be introduced very easily as described in part 2 of this report. 

It is noteworthy that introduction of the EcoRI site here would change the corresponding amino acids 
from -U'NT- to -U'NS- (Figure 5AB). As far as we know, all SARS and SARS-like bat coronaviruses 
exclusively carry a T(threonine) residue at this location. SARS-CoV-2 is the only exception in that this T 
has mutated to an S (serine), save the suspicious RaTG 13 and pangolin coronaviruses published after the 
outbreak48. 

Once the restnct1on sites were successfully introduced, the RBM segment could be swapped 
conveniently using routine restriction enzyme digestion and ligation. Although alternative cloning 
techniques may leave no trace of genetic manipulation (Gibson assembly as one example), this old
fashioned approach could be chosen because it offers a great level of convenience in swapping this critical 
RBM. 

Given that RBM fully dictates hACE2-binding and that the SARS RBM-hACE2 binding was fully 
characterized by high-resolution structures (Figure 3)37

•
38

, this RBM-only swap would not be any riskier 
than the full Spike swap. In fact, the feasibility of this RBM-swap strategy has been proven39.47

. In 2008, 
Dr. Zhengli Shi's group swapped a SARS RBM into the Spike proteins of several SARS-like bat 
coronaviruses after introducing a restriction site into a codon-optimized spike gene (Figure 5C)47

• They 
then validated the binding of the resulted chimeric Spike proteins with hACE2. Furthermore, in a recent 
publication, the RBM of SARS-CoV-2 was swapped into the receptor-binding domain (RBD) of SARS
CoV, resulting in a chimeric RBD folly functional in binding hACE2 (Figure 5C)39. Strikingly, in both 
cases, the manipulated RBM segments resemble almost exactly the RBM defined by the positions of the 
EcoRI and BstEII sites (Figure 5C). Although cloning details are lacking in both publications39•47, it is 
conceivable that the actual restriction sites may vary depending on the spike gene receiving the RBM 
insertion as well as the convenience in introducing unique restriction site(s) in regions of interest. It is 
noteworthy that the corresponding author of this recent publication39, Dr. Fang Li, has been an active 
collaborator of Dr. Zhengli Shi since 201049•53. Dr. Li was the first person in the world to have structurally 
elucidated the binding between SARS-CoV RBD and hACE238 and has been the leading expert in the 
structural understanding of Spike-ACE2 interactions38•39·53•56. The striking finding of EcoRI and BstEII 
restriction sites at either end of the SARS-Co V-2 RBM, respectively, and the fact that the same RBM 
region has been swapped both by Dr. Shi and by her long-term collaborator, respectively, using restriction 
enzyme digestion methods are unlikely a coincidence. Rather, it is the smoking gun proving that the 
RBM/Spike of SARS-Co V-2 is a product of genetic manipulation. 

Although it may be convenient to copy the exact sequence of SARS RBM, it would be too clear a sign 
of artificial design and manipulation. The more deceiving approach would be to change a few non
essential residues, while preserving the ones critical for binding. This design could be well-guided by the 
high-resolution structures (Figure 3)37·38. This way, when the overall sequence of the RBM would appear 
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to be more distinct from that of the SARS RBM, the hACE2-binding ability would be well-preserved. We 
believe that all of the crucial residues (residues labeled with red sticks in Figure 4, which are the same 
residues shown in sticks in Figure 3C) should have been "kept". As described earlier, while some should 
be direct preservation, some should have been switched to residues with similar properties, which would 
not disrupt hACE2-binding and may even strengthen the association further. Importantly, changes might 
have been made intentionally at non-essential sites, making it less like a "copy and paste" of the SARS 
RBM. 

1.3 An unusual furin-cleavage site is present in the Spike protein of SARS-CoV-2 and is associated 
with the augmented virulence of the virus 

Another unique motif in the Spike protein of SARS-Co V-2 is a polybasic furin-cleavage site located at 
the S l/S2 junction (Figure 4, segment in between two green lines). Such a site can be recognized and 
cleaved by the furin protease. Within the lineage B of p corona viruses and with the exception of SARS
Co V-2, no viruses contain a furin-cleavage site at the Sl/S2 junction (Figure 6)57. In contrast, furin
cleavage site at this location has been observed in other groups of coronaviruses57·58. Certain selective 
pressure seems to be in place that prevents the lineage B of p coronaviruses from acquiring or maintaining 
such a site in nature. 
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Bat SAASr-CoV Rf4092 
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~t SARSr-CoV Rp/ Shaaniu2011 
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Bat SARSr-cov ntLF /3-4C 
Bat SAASr- CoV Y1'LF /31C 
Bat SAASr- CoV 1'.fl 
Bat SAASr- CoV 213 
Bat SARSr- CoV Rf/SX20l3 
B~t SAASr-CoV Rf/Re 82013 
Bat SARSr-CoV Cp/Yunnan20 1 l 
Sat SARSr-CoV Rs.612 
Bat SARSr-cov Rs4255 
Bat SAASr-CoV 4081 
Bat SAASr-CoV Rml. 

Bat SARSr-CoV 279 
Bat SAASr- CoV IOa/GX.:Z0l3 
Bat SAI\Sr- cov :Ra806 
s .. t SAR.Sr- CoV HX03- l 
Bat $AR.Sr-CoV Longquan-ltO 
Bat SARSr-Co V Rp3 
Bat SARSc-CoV Rs-4247 
Sat SAR.Sr-CoV R&42 31 
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6 .. 1 - GI CASY'HTASLL----RNTG - fiSfi 
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Figure 6. Furi11-cleavage sitefotmd at the S1/S2 junction of Spike is unique to SARS-Co V-2 and absent in other 
lineage B p coro11aviruses. Figure reproducedfrom Hojfmann, et a/57

• 
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As previously described, during the cell entry process, the Spike protein is first cleaved at the S l/S2 

junction. This step, and a subsequent cleavage downstream that exposes the fusion peptide, are both 
mediated by host proteases. The presence or absence of these proteases in different cell types greatly 
affects the cell tropism and presumably the pathogenicity of the viral infection. Unlike other proteases, 
furin protease is widely expressed in many types of cells and is present at multiple cellular and 
extracellular locations. Importantly, the introduction of a furin-cleavage site at the S l/S2 junction could 
significantly enhance the infectivity of a virus as well as greatly expand its cell tropism - a phenomenon 
well-documented in both influenza viruses and other coronaviruses59

-65. 

If we leave aside the fact that no furin-cleavage site is found in any lineage B p coronavirus in nature 
and instead assume that this site in SARS-CoV-2 is a result of natural evolution, then only one 
evolutionary pathway is possible, which is that the furin-cleavage site has to be derived from a 
homologous recombination event. Specifically, an ancestor p coronavirus containing no furin-cleavage 
site would have to recombine with a closely related coronavirus that does contain a furin-cleavage site. 

However, two facts disfavor this possibility. First, although some coronaviruses from other groups or 
lineages do contain polybasic furin-cleavage sites, none of them contains the exact polybasic sequence 
present in SARS-CoV-2 (-PRRAR/SVA-). Second, between SARS-CoV-2 and any coronavirus containing 
a legitimate furin-cleavage site, the sequence identity on Spike is no more than 40%66. Such a low level 
of sequence identity rules out the possibility of a successful homologous recombination ever occurring 
between the ancestors of these viruses. Therefore, the furin-cleavage site within the SARS-Co V-2 Spike 
protein is unlikely to be of natural origin and instead should be a result of laboratory modification. 

Consistent with this claim, a close examination of the nucleotide sequence of the furin-cleavage site in 
SARS-CoV-2 spike has revealed that the two consecutive Arg residues within the inserted sequence (
PRRA-) are both coded by the rare codon CGG (least used codon for Arg in SARS-CoV-2) (Figure 7)8. 

In fact, this CGGCGG arrangement is the only instance found in the SARS-Co V-2 genome where this 
rare codon is used in tandem. This observation strongly suggests that this furin-cleavage site should be a 
result of genetic engineering. Adding to the suspicion, a Faul restriction site is formulated by the codon 
choices here, suggesting the possibility that the restriction fragment length poZvmorphism, a technique 
that a WIV lab is proficient at67, could have been involved. There, the fragmentation pattern resulted from 
Faul digestion could be used to monitor the preservation of the furin-cleavage site in Spike as this furin
cleavage site is prone to deletions in vitro68-69 . Specifically, RT-PCR on the spike gene of the recovered 
viruses from cell cultures or laboratory animals could be carried out, the product of which would be 
subjected to Faul digestion. Viruses retaining or losing the furin-cleavage site would then yield distinct 
patterns, allowing convenient tracking of the virus(es) of interest. 

Faul 

tat cag act cag act aat tct cct egg egg gca egt agt gta get agt caa tee ate att 
Y Q T Q T N S P R R A R S V A S Q S I I 

Figure 7. Two consecutive Arg residues in the -PRRA- i11sertio11 at the Sl/S2 junction of SARS-CoV-2 Spike are 
both coded by u rare codon, CGG. A Faul restriction site, 5 '-(N)6GCGGG-3 ', is embedded in the coding sequence 
of the "inserted" PRRA segment, which may be used as a marker to monitor the preservation of the introduced 
furin-cleavage site. 

In addition, although no known coronaviruses contain the exact sequence of -PRRAR/SVA- that is 
present in the SARS-CoV-2 Spike protein, a similar-RRAR/AR- sequence has been observed at the Sl/S2 
junction of the Spike protein in a rodent coronavirus, AcCo V-JC34, which was published by Dr. Zhengli 
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Shi in 201770

. It is evident that the legitimacy of -RRAR- as a functional furin-cleavage site has been 
known to the WlV experts since 201 7. 

The evidence collectively suggests that the furin-cleavage site in the SARS-CoV-2 Spike protein may 
not have come from nature and could be the result of genetic manipulation. The purpose of this 
manipulation could have been to assess any potential enhancement of the infectivity and pathogenicity of 
the laboratory-made coronavirus59-

64
• Indeed, recent studies have confirmed that the furin-cleavage site 

does confer significant pathogenic advantages to SARS-CoV-257·68• 

1.4 Summary 

Evidence presented in this part reveals that certain aspects of the SARS-CoV-2 genome are extremely 
difficult to reconcile to being a result of natural evolution. The alternative theory we suggest is that the 
virus may have been created by using ZC45/ZXC2 l bat coronavirus( es) as the backbone and/or template. 
The Spike protein, especially the RBM within it, should have been artificially manipulated, upon which 
the virus has acquired the ability to bind hACE2 and infect humans. This is supported by the finding of a 
unique restriction enzyme digestion site at either end of the RBM. An unusual furin-cleavage site may 
have been introduced and inserted at the S 1 /S2 junction of the Spike protein, which contributes to the 
increased virulence and pathogenicity of the virus. These transformations have then staged the SARS
Co V-2 virus to eventually become a highly-transmissible, onset-hidden, lethal, sequelae-unclear, and 
massively disruptive pathogen. 

Evidently, the possibility that SARS-CoV-2 could have been created through gain-of-function 
manipulations at the WIV is significant and should be investigated thoroughly and independently. 

2. Delineation of a synthetic route of SARS-CoV-2 

In the second part of this report, we describe a synthetic route of creating SA RS-Co V-2 in a laboratory 
setting. It is postulated based on substantial literature support as well as genetic evidence present in the 
SARS-Co V-2 genome. Although steps presented herein should not be viewed as exactly those taken, we 
believe that key processes should not be much different. Importantly, our work here should serve as a 
demonstration of how SARS-CoV-2 can be designed and created conveniently in research laboratories by 
following proven concepts and using well-established techniques. 

Importantly, research labs, both in Hong Kong and in mainland China, are leading the world in 
coronavirus research, both in terms of resources and on the research outputs. The latter is evidenced not 
only by the large number of publications that they have produced over the past two decades but also by 
their milestone achievements in the field: they were the first to identify civets as the intermediate host for 
SARS-CoV and isolated the first strain of the virus71

; they were the first to uncover that SARS-CoV 
originated from bats 72

,
73

; they revealed for the first time the antibody-dependent enhancement (ADE) of 
SARS-CoV infections74; they have contributed significantly in understanding MERS in all domains 
(zoonosis, virology, and clinical studies)75

-
79

; they made several breakthroughs in SARS-CoV-2 
research18

·
35

·
80

. Last but not least, they have the world's largest collection of coronaviruses (genomic 
sequences and live viruses). The knowledge, expertise, and resources are all readily available within the 
Hong Kong and mainland research laboratories (they collaborate extensively) to carry out and accomplish 
the work described below. 
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2.1 Possible scheme in designing the laboratory-creation of the novel coronavirus 

In this sub-section, we outline the possible overall strategy and major considerations that may have 
been formulated at the designing stage of the project. 

To engineer and create a human-targeting coronavirus, they would have to pick a bat coronavirus as 
the template/backbone. This can be conveniently done because many research labs have been actively 
collecting bat coronaviruses over the past two decades32·33·70·72.8 1· 85 . However, this template virus ideally 
should not be one from Dr. Zhengli Shi's collections, considering that she is widely known to have been 
engaged in gain-of-function studies on coronaviruses. Therefore, ZC45 and/or ZXC21, novel bat 
coronaviruses discovered and owned by military laboratories33, would be suitable as the 
template/backbone. It is also possible that these military laboratories had discovered other closely related 
viruses from the same location and kept some unpublished. Therefore, the actual template could be ZC45, 
or ZXC21, or a close relative of them. The postulated pathway described below would be the same 
regardless of which one of the three was the actual template. 

Once they have chosen a template virus, they would first need to engineer. through molecular cloning. 
the Spike protein so that it can bind hACE2. The concept and cloning techniques involved in this 
manipulation have been well-documented in the literature44· 46·84•86. With almost no risk of failing, the 
template bat virus could then be converted to a coronavirus that can bind hACE2 and infect humans44·46. 

Second, they would use molecular cloning to introduce a furin-cleavage site at the S 1/S2 junction of 
Spike. This manipulation, based on known knowledge60

•61•65, would likely produce a strain of corona virus 
that is a more infectious and pathogenic. 

Third, they would produce an ORF 1 b gene construct. The ORF 1 b gene encodes the polyprotein Orfl b, 
which is processed post-translationally to produce individual viral proteins: RNA-dependent RNA 
polymerase (RdRp ), helicase, guanidine-N7 methyltransferase, uridylate-specific endoribonuclease, and 
2 '-O-methyltransferase. All of these proteins are parts of the replication machinery of the virus. Among 
them, the RdRp protein is the most crucial one and is highly conserved among coronaviruses. Importantly, 
Dr. Zhengli Shi's laboratory uses a PCRprotocol, which amplifies a particular fragment of the RdRp gene, 
as their primary method to detect the presence of coronaviruses in raw samples (bat fecal swap, feces, etc). 
As a result of this practice, the Shi group has documented the sequence information of this short segment 
of RdRp for all coronaviruses that they have successfully detected and/or collected. 

Here, the genetic manipulation is less demanding or complicated because Orfl bis conserved and likely 
Orfl b from any p coronavims would be competent enough to do the work. However, we believe that they 
would want to introduce a particular Orf! b into the virus for one of the two possible reasons: 

1. Since many phylogenetic analyses categorize coronaviruses based on the sequence similarity of 
the RdRp gene only18

•
31

•
35

·
83

•
87

, having a different RdRp in the genome therefore could ensure that 
SARS-Co V-2 and ZC45/ZXC2 l are separated into different groups/sub-lineages in phylogenetic 
studies. Choosing an RdRp gene, however, is convenient because the short RdRp segment sequence 
has been recorded for all coronaviruses ever collected/detected. Their final choice was the RdRp 
sequence from bat coronavirus RaBtCoV/4991, which was discovered in 2013. For 
RaBtCo V /4991 , the only information ever published was the sequence of its short RdRp segment83, 

while neither its full genomic sequence nor virus isolation were ever reported. After amplifying 
the RdRp segment ( or the \>,'hole ORF 1 b gene) of RaBatCo V /4991 , they would have then used it 
for subsequent assembly and creation of the genome of SARS-CoV-2. Small changes in the RdRp 
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sequence could either be introduced at the beginning (through DNA synthesis) or be generated via 
passages later on. On a separate track, when they were engaged in the fabrication of the RaTG 13 
sequence, they could have started with the short RdRp segment of RaBtCoV/4991 without 
introducing any changes to its sequence, resulting in a 100% nucleotide sequence identity between 
the two viruses on this short RdRp segment83 . This RaTG 13 virus could then be claimed to have 
been discovered back in 2013. 

2. The RdRp protein from RaBatCoV/4991 is unique in that it is superior tha:n RdRp from any other 
p coronavirus for developing antiviral drugs. RdRp has no homologs in human cells, which makes 
this essential viral enzyme a highly desirable target for antiviral development. As an example, 
Remedesivir, which is currently undergoing clinical trials, targets RdRp. When creating a novel 
and human-targeting virus, they would be interested in developing the antidote as well. Even 
though drug discovery like this may not be easily achieved, it is reasonable for them to 
intentionally incorporate a RdRp that is more amenable for antivira.l drug development. 

Fourth, they would use reverse genetics to assemble the gene fragments of spike, ORF I b, and the rest 
of the template ZC45 into a cDNA version of the viral genome. They would then carry out in vitro 
transcription to obtain the viral RNA genome. Transfection of the RNA genome into cells would allow 
the recovery of live and infectious viruses with the desired artificial genome. 

Fifth, they would carry out characterization and optimization of the virus strain(s) to improve the fitness, 
infectivity, and overall adaptation using serial passage in vivo. One or several viral strains that meet certain 
criteria would then be obtained as the final product(s). 

2.2 A postulated synthetic route for the creation of SARS-Co V-2 

In this sub-section, we describe in more details how each step could be carried out in a laboratory 
setting using available materials and routine molecular, cellular, and virologic techniques. A diagram of 
this process is shown in Figure 8. We estimate that the whole process could be completed in approximately 
6 months. 

Step 1: Engineering the RBM of the Spike for hACE2-binding (1.5 months) 

The Spike protein of a bat corona virus is either incapable of or inefficient in binding hACE2 due to the 
missing of important residues within its RBM. This can be exemplified by the RBM of the template virus 
ZC45 (Figure 4). The first and most critical step in the creation of SARS-Co V-2 is to engineer the Spike 
so that it acquires the ability to bind hACE2. As evidenced in the literature, such manipulations have been 
carried out repeatedly in research laboratories since 200844, which successfully yielded engineered 
coronaviruses with the ability to infect human cells44

·
46

•
88

·
89

. Although there are many possible ways that 
one can engineer the Spike protein, we believe that what was actually undertaken was that they replaced 
the original RBM with a designed and possibly optimized RBM using SARS' RBM as a guide. As 
described in part 1, this theory is supported by our observation that two unique restriction sites, EcoRI and 
BstEII, exist at either end of the RBM in the SARS-CoV-2 genome (Figure 5A) and by the fact that such 
RBM-swap has been successfuily carried out by Dr. Zhengli Shi and by her long-term collaborator and 
structure biology expert, Dr. Fang Li39.47_ 

Although ZC45 spike does not contain these two restriction sites (Figure 5B), they can be introduced 
very easily. The original spike gene would be either amplified with RT-PCR or obtained through DNA 
synthesis (some changes could be safely introduced to certain variable regions of the sequence) followed 
by PCR. The gene would then be cloned into a plasmid using restriction sites other than EcoRI and BstEII. 
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Once in the plasmid, the spike gene can be modified easily. First, an Eco.RI site can be introduced by 
converting the highlighted "gaacac" sequence (Figure 5B) to the desired "gaattc" (Figure 5A). The 
difference between them are two consecutive nucleotides. Using the commercially available QuikChange 
Site-Directed Mutagenesis kit, such a di-nucleotide mutation can be generated in no more than one week. 
Subsequently, the BstEll site could be similarly introduced at the other end of the RBAf Specifically, the 
"gaatacc" sequence (Figure 5B) would be converted to the desired "ggttacc" (Figure 5A), which would 
similarly require a week of time. 

Once these restriction sites, which are unique within the spike gene ofSARS-CoV-2, were successfully 
introduced, different RBM segments could be swapped in conveniently and the resulting Spike protein 
subsequently evaluated using established assays. 

As described in part 1, the design of an RBM segment could be well-guided by the high-resolution 
structures (Figure 3)37·38, yielding a sequence that resembles the SARS RBM in an intelligent manner. 
When carrying out the structure-guided design of the RBM, they would have followed the routine and 
generated a few (for example a dozen) such RBMs with the hope that some specific variant(s) may be 
superior than others in binding hACE2. Once the design was finished, they could have each of the designed 
RBM genes commercially synthesized (quick and very affordable) with an EcoRI site at the 5'-end and a 
BstEI1 site at the 3 '-end. These novel RBM genes could then be cloned into the spike gene, respectively. 
The gene synthesis and subsequent cloning, which could be done in a batch mode for the small library of 
designed REMs, would take approximately one month. 

These engineered Spike proteins might then be tested for hACE2-binding using the established 
pseudotype virus infection assays45•49·50. The engineered Spike with good to exceptional binding affinities 
would be selected. (Although not necessary, directed evolution could be involved here (error-prone PCR 
on the RBM gene), coupled with either an in vitro binding assay39·90 or a pseudotype virus infection 
assay45.49,50, to obtain an RBM that binds hACE2 with exceptional affinity.) 

Given the abundance of literature on Spike engineering44
-4

6,
84

•
86 and the available high-resolution 

structures of the Spike-hACE2 complex37•38, the success of this step would be very much guaranteed. By 
the end of this step, as desired, a novel spike gene would be obtained, which encodes a novel Spike protein 
capable of binding hACE2 with high affinity. 

Step 2: Engineering a furin-cleavage site at the S 1/S2 junction (0.5 month) 

The product from Step 1, a plasmid containing the engineered spike, would be further modified to 
include a furin-cleavage site (segment indicated by green lines in Figure 4) at the Sl/S2 junction. This 
short stretch of gene sequence can be conveniently inserted using several routine cloning techniques, 
including QuikChange Site-Directed PCR60

, overlap PCR followed by restriction enzyme digestion and 
ligation91

, or Gibson assembly. None of these techniques would leave any trace in the sequence. 
Whichever cloning method was the choice, the inserted gene piece would be included in the primers, 
which would be designed, synthesized, and used in the cloning. This step, leading to a further modified 
Spike with the furin-cleavage site added at the S l/S2 junction, could be completed in no more than two 
weeks. 

Step 3: Obtain an ORFJ b gene that contains the sequence of the short RdRp segment from RaBtCo V/4991 
(1 month, yet can be carried out concurrently with Steps 1 and 2) 
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Unlike the engineering of Spike, no complicated design is needed here, except that the RdRp gene 

segment from RaBtCoV/4991 would need to be included. Gibson assembly could have been used here. In 
this technique, several fragments, each adjacent pair sharing 20-40 bp overlap, are combined together in 
one simple reaction to assemble a long DNA product. Two or three fragments, each covering a significant 
section of the ORF lb gene, would be selected based on known bat corona virus sequences. One of these 
fragments would be the RdRp segment ofRaBtCoV/4991 83

. Each fragment would be PCR amplified with 
proper overlap regions introduced in the primers. Finally, all purified fragments would be pooled in 
equimolar concentrations and added to the Gibson reaction mixture, which, after a short incubation, would 
yield the desired ORF lb gene in whole. 

Step 4: Produce the designed viral genome using reverse genetics and recover live viruses (0.5 month) 

Reverse genetics have been frequently used in assembling whole viral genomes, including coronavirus 
genomes67•92·96. The most recent example is the reconstruction of the SARS-CoV-2 genome using the 
tran~formation-assisted recombination inyeast97 . Using this method, the Swiss group assembled the entire 
viral genome and produced live viruses in just one week97. This efficient technique, which would not leave 
any trace of artificial manipulation in the created viral genome, has been available since 201798·99. In 
addition to the engineered spike gene (from steps l and 2) and the ORF!b gene (from step 3), other 
fragments covering the rest of the genome would be obtained either through RT-PCR amplification from 
the template virus or through DNA synthesis by following a sequence slightly altered from that of the 
template virus. We believe that the latter approach was more likely as it would allow sequence changes 
introduced into the variable regions ofless conserved proteins, the process of which could be easily guided 
by multiple sequence alignments. The amino acid sequences of more conserved functions, such as that of 
the E protein, might have been left unchanged. All DNA fragments would then be pooled together and 
transformed into yeast, where the cDNA version of the SARS-Co V-2 genome would be assembled via 
transformation-assisted recombination. Of course, an alternative method of reverse genetics, one of which 
the WIV has successfully used in the past67

, could also be employed67
•
92

·
96.J 00

. Although some earlier 
reverse genetics approaches may leave restriction sites at where different fragments would be joined, these 
traces would be hard to detect as the exact site of ligation can be anywhere in the ~30kb genome. Either 
way, a cDNA version of the viral genome would be obtained from the reverse genetics experiment. 
Subsequently, in vitro transcription using the cDNA as the template would yield the viral RNA genome, 
which upon transfection into Vero E6 cells would allow the production of live viruses bearing all of the 
designed properties. 

Step 5: Optimize the virus for fitness and improve its hACE2-binding affinity in vivo (2.5-3 months) 

Virus recovered from step 4 needs to be further adapted undergoing the classic experiment - serial 
passage in laboratory animals101

• This final step would validate the virus' fitness and ensure its receptor
oriented adaptation toward its intended host, which, according to the analyses above, should be human. 
Importantly, the RBM and the furin-cleavage site, which were introduced into the Spike protein separately, 
would now be optimized together as one functional unit. Among various available animal models ( e.g. 
mice, hamsters, ferrets, and monkeys) for coronaviruses, hACE2 transgenic mice (hACE2-mice) should 
be the most proper and convenient choice here. This animal model has been established during the study 
of SARS-CoV and has been available in the Jackson Laboratory for many years102•104. 

The procedure of serial passage is straightforward. Briefly, the selected viral strain from step 4, a 
precursor of SARS-Co V-2, would be intranasally inoculated into a group of anaesthetized hACE2-mice. 
Around 2-3 days post infection, the virus in lungs would usually amplify to a peak titer. The mice would 
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then be sacrificed and the lungs homogenized. Usually, the mouse-lung supernatant, which carries the 
highest viral load, would be used to extract the candidate virus for the next round of passage. After 
approximately 10~15 rounds of passage, the hACE2-binding affinity, the infection efficiency, and the 
lethality of the viral strain would be sufficiently enhanced and the viral genome stabilized 101

• Finally, after 
a series of characterization experiments (e.g. viral kinetics assay, antibodies response assay, symptom 
observation and pathology examination), the final product, SARS-CoV-2, would be obtained, concluding 
the whole creation process. From this point on, this viral pathogen could be amplified (most probably 
using Vero E6 cells) and produced routinely. 

It is noteworthy that, based on the work done on SARS-Co V, the hACE2-mice, although suitable for 
SARS-CoV-2 adaptation, is not a good model to reflect the virus' transmissibility and associated clinical 
symptoms in humans. We believe that those scientists might not have used a proper animal model (such 
as the golden Syrian hamster) for testing the transmissibility of SARS-CoV-2 before the outbreak of 
COVID-19. If they had done this experiment with a proper animal model, the highly contagious nature of 
SARS-CoV-2 would be extremely evident and consequently SARS-CoV-2 would not have been described 
as "not causing human-to-human transmission" at the start of the outbreak. 

We also speculate that the extensive laboratory-adaptation, which is oriented toward enhanced 
transmissibility and lethality, may have driven the virus too far. As a result, SARS-Co V-2 might have lost 
the capacity to attenuate on both transmissibility and lethality during its current adaptation in the human 
population. This hypothesis is consistent with the lack of apparent attenuation of SARS-CoV-2 so far 
despite its great prevalence and with the observation that a recently emerged, predominant variant only 
shows improved transmissibilityl05

-
108

• 

Serial passage is a quick and intensive process, where the adaptation of the virus is accelerated. 
Although intended to mimic natural evolution, serial passage is much more limited in both time and scale. 
As a result, less random mutations would be expected in serial passage than in natural evolution. This is 
particularly true for conserved viral proteins, such as the E protein. Critical in viral replication, the E 
protein is a determinant of virulence and engineering of it may render SARS-CoV-2 attenuated109

-
I1I 

Therefore, at the initial assembly stage, these scientists might have decided to keep the amino acid 
sequence of the E protein unchanged from that of ZC45/ZXC2 l. Due to the conserved nature of the E 
protein and the limitations of serial passage, no amino acid mutation actually occurred, resulting in a 100% 
sequence identity on the E protein between SARS-CoV-2 and ZC45/ZXC21. The same could have 
happened to the marks of molecular cloning (restriction sites flanking the RBM). Serial passage, which 
should have partially naturalized the SA RS-Co V-2 genome, might not have removed all signs of artificial 
manipulation. 

3. Final remarks 

Many questions remain unanswered about the origin of SARS-Co V-2. Prominent virologists have 
implicated in a Nature Medicine letter that laboratory escape, while not being entirely ruled out, was 
unlikely and that no sign of genetic manipulation is present in the SA RS-Co V-2 genome4• However, here 
we show that genetic evidence within the spike gene of SARS-CoV-2 genome (restriction sites flanking 
the RBA1; tandem rare codons used at the inserted furin-cleavage site) does exist and suggests that the 
SARS-CoV-2 genome should be a product of genetic manipulation. Furthermore, the proven concepts, 
well-established techniques, and knowledge and expertise are all in place for the convenient creation of 
this novel coronavirus in a short period of time. 

20 



FL-2022-00076 A-00000572574 "UNCLASSIFIED" [1/31/2024] Page 365 
Motives aside, the following facts about SARS-Co V-2 are well-supported: 

1. If it was a laboratoiy product, the most critical element in its creation, the backbone/template virus 
(ZC45/ZXC21 ), is owned by military research laboratories. 

2. The genome sequence of SARS-CoV-2 has likely undergone genetic engineering, through which 
the virus has gained the ability to target humans with enhanced virulence and infectivity. 

3. The characteristics and pathogenic effects of SARS-Co V-2 are unprecedented. The virus is highly 
transmissible, onset-hidden, multi-organ targeting, sequelae-unclear, lethal, and associated with 
various symptoms and complications. 

4. SARS-Co V-2 caused a world-wide pandemic, taking hundreds of thousands of lives and shutting 
down the global economy. It has a destructive power like no other. 

Judging from the evidence that we and others have gathered, we believe that finding the origin of 
SARS-CoV-2 should involve an independent audit of the WIV P4 laboratories and the laboratories of their 
close collaborators. Such an investigation should have taken place long ago and should not be delayed any 
further. 

We also note that in the publication of the chimeric virus SHC015-MA15 in 2015, the attribution of 
funding of Zhengli Shi by the NIAID was initially left out. It was reinstated in the publication in 2016 in 
a corrigendum, perhaps after the meeting in January 2016 to reinstate NIH funding for gain-of-function 
research on viruses. This is an unusual scientific behavior, which needs an explanation for. 

What is not thoroughly described in this report is the various evidence indicating that several 
coronaviruses recently published (RaTG1318

, RmYN0230
, and several pangolin coronaviruses27

-
29

,
31

) are 
highly suspicious and likely fraudulent. These fabrications would serve no purpose other than to deceive 
the scientific community and the general public so that the true identity of SARS-CoV-2 is hidden. 
Although exclusion of details of such evidence does not alter the conclusion of the current report, we do 
believe that these details would provide additional support for our contention that SARS-Co V-2 is a 
laboratoiy-enhanced virus and a product of gain-of-function research. A follow-up report focusing on such 
additional evidence is now being prepared and will be submitted shortly. 
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The 2019-nCoV coronavirus has caused an epidemic of 28,060 laboratory-confirmed 

infections in human including 564 deaths in China by February 6, 2020. Two descriptions 

of the virus published on Nature this week indicated that the genome sequences from 

patients were 96% or 89% identical to the Bat CoV ZC45 coronavirus originally found in 

Rhinolophus affinis 1·2. It was critical to study where the pathogen came from and how it 

passed onto human. 

An article published on The Lancet reported that 41 people in Wuhan were found to 

have the acute respiratory syndrome and 27 of them had contact with Huanan Seafood 

Market 3 . The 2019-nCoV was found in 33 out of 585 samples collected in the market after 

the outbreak. The market was suspicious to be the origin of the epidemic, and was shut 

down according to the rule of quarantine the source during an epidemic. 

The bats carrying CoV ZC45 were originally found in Yunnan or Zhejiang province, 

both of which were more than 900 kilometers away from the seafood market. Bats were 

normally found to live in caves and trees. But the seafood market is in a densely-populated 

district of Wuhan, a metropolitan of ~15 million people. The probability was very low for the 

bats to fly to the market. According to municipal reports and the testimonies of 31 residents 

and 28 visitors, the bat was never a food source in the city, and no bat was traded in the 

market. There was possible natural recombination or intermediate host of the coronavirus, 

yet little proof has been reported. 

Was there any other possible pathway? We screened the area around the seafood 

market and identified two laboratories conducting research on bat coronavirus. Within -280 

meters from the market, there was the Wuhan Center for Disease Control & Prevention 

(WHCDC) (Figure 1, from Baidu and Google maps). WHCDC hosted animals in laboratories 

for research purpose, one of which was specialized in pathogens collection and identification 4-

6. In one of their studies, 155 bats including Rhinolophus affinis were captured in Hubei 

province, and other 450 bats were captured in Zhejiang province 4 • The expert in collection 

was noted in the Author Contributions (JHT). Moreover, he was broadcasted for collecting 

viruses on nation-wide newspapers and websites in 2017 and 2019 7·8 . He described that 

he was once by attacked by bats and the blood of a bat shot on his skin. He knew the 

extreme danger of the infection so he quarantined himself for 14 days 7. In another accident, 

he quarantined himself again because bats peed on him. He was once thrilled for capturing 

a bat carrying a live tick 8• 

Surgery was performed on the caged animals and the tissue samples were collected for 

DNA and RNA extraction and sequencing 4• 5 . The tissue samples and contaminated trashes 

were source of pathogens. They were only -280 meters from the seafood market. The 

WHCDC was also adjacent to the Union Hospital (Figure 1, bottom) where the first group 

of doctors were infected during this epidemic. It is plausible that the virus leaked around 

and some of them contaminated the initial patients in this epidemic, though solid proofs 

are needed in future study. 

The second laboratory was ~12 kilometers from the seafood market and belonged to 

Wuhan Institute of Virology, Chinese Academy of Sciences 1· 9, 10. This laboratory 

reported that the Chinese horseshoe bats were natural reservoirs for the severe acute 

respiratory syndrome coronavirus (SARS-CoV) which caused the 2002-3 pandemic 9 . 

The principle investigator participated in a project which generated a chimeric virus using 
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the SARS-CoV reverse genetics system, and reported the potential for human 

emergence 10• A direct speculation was that SARS-CoV or its derivative might leak from 

the laboratory. 

In summary, somebody was entangled with the evolution of 2019-nCoV coronavirus. 

In addition to origins of natural recombination and intermediate host, the killer coronavirus 

probably originated from a laboratory in Wuhan. Safety level may need to be reinforced in 

high risk biohazardous laboratories. Regulations may be taken to relocate these 

laboratories far away from city center and other densely populated places. 
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Dear Deputy Secretary Biegun: 
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First, thank you for your dedication to the COVID-19 pandemic and your work to ensure that the 
American public stays as safe and healthy as possible during this crisis. Second, on this World Health 
Day, I wanted to share the attached Humane Society International (HSI) white paper released today that 
is particularly relevant to the work you are doing on COVID-19. Titled "Wildlife Markets and COVID-
19," it documents the integral connection between live animal markets and the spread of 
diseases, focusing on COVID-19. As Dr. Anthony Fauci called for in an interview with Fox News last week, 
live wildlife markets should be permanently banned. Live wildlife markets are considered ground zero by 
many for the transfer of diseases to humans, including COVID-19 and Severe Acute Respiratory 
Syndrome {SARS). 

The United States is a major importer of wildlife, including live animals, parts and products, and there is 
a robust domestic trade of these animal parts and products within the United States. We are calling on 
all federal and state agencies and legislatures to exercise their legal authorities to ensure that they are 
minimizing the likelihood of another zoonotic disease pandemic. The United States federal government 
has robust regulatory oversight over wildlife trade, both to protect human and animal health and to 
conserve imperiled species, and we urge the U.S. to be a global leader on strictly regulating wildlife 
trade domestically and abroad. 

Thank you for your continued efforts to ensure both the immediate and future safety of the American 
people. 

Sincerely, 
Keisha Sedlacek 

Keisha Sedlacek 
Director of Regulatory Affairs, Federal Affairs 

ksed lacek@hslf.org .----------. 
P 202-955-3661 I (b)(6) 
hslf.org ~--~~-~ 

I=-= I 
To support our work, please make a month I y donation or take acti 011. 

Sender: "Keisha Sedlacek" < ksedlacek@hslf.org > 
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Recipient: Biegun, Stephen E I ( b )( 6) @state.gov> 
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>; 
L----~.L..>....-'------,-.....t:==::..::z, v>; 
-=D'"""iN'"""a=n"""n="---'--'-'='-'-==-...=....-'""'"-1~!...........J@state.gov> ,· To: , 

.gov>; 
ov>; 

ate.gov> 

Subject: Articles on COVID origins 

Date: Wed, 16 Dec 2020 21:26:27 +0000 

[1/31/2024] Page 378 

Team - what are your quick favorite open-source references on COVID origins? Looking for a collection 
of 5-6 to have on hand to share with others. 

Initial ideas: 

1. Boston Magazine: "Could COVID-19 Have Escaped from a Lab? The world's preeminent scientists 
say a theory from the Broad lnstitute's Alina Chan is too wild to be believed. But when the 
theory is about the possibility of COVID being man-made, is this science or censorship?" 

(https://www.bostonmagazine.com/news/2020/09/09/alina-chan-broad-institute-coronavirus/l 
2. BioEssays Wiley (attached): The genetic structure of SARS-CoV-2 does not rule out a laboratory 

origin: SARS-COV-2 chimeric structure and furin cleavage site might be the result of genetic 
manipulation. 

3. NYT: "As it praised Beijing, the World Health Organization concealed concessions to China and 
may have sacrificed the best chance to unravel the virus's origins. Now it's a favorite Trump 
attack line." (https://www.nytimes.com/2020/11/02/world/who-china-coronavirus.html) 

But otherwise I'm drawing blanks. There must be other good reporting out there on basics of WIV 
suspicions, gain of function risks, etc ... 

Thanks. 

David Feith 
Deputy Assistant Secretary 
Bureau of East Asian and Pacific Affairs (EAP) 
U.S. De artment of State 

(b)(6) (o) 

(c) 
7i(=b=)(=6=).:I@=-_ s-t -at~e .gov 

Sender: 

Recipient: 

SENSITIVE BUT UNCLASSIFIED 

"Feith, David" ~ (b)(6)@state.gov> 

/ (b)(6) @state.gov>; 
(b)(6) ~state.gov>; 

DiNanno, Thomas G! (b)(6) l@state.gov>; 
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