United States Department of State

Washington, D.C. 20520

March 22, 2024
Case No. FL-2022-00062

Mr. Gary Ruskin

U.S. Right to Know

4096 Piedmont Avenue, #963
Oakland, CA 94611

Dear Mr. Ruskin:

As we noted in our letter dated February 9, 2024, we are processing your
request for material under the Freedom of Information Act (“FOIA”), 5 U.S.C.
§ 552. The Department of State (“Department”) has identified an additional
19 responsive records subject to the FOIA. We have determined all 19
records may be released in part.

An enclosure explains the FOIA exemptions and other grounds for
withholding material. Where we have made redactions, the applicable FOIA
exemptions are marked on each record. Where applicable, the Department
has considered the foreseeable harm standard when reviewing these
records and applying FOIA exemptions. All non-exempt material that is
reasonably segregable from the exempt material has been released and is
enclosed.
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We will keep you informed as your case progresses. If you have any
guestions, your attorney may contact Assistant United States Attorney
Stephanie Johnson at stephanie.johnson5@usdoj.gov or (202) 252-7874.
Please refer to the case number, FL-2022-00062, and the civil action
number, 22-cv-01130, in all correspondence about this case.

Sincerely,

Diamonece Hickson
Chief, Litigation and Appeals Branch
Office of Information Programs and Services

Enclosures: As stated.
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The Freedom of Information Act (5 USC 552)

FOIA Exemptions

Information specifically authorized by an executive order to be kept secret in the interest of
national defense or foreign policy. Executive Order 13526 includes the following
classification categories:

1.4(a) Military plans, systems, or operations

1.4(b) Foreign government information

1.4(c) Intelligence activities, sources or methods, or cryptology

1.4(d) Foreign relations or foreign activities of the US, including confidential sources

1.4(e) Scientific, technological, or economic matters relating to national security,
including defense against transnational terrorism

1.4(f) U.S. Government programs for safeguarding nuclear materials or facilities

1.4(g) Vulnerabilities or capabilities of systems, installations, infrastructures, projects,
plans, or protection services relating to US national security, including defense
against transnational terrorism

1.4(h) Weapons of mass destruction

Related solely to the internal personnel rules and practices of an agency

Specifically exempted from disclosure by statute (other than 5 USC 552), for example:

ARMSEXP Arms Export Control Act, 50a USC 2411(c)

CIA PERS/ORG Central Intelligence Agency Act of 1949, 50 USC 403(g)
EXPORT CONTROL  Export Administration Act of 1979, 50 USC App. Sec. 2411(c)
FS ACT Foreign Service Act of 1980, 22 USC 4004

INA Immigration and Nationality Act, 8 USC 1202(f), Sec. 222(f)
IRAN Iran Claims Settlement Act, Public Law 99-99, Sec. 505

Trade secrets and confidential commercial or financial information

Interagency or intra-agency communications forming part of the deliberative process,
attorney-client privilege, or attorney work product

Personal privacy information

Law enforcement information whose disclosure would:
(A) interfere with enforcement proceedings
(B) deprive a person of a fair trial
(C) constitute an unwarranted invasion of personal privacy
(D) disclose confidential sources
(E) disclose investigation techniques
(F) endanger life or physical safety of an individual

Prepared by or for a government agency regulating or supervising financial institutions
Geological and geophysical information and data, including maps, concerning wells
Other Grounds for Withholding

Material not responsive to a FOIA request excised with the agreement of the requester
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From: "DiNanno, Thomas G" |(b)(6) l@state.gow

To: |(0)(6) pstate.gov>
cc: Gross, Laura ] |(b)(6) b)state.gov>;
G Pstate.gov>

Subject: RE: in the office - Gain of function—from F ord
Date: Sun, 6 Dec 2020 15:37:45 +0000

we need to identify an additional dedicated BW analyst/detailee ASAP.

On December 6, 2020 at 10:21:43 AM EST (D)(6) (@state.pov> wrote:
Tom,

I'm in the office. Are you or Gibbs coming in?

(b)(6)

(b)(6)

Chief of Staff

Bureau of Arms Control, Verification and Compliance
U.S. Department of State

HST Room 5950

Office: [(P)(©)
Cell;

OpenNet: (b)(6) |(@state.gov

ClassNet: _63 state.sgov.gov
Jwics:  |[P)®)  Bstateic.gov
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As part of VCOG I recommend you implement a research effort with actual scientists who aren’t
afraid to hide and be cited on the record (I know a few and they don’t all agree on the cause but
do tend to concur on the possibility).

Let’s discuss in different quarters in the future but I am prateful to Evelyn for introducing us.
And let’s all watch the Leapue of the Twelve Monkeys to consider what could come next from
true crazies. https://en. wikipedia.org/wiki/12 Monkeys. For the brave new world, I recommend
you research Prion based disease vectors, among others. https://www.defenceig.com/air-land-
and-sea-defence-services/articles/prions-as-bioweapons

All the best and stay healthy,

David

PS- I include the latest blog posts on “Writing the Future” from Twist, one of many syn-bio
companies | know in my other career.

The genetic structure of SARS-CoV-2
does not rule out a laboratory origin

SARS-COV-2 chimeric structure and furin cleavage site might be the result of genetic
manipulation

Rossana Segreto

Yuri Deigin
17 November 2020

https://doi.org/10.1002/bies.202000240

Abstract

Severe acute respiratory syndrome-coronavirus (SARS-CoV)-2's origin is still controversial. Genomic
analyses show SARS-CoV-2 likely to be chimeric, most of its sequence closest to bat CoV RaTG13,
whereas its receptor binding domain (RBD) is almost identical to that of a pangolin CoV. Chimeric
viruses can arise via natural recombination or human intervention. The furin cleavage site in the
spike protein of SARS-CoV-2 confers to the virus the ability to cross species and tissue barriers, but
was previously unseen in other SARS-like CoVs. Might genetic manipulations have been performed
in order to evaluate pangolins as possible intermediate hosts for bat-derived CoVs that were
originally unable to bind to human receptors? Both cleavage site and specific RBD could result from
site-directed mutagenesis, a procedure that does not leave a trace. Considering the devastating
impact of SARS-CoV-2 and importance of preventing future pandemics, researchers have a
responsibility to carry out a thorough analysis of all possible SARS-CoV-2 origins.

INTRODUCTION

Nearly a year has passed since the outbreak of severe acute respiratory syndrome-coronavirus 2
(SARS-CoV-2) in Wuhan, China, and its origin is still controversial. Despite the interuational
research effort conducted, a natural host, either direct or intermediate, has not yet been identified.
The hypothesis that the Wuhan Huanan Seafood Wholesale Market was the first source for
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From: "Asher, David" |(b)(6) Dstate.gov>

(b)(6) @state.gov>;
To: Gibbs, Jeffrey J {(B)(B)_|@state.gov>;
[(b)(6) [Bstate.gov>
DiNanno, Thomas G {b)(6) lostate. gov>;
cc: l(b)(6) [@state.gov>;
" Feith, David |(b)(6) |@state.gov>;
(b)(6) state.gov>

Subject: NIH discussion
Date: Wed, 23 Dec 2020 18:15:10 +0000

(b)(6) For a discussion with NIH scientific researchers, what papers do you all think
we should send over? This includes earlier analysis from Dr. Quay.

Also, can we get both Dr. Quay and Livermore researchers on the line when we have the
discussion so we can [(B)(5)

(b)(6)

It is a terrible time to try to put together a call and it may be that this can’t happen until after
the New Year.

By then — assuming so things come out — it may be an easier time to have a serious
discussion.
From: Asher, David (b)(6) pstate.gov>

Sent: Wednesday December 23, .
To{(B)(6) (NIH/OD) [E](0)(6) nih.gov>
Cc: DiNanno, Thomas G [(2)(6) @state.gov>

Subject: Re: Scientific murder board

This won’t be a murder board or inquiry, though we would like offer to have one or two State
consulting scientists available to explain their analysis and get feedback. We mainly just want to
hear NIH scientists analysis surrounding the origins issue—I| assume you have a variety of
hypotheses, given the lack of data from the PRC. I'll send some papers for them to respond to.
If there is a way to do this next week for an hour — on MS teams — it would be helpful, given a
deadline we face right after the New Year. | assume you are looped in what is going on with the
IC.
David
From{(D)(6) |(NIH/0D} 13 (b)(6) @nih.gov>
Sent: Wednesday, December 23, 2020 9:37 AM

To: Asher, David |(2)(6) l@state.gow

Cc: DiNanno, Thomas G {(b)(6) state.gov>

Subject: Re: Scientific murder board

Hey David,

Okay, I'll see who can talk to your folks about theories of transmission. What is the format of the
conversation {{h){ |said something about a murder board?), who else is involved, and what is your
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timeline? It's been a long and grueling year over here and I'm trying to let the scientists have a little
time with families this week.

Also, can you send over the journal articles you reference? | can have them take a lock ahead of time so
the conversation can be more productive. They may have other articles to share.

Take care,

(b)(6)

From: "Asher, David"|[[D)(6) 5 state.gov>

Date: Tuesday, December 22, 2020 at 8:21 PM
To:|(b)(6) @nih.gov>
Cc: "DiNanno, Thomas G" |(b)(6) @state.gow
Subject: Re: Scientific murder board

(b)(6)

(B)(S)
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Can you tell me more about the goals of the murder board and | can work on finding the right person to
whom you should extend the invitation?

Thankcl
(b)(6)
Sender: "Asher, David"|(b)(68) |@state.gov>

[T (@state.gov>;

Gibbs, Jeffrey J [(b)(6) [@state.gov>;

T [@state.gov>;

Recipient: DiNanno, Thomas G [hyi/gy ____ |@state.gov>;
l(hhi6) k@ state.gov>;

Feith, David fh\/RY _[@state.gov>;
{(0)(6) (@state.gov>
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Here are my thoughts on the matter. Dave & |(b)(6 | please feel free to embellish and confirm my
draft of the first answer.

(0)(S)
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(B)(3)

From: Asher, David 4(b)(6) [@state.gcov>

Sent: Tuesday, December 1, 2020 4:41 PM

To: Yu, Miles|(0)(6)  listate pov>: DiNanno, Thomas G [(B)(6) li)state. gov>: Feith,

David @(a)state.gov>'(b)(6) D ((Ostate. gov>

Cec: Gibbs, Jeffrey J {(b)(6) [@state gov>; Switzet, Biyan R (Rick) {(b)(6) |@state.cov>:

b)(6 s{cstate.gov>; (B)(6) wstate.gov>; Stilwell, David R
(b)(6) (@state.gov>; Keshap, Atul {B)(6)  [@state.gov>; Matthew Pottinger

mey | Kanapathy, Tvan {(b)(6) |

(b)(6)

[ state. cov>

Subject: Re: your input

Colleagues,

(B)(S)
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Asher

Executive Order 13382 of June 28, 2005

Blocking Property of Weapons of Mass Destruction Proliferators and Their Supporters
By the authority vested in me as President by the Constitution and the laws of the United States
of America, including the International Emergency Economic Powers Act (50 U.S.C. 1701 et
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From: [O)

Gibbs, Jeff
Yu, Miles

"UNCLASSIFIED" 3/13/2024 Page 47

Dstate.gov>

fstate.gov>,

h X 40
To: DiNanno, Thoma (0)(B)

Feith, David {(0)(6) |@s
Switzer, Bryan R (Rick)|[(P)(6)

(b)(6) |@state.gov>
cc: [(b)(6)

Subject: RE: your input
Date: Wed, 2 Dec 2020 13:19:54 +0000

Dstate.gov>;

state.gov>;

[@state.gov>

Jeff & Dave — Enjoyed both drafts. Time permits only two quick observations/inputs from Jeff’s piece:

(b))
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(b))

----- Original Message-----

From: Gibbs, Jeffrey J {D)(6) |@state.gov>

Sent: Tuesday, December 1, 2020 5:38 PM
To: Yu, Miles|(b)(6) bstate.gov:-; Asher, David [[D)(6) Bstate.gov> (b)(6)
(b)(6) [@state.gov>; DiNanno, Thomas G {(B)(6] [@state.gov>; Feith, David <|(b)(6)|@state.gov>;
Switzer, Bryan R (Rick) {(b)(6) state.gov>; |(b)(6) @state.gow

Subject: RE: your input

Here are my thoughts on the matter. Dave &(b)(B) please feel free to embellish and confirm my draft of
the first answer.

(b))




Fage Uay
[¥ithheld pursuant to exemption

(D1(5)
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Jeff Gibbs
Senior Advisor
AVC Bureau

(b)(6)

5B8U - DELIBERATIVE PROCESS

----- Criginal Message-----
From: Yu, Miles 4b)(6) Hstate.gov>

Sent: Tuesday, December 1, 2020 3:01 PM

To: Asher, David {(D)(6) |@state.gov>; GIbbS JeffreyJ| (b)(6) [pstate.govs;|(D)(6)

(b)(6) [Pstate.gov>; Di \Janno Thomas G {( [@state.gov>; Feith, David [(D)(6) |@state.gov>;

Switzer, Bryan R (Rick) {b)(6) | > [@state.gov>

Subject: your input

Colleagues,

The Secretary will be interviewed by a news organization later this week and he needs some talking
points for the following potential questions. While working on my own TPs sheet, | realized that it's
better to post the list of potential questions to you all for your sage input.

| think this group is well positioned to answer the first question, which is very crucial and it has to be
precise, safe and backlash-free.

Please give me your best shot on these TPs for all questions, which do not have to be perfect and
comprehensive, 2-3 hullets (except for the first one, which could be as long as it needs be) for each will
suffice. And send them back to me tomorrow, COB. All info for the TPs should be unclass material.

You are welcome to provide additional potential questions with TPs attached.
Thanks for your help.

Miles

--Where the virus came from

--Whether there is a link between authoritarianism and an ability (or rather inability) to control diseases
like this. We're interested in China and Iran --How the virus has affected the balance of power in the
world --Whether any states have taken advantage of the virus or have an interest in it continuing to
affect their geopolitical rivals --The international political implications of access to vaccines --America's
continued role as the preeminent superpower in the coming years
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Dr. M. Miles Yu

Pclicy Planning Staff

Office of the Secretary of State
Washineton, DC

(b)(6)

—SBU-DBEHBERATVEPROCESS
Sender: [(h\(6) [state.gov>
Gibbs, Jeffrey 1 4hY(6Y Bstate.gov>;

Yu, Miles .gov>;

Asher, David [(hy/AY _Pstate.gov:>;

DiNanno, Thomas G ZmvaY— Tastate.govs,;
Feith, David {h\/&D@state.gov>;

@State.gov>;
(b)(6) state.gov>;

(b)(6) @state.gov>

Recipient:

Page 51
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From: "Asher, David" |(D)(6) [@state.gov>

To:  Christopher Yeaw [(b)(6) ;
* l(b)(®) @state.gov>
David Asher {(b)(6) !
cc: [(b)(6) state.gov>;

Gibbs, Jeffrey 1|(b)(6) |@state.gov>
Subject: Fw: My intention to resign from advising AVC as a consultant
Date: Thu, 4 Feb 2021 16:13:41 +0000

Chris-

Despite what | sent Eliot {who is not my boss) | never submitted the resignation letter to
Alexandra. | decided that | should a finish up a few remaining research tasks. | also hope to
receive notice in writing requesting | cease work on the contract (and perhaps explaining why—
for the record}. | never did a thing from a political perspective and was not a “political”
contractor. | was simply trying to help effect a proper professional investigation, first into CAEP
— China’s main nuclear and asymmetrical weapons network of companies, and then into the
WIV and COV18 origins. The COV 19 declassification, which | don’t understand why anyone
would see as counterproductive to helping the WHO and others assess the origins issue, was
handled by EAP, who cleared it with Chris Ford and the other U/S as well Chris Park, etc. Above
my/our pay grade.

| continued to work from home on the contract until January 29th, trying to help Pease and
Josh dig in deeper on matters with the WIV and COVID origins and join in some LE related
discussions on CAEP and the PRC’s illicit activities related CW. That is the last day | worked
remotely and | do not intend to work or bill after.

In addition, | would like to request a private out brief before | formally depart. In addition to
Alexandra, others from the FO, of course, should attend. Trust me, it will be 100% positive and

supportive—l(b)(5)

(b))

| will be very supportive AVC from the Hudson Institute. At Hudson | plan to write an issue brief
about COVID and its consequences/implications. The credibility of the international treaty
architecture is threatened by the failure to identify the origins of COV19 {which is why there
still needs to be a much more significant and sweeping intelligence driven investigation
conducted by the USG, with support from allies and partners, not just the WHO whitewash).
| appreciate keeping me dormantly in the NSRI/State system until | get a new contract
elsewhere—hopefully very soon.

It has been an honor to work with the AVC FO team and | hope someday we will have the
opportunity to again work together as well as stay in touch

Best regards,

David
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(b)(6)
CellB)E) |
From: Asher, David
Sent: Monday, January 25, 2021 11:30 PM
To: Kang, Eliot {(b)(ﬁ) state.gov>
Subject: My intention to resign from advising AVC as a consultant

Eliot,
Not surprisingly|(P)()
(b)(5) .
|(b)(5) [I'sincerely tried to help advance
the mission of T, not disrupt it.|(b)(5)
(b)(9)

For the record, getting the COVID story out was NOT the view of Donald Trump. In fact, |
suspect the previous President had a hand in deflecting proper focus in the government into
the natural or “super natural” causal pathway of COV 19 and its release because it might prove
embarrassing that some USG funding for whatever reasons went into the WIV’s Coronavirus
R&D efforts. There are good reasons why | never voted for Trump, including the fact | knew him
a bit from NY real estate finance. The man was and is a total jerk who deserves to be doubly
impeached.

So even as | step away from working as a mere State contractor, my support for the T mission
of advancing non proliferation and arms control under President Biden is unabated. We just
need to get our heads around the power of synthetic biology and massive destructive potential
of viral BW vectors|(0)(5) |
(b)(9)

No matter what, | promise to support you all from the Hudson Institute. Among many other
matters, we will be looking hard into the pros and cons of gain of function research as well as
the need to develop a global bio surveillance capability to protect against natural as well as man
made pathogens. If State ever wants my confidential input, just give me a call. Also, | really
hope to privately help Phil and you enhance your CP network and intel analytical fusion
capabilities, especially around smart sanctions. The little NSRI team, especially Mike Pease,
could be incredibly helpful to ISN and | highly encourage you to bring them under your wing.
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I will send a formal, far shorter and less expressive note to Alexandra wishing her great
success.

All the best,

David

[(b)(8) |
PS- If possible, | would appreciate State keeping my SCI clearance active for a short period of
time so that | can move it to a place where my knowledge and experience can remain relevant
to USG deep fight. | will not bill any more hours to the Department and stay out of the building
while | transition, if acceptable. If not, | can come by and turn in my creds and read out ASAP.

Sender: "Asher, David" [[h\(g) Pstate.gov>

Christopher Yeaw [(h)(&) |;
[hyiay fpstate.gov>;

Recipient: David Asher 4/hviay }
T fostate.gov>;

Gibbs, Jeffrey 1 {(b)(6) _[ostate.gov>
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From: "Gross, Laura ]" (b)(6) state.gov>
To: Paulopol, Andreea 1 (b)(6) Dstate.gov>
Subject: Fw: in the office - Gain of function—from F ord
Date: Thu, 10 Dec 2020 19:06:03 +0000

found it - see below. Best - Laura

From: DiNanno, Thomas G [(D)(6) @ state.gov>
Sent: Sunday, December 6, 2020 10:37 AM

To:|(b)(6) Dstate.goy>

Cc: Gross, Laura J|(D)(6) [@state.gov>; |(b)(6)

|@state.gov>

Subject: RE: in the office - Gain of function—from Ford

(b))

On December 6, 2020 at 10:21:43 AM EST, [(D)(6)

@State. gov> wrote:

Tom,

I'm in the office. Are you or Gibbs coming in?

(b)(6)

(b)(6)

Chief of Staff

Bureau of Arms Control, Verification and Compliance
U.S. Department of State

HST Room S950

(b)(6)

OpenNet: (b)(6) Dstate.gov
ClassNet: |(D)(6) state.sgov.gov
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(b)(S)

|(b)(5) iProf Muller is great at
running these projects and getting other famous scientists with specific domain expertise —
who otherwise wouldn’t take the time —- to contribute. | think we should have him perform
independent research with a small team of virologists, biowarfare scientists, and
epidemiologists. [(b)(6) |
(b)(®) f AAS DiNanno wishes for him to undertake the effort.

Have a nice weekend and stay safely away from COVID!

David

Proposed Program to examine the SARS Cov-2 Origin
(these are not necessarily in time sequence; some could be done in parallel)

Part 1: Academic review.
Goal: determine merit in analysis by Yan et al.
Requirements: 2 or (preferably) 3 experts in genomics/virology, working
independently
Challenges: finding truly objective experts.
any guilt on China is likely to result in black-listing by the Chines
(much viral work is done in collaboration with China)
many academics fear a hardening of relations with China
commercial scientists also fear hardening relations
Technical issues:
1. China claims natural mutation of related RaTG13virus.
Is it plausibly natural? Compelling?
Was the analysis properly published?
Can we rule out fraud?
Is it possible that the sequence was manufactured as a precursor to
SARS CoV-27?
2. Synthesis of SAR-CoV-2 from ZC45 or ZXC21. Is method described in Yan
paper correct?

Part 2. Identification of the geographic source
Study Quai paper. Can we out bat origin in wet market?
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There are some notable features that make the virus more contagious:

1. SARS-CoV-2 spikes bind to human ACE2: A number of the Spike proteins and receptor binding
domains from these SARS-like bat CoVs have been shown to use ACE2 (an entry receptor) and even
though they were identified in bats, the sequence was sufficient for infection of human cells in culture.
{https://www.nature.com/articles/nm.3985; note this paper also describes some of the original reverse
genetics for swapping out Spike and RBDs). Furthermore, there are now 7 known human coronaviruses,
6 of which have suspected bat origins with an intermediate host, either more direct like SARS-CoV in
civets or further apart like MERS-CoV circulating in camels for ~20-30 years before the first identified
human case, so being able to have human infectivity from an animal reservoir is not odd.

2. Presence of a furin cleavage site: Furin cleavage sites are not present in SARS-CoV-1, but they can
be found in other CoVs including ones that infect humans (HCoV-0C43, HCoV-HKU1, and MERS-CoV).
Other studies have identified furin cleavage sites (although a different combination of amino acid
residues} in SARS-like CoVs. (https://pubmed.nchi.nlm.nih.gov/32416074/}). Finally, a recent pre-print
from quite a few well-known and well-respected laboratories have evaluated the possible consequences
of the furin cleavage site. They found that in Vero E6 cells (the standard cell type for growing
coronaviruses and used for synthetic biology approaches to generate virus from infectious clones), the
virus without a furin cleavage site replicates better and that when SARS-CoV-2 isolates from humans are
grown in this cell line they quickly lose the furin cleavage site. The furin cleavage site does appear to
confer an advantage for virus replication in respiratory cell lines {Calu-3 cells} and is required for more
severe disease in a hamster model of SARS-CoV-2 infection while not significantly altering virus
replication dynamics {https://www.biorxiv.org/content/10.1101/2020.08.26.268854v1}.

Other notes to keep in mind, coronaviruses love to undergo homologous recombination to diversify
their genomes, this means there can be large chunks that are swapped between different CoVs to create
a new strain or virus, thus seeing large portions of the genome that are similar to previously identified
CoVs and other portions that are different or are more similar to another CoV is not particularly
extraordinary. Reference of note: this paper covers some additional data on the evolutionary origins of
the SARS-CoV-2 lineage responsible for the COVID-19 pandemic if of interest to anyone
{https://www.nature.com/articles/s41564-020-0771-4}.

From a compliance perspective, you will recall that under former A/S Poblete, we brought China BW
back into the unclassified report because of our compliance concerns. Apparently we are not alone
about those concerns. You will see that the Yan report has been met with a lot of concern from other
policy security experts and scientists. Unfortunately, the Yan report presents inappropriate, misleading,
and inaccurate scientific statements—but Gigi and Nancy went through it carefully. Their analysis is
available at:

Publication page: https://www.centerforhealthsecurity.org/our-work/publications/in-response-yan-et-
al-preprint-examinations-of-the-origin-of-sars-cov-2

PDF: https://www.centerforhealthsecurity.org/our-work/pubs archive/pubs-pdfs/2020/200921-in-
response-yan.pdf

| thought this background might be useful as you consider other evaluations of the Yan report —which
may or may not shed more light.

Hope this helps and happy to answer questions.
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Andreea

Physical Scientist

Office of Chemical and Biological Weapons Affairs

Bureau af Arms Cantral, Compliance and Verification

U.S. Department of State

2201 C Street, N.W.

Washingtan, DC 20520

Desk:|(D)(6)
(b)(6) @state.qov

SENSITIVE BUT UNCTASSIFIED-
Sender: "Paulopol, Andreea I" [h)(6) |

Recipient: |(b)(6) |
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Team —what are your quick favorite open-source references on COVID origins? Looking for a collection
of 5-6 to have on hand to share with others.

Initial ideas:

1. Boston Magazine: “Could COVID-19 Have Escaped from a Lab? The world’s preeminent scientists
say a theory from the Broad Institute’s Alina Chan is too wild to be believed. But when the
theory is about the possibility of COVID being man-made, is this science or censorship?”
{(https://www.bostonmagazine.com/news/2020/05/05/alina-chan-broad-institute-coronavirus/)

2. BioEssays Wiley (attached): The genetic structure of SARS-CoV-2 does not rule out a laboratory
origin: SARS-COV-2 chimeric structure and furin cleavage site might be the result of genetic
manipulation.

3. NYT: “As it praised Beijing, the World Health Organization concealed concessions to China and
may have sacrificed the best chance to unravel the virus’s origins. Now it’s a favorite Trump
attack line.” (https://www.nytimes.com/2020/11/02/world/who-china-coronavirus.html)

But otherwise I'm drawing blanks. There must be other good reporting out there on basics of WIV
suspicions, gain of function risks, etc...

Thanks.

David Feith

Deputy Assistant Secretary

Bureau of East Asian and Pacific Affairs (EAP}
U.S. Department of State

(b)(6)

(b)(6) @state.gov

— SENSITIVE BUT UNCLASSIEIED—

Sender: "Feith, David" [h\(@) I@state.gov>
Recipient: ((b)(6)
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To: Asher, David {(D)(6) state.ov:-J(b)(B) l@state.gov:-; Switzer, Bryan R (Rick)
(D)(6) Dstate.gov>
Subject: RaTG13

When WIV said in January/February 2020 that RaTG13 was the closest sample they could find to SARS-
CoV-2, what history of their RaTG13 research did WIV provide?

WIV said that RaTG13 was found in the Yunnan cave in 2013, but did WIV say they had done
experiments with it in the years after 20137 Or did WIV say/suggest that RaTG13 had effectively stayed
in the freezer until December 2019/January 2020, after the SARS-CoV-2 outbreak?

It seems that WIV’s original Nature article of Feb. 3, 2020 didn’t include this history:
https://www.nature.com/articles/s41586-020-2012-7. After public challenges, WIV published an
addendum just last week, on Nov, 17 2020: https://www.nature.com/articles/s41586-020-2951-z, Shi
Zhengli also gave an interview to Science published July 31
{https://science.sciencemag.org/content/369/6503/487 ?rss=1); the full Q&A attached includes her
statement that WIV “didn’t isolate this virus” {page 5). Does that suggest WIV didn’t do any research
involving RaTG13 before the SARS-CoV-2 outbreak?

Appreciate any thoughts. Thanks.

David Feith

Deputy Assistant Secretary

Bureau of East Asian and Pacific Affairs (EAP}
L.S. Department of State

(b)(6)

(0)(6) [state.gov

Steven C Quay, MD, PhD, FCAP

T:[(b)(6) |

Skype: [hi6) |

Dr. Quay Official Website

STAY SAFE: #1 Best Seller Amazon Medical eBooks

Steven C Quay, MD, PhD, FCAP
T:[b)6) |
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Skype: Steve.Quay2016

Dr. Quay Official Website

STAY SAFE: #1 Best Seller Amazon Medical eBooks
Sender: "Asher, David"|(b)(6) state.gov>

DiNanno, Thomas G|(b)(6) Bstate.govs>;
(0)(6) state.gov>;

Stilwell, David R dihviay  [state.gov>;
Feith, David 4h\(&\ Pstate.gov>;

(b)(6) @state.gov>:

Switzer, Bryan R (Rick) {b)(6)  [@state.gov>:
Recipient: [h\(6) Bstate.gov>;

T [@state.gov>;

Gross, Laura ] |(B)(6) state.gov>;
Yu, Miles {b){(6) Pstate.gov>;

[(0)(6) state.gov>;

i/ Pistate.gov>;
Keshap, Atul {b)(6) pstate.gov:>
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From: "Feith, David" [D)(6) f@state.gov>
To: Steven Quay, MD, PhD [[h\(B) I

Ensuring a Transparent, Thorough Investigation of COVID- 19's Origin; Activity at
the Wuhan Institute of Virolo gy

Date: Sat, 16 Jan 2021 00:55:11 +0000

Subject:

Dr. Quay, thanks for your tireless work. Hope this is of interest.

All best,
David

David Feith

Deputy Assistant Secretary

Bureau of East Asian and Pacific Affairs (EAP}
U.S. Department of State

(b)(6)

(b)(6) prsTategov

https://www.state.gov/ensuring-a-transparent-thorough-investigation-of-covid-19s-crigin/

Ensuring a Transparent, Thorough Investigation of COVID-19’s Qrigin
Michael R. Pompeo
January 15, 2021

The United States has repeatedly called for a transparent and thorough investigation into the origin of
COVID-198. Understanding the origin of this pandemic is essential for global public health, economic
recovery, and international security.

To assist the vital work of the World Health Organization (WHO) investigative team that arrived in China
this week, the United States government is today sharing new information concerning the activities
inside China’s government laboratories in 2019.

In particular, we urge the WHO to press the government of China to address the following:

1. lllnesses at the Wuhan Institute of Virology {WIV): The United States government has reason to
believe that several researchers inside the WIV became sick in autumn 2019, before the first
identified case of the outbreak, with symptoms consistent with both COVID-19 and common
seasonal illnesses. This raises questions about the credibility of WIV senior researcher Shi
Zhengli's public claim that there was “zero infection” among the WIV’s staff and students of
SARS-CoV-2 or SARS-related viruses.

2. WIV Research on “RaTG13” and “gain of function”: Starting in at least 2016, WIV researchers
studied RaTG13, the bat coronavirus identified by the WIV in January 2020 as its closest sample
to SARS-CoV-2 {96.2% similar}. Since the outbreak, the WIV has not been transparent nor
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consistent about its work with RaTG13 or other similar viruses, including possible “gain of
function” experiments to enhance transmissibility or lethality.

3. Secret WIV Links to Military Research: Despite the WIV presenting itself as a civilian institution,
the WIV has collaborated on publications and secret projects with China’s military. The WIV has
engaged in classified research, including laboratory animal experiments, on behalf of the
Chinese military since at least 2017,

The COVID-19 pandemic was avoidable. Any responsible country would have invited world health
investigators to Wuhan within days of an outbreak. China instead refused offers of help — including from
the United States — and punished brave Chinese doctors, scientists, and journalists who tried to alert the
world to the dangers of the virus. Beijing continues today to withhold vital information that scientists
need to protect the world from this deadly virus, and the next one.

The United States reiterates the importance of unfettered access to virus samples, lab records and
personnel, eyewitnesses, and whistleblowers to ensure the credibility of the WHQ’s final report. Until
the CCP allows a full and thorough accounting of what happened in Wuhan, it is only a matter of time
until China births another pandemic and inflicts it on the Chinese people, and the world.

https://www.state.gov/fact-sheet-activity-at-the-wuban-institute-of-virology/

Fact Sheet: Activity at the Wuhan Institute of Virology
Office of the Spokesperson
January 15, 2021

For more than a year, the Chinese Communist Party (CCP) has systematically prevented a transparent
and thorough investigation of the COVID-19 pandemic’s origin, choosing instead to devote enormous
resources to deceit and disinformation. Nearly two million people have died. Their families deserve to
know the truth. Only through transparency can we learn what caused this pandemic and how to prevent
the next one.

The U.S. government does not know exactly where, when, or how the COVID-19 virus—known as SARS-
CoV-2—was transmitted initially to humans. We have not determined whether the outbreak began
through contact with infected animals or was the result of an accident at a laboratory in Wuhan, China.

The virus could have emerged naturally from human contact with infected animals, spreadingin a
pattern consistent with a natural epidemic. Alternatively, a laboratory accident could resemble a natural
outbreak if the initial exposure included only a few individuals and was compounded by asymptomatic
infection. Scientists in China have researched animal-derived coronaviruses under conditions that
increased the risk for accidental and potentially unwitting exposure.

The CCP's deadly obsession with secrecy and control comes at the expense of public health in China and
around the world. The previously undisclosed information in this fact sheet, combined with open-source

reporting, highlights three elements about COVID-19’s origin that deserve greater scrutiny:

1. llinesses inside the Wuhan Institute of Virology {(WIV}):
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» The U.S. government has reason to believe that several researchers inside the WIV became sick
in autumn 2019, before the first identified case of the outbreak, with symptoms consistent with
both COVID-19 and common seasonal illnesses. This raises questions about the credibility of
WIV senior researcher Shi Zhengli’s public claim that there was “zero infection” among the
WIV's staff and students of SARS-CoV-2 or SARS-related viruses.

» Accidental infections in labs have caused several previous virus outbreaks in China and
elsewhere, including a 2004 SARS outbreak in Beijing that infected nine people, killing one.

¢ The CCP has prevented independent journalists, investigators, and global health authorities
from interviewing researchers at the WIV, including those who were ill in the fall of 2019. Any
credible inquiry into the origin of the virus must include interviews with these researchers and a
full accounting of their previously unreported illness.

2. Research at the WIV:

e Starting in at least 2016 — and with no indication of a stop prior to the COVID-19 outbreak — WIV
researchers conducted experiments involving RaTG13, the bat coronavirus identified by the WIV
in January 2020 as its closest sample to SARS-CoV-2 (96.2% similar). The WIV became a focal
point for international coronavirus research after the 2003 SARS outbreak and has since studied
animals including mice, bats, and pangolins.

¢ The WIV has a published record of conducting “gain-of-function” research to engineer chimeric
viruses. But the WIV has not been transparent or consistent about its record of studying viruses
most similar to the COVID-19 virus, including “RaTG13,” which it sampled from a cave in Yunnan
Province in 2013 after several miners died of SARS-like illness.

¢ WHO investigators must have access to the records of the WIV's work on bat and other
coronaviruses before the COVID-19 outbreak. As part of a thorough inquiry, they must have a
full accounting of why the WIV altered and then removed online records of its work with
RaTG13 and other viruses.

3. Secret military activity at the WIV:

s Secrecy and non-disclosure are standard practice for Beijing. For many years the United States
has publicly raised concerns about China’s past biological weapons work, which Beijing has
neither documented nor demonstrably eliminated, despite its clear obligations under the
Biological Weapons Convention.

* Despite the WIV presenting itself as a civilian institution, the United States has determined that
the WIV has collaborated on publications and secret projects with China’s military. The WIV has
engaged in classified research, including laboratory animal experiments, on behalf of the
Chinese military since at least 2017.

* The United States and other donors who funded or collaborated on civilian research at the WIV
have a right and obligation to determine whether any of our research funding was diverted to
secret Chinese military projects at the WIV.

Today’s revelations just scratch the surface of what is still hidden about COVID-19’s origin in China. Any
credible investigation into the origin of COVID-19 demands complete, transparent access to the research
labs in Wuhan, including their facilities, samples, personnel, and records.
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As the world continues to battle this pandemic — and as WHO investigators begin their work, after more
than a year of delays — the virus’s origin remains uncertain. The United States will continue to do
everything it can to support a credible and thorough investigation, including by continuing to demand
transparency on the part of Chinese authorities.

Sender: "Feith, David" 4(Db)(6) [@state.gov>
Recipient: Steven Quay, MD, PhD {(b)(6)
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From: |(b)(6) bstate.gow
To: DiNanno, Thomas G (D)(6) state.gov>
|(b)(6) state.gov>;
Gibbs, Jeffrey J 4(b)(6) [Bstate.gov>;
CC: (b)) state.gov>;

(0)(6) dstate.gov>;
Asher, David |(P)(6) |@state.gov>

Subject: Emerging Issues
Date: Wed, 16 Dec 2020 23:59:22 +0000

Tom -

Reference our phonecon and previous emails, | am running into a number of puzzling issues
which | believe should be considered as we look to draft a demarche. |(b)(5)

(B)(S)
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23 June 2020

[draft paper for 2020 MX2 meeting; 27-28 August 2020]
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16 July 2020

[draft paper for 2020 MX2 meeting; 27-28 August 2020]
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