
From gbsubarc@ncbi.nlm.nih.gov  Tue Aug 13 05:16:21 2019
MIME-Version: 1.0
Received: from MNZ-efz.ms-acdc.office.com [52.96.70.242]
        by mmail10.be-md.ncbi.nlm.nih.gov with IMAP (fetchmail-6.3.24)
        for <mmailadm@localhost> (single-drop); Tue, 13 Aug 2019 05:16:21 -0400 (EDT)
Received: from SN6PR0901MB2511.namprd09.prod.outlook.com
 (2603:10b6:803:41::31) by SN6PR0901MB2512.namprd09.prod.outlook.com with
 HTTPS via SN4PR0501CA0054.NAMPRD05.PROD.OUTLOOK.COM; Tue, 13 Aug 2019
 09:13:02 +0000
Received: from BN6PR09CA0095.namprd09.prod.outlook.com (2603:10b6:404:dc::33)
 by SN6PR0901MB2511.namprd09.prod.outlook.com (2603:10b6:805:b::21) with
 Microsoft SMTP Server (version=TLS1_2,
 cipher=TLS_ECDHE_RSA_WITH_AES_256_GCM_SHA384) id 15.20.2157.18; Tue, 13 Aug
 2019 09:12:57 +0000
Received: from DM2GCC01FT004.eop-gcc01.prod.protection.outlook.com
 (2a01:111:f400:7d01::207) by BN6PR09CA0095.outlook.office365.com
 (2603:10b6:404:dc::33) with Microsoft SMTP Server (version=TLS1_2,
 cipher=TLS_ECDHE_RSA_WITH_AES_256_GCM_SHA384) id 15.20.2157.14 via Frontend
 Transport; Tue, 13 Aug 2019 09:12:57 +0000
Authentication-Results: spf=pass (sender IP is 165.112.194.93)
 smtp.mailfrom=ncbi.nlm.nih.gov; nih.mail.onmicrosoft.com; dkim=none (message
 not signed) header.d=none;nih.mail.onmicrosoft.com; dmarc=none action=none
 header.from=wh.iov.cn;
Received-SPF: Pass (protection.outlook.com: domain of ncbi.nlm.nih.gov
 designates 165.112.194.93 as permitted sender)
 receiver=protection.outlook.com; client-ip5.112.194.93; helo=mail.nih.gov;
Received: from mail.nih.gov (165.112.194.93) by
 DM2GCC01FT004.mail.protection.outlook.com (10.97.3.111) with Microsoft SMTP
 Server (version=TLS1_2, cipher=TLS_ECDHE_RSA_WITH_AES_256_CBC_SHA384) id
 15.20.2157.15 via Frontend Transport; Tue, 13 Aug 2019 09:12:56 +0000
Received: from nihxwaye3ab05.hub.nih.gov (128.231.90.88) by uccsX03.nih.gov
 (165.112.194.93) with Microsoft SMTP Server (TLS) id 15.0.1473.3; Tue, 13 Aug
 2019 05:12:36 -0400
IronPort-SDR: q0XSS1kmp3oM2INX4gEM8ctbT5MntBFONGdi64540qTDTN/xu8GfwcCRX4Xlkw9dWZS0u4Tckm
 dKS/iK/2OUPw=
X-SBRS-Extended: Low
X-IronPortListener: non-ces-out
X-IronPortListener: non-ces-out
X-IronPort-Att: 1
X-IronPort-AV: E=Sophos;i="5.64,381,1559534400";

d="sqn'?scan'208,217";a="144641037"
Received: from msg-b12-ltm1_v9.hub.nih.gov (HELO mail2.ncbi.nlm.nih.gov) ([128.231.90.73])
  by nihsmtpxway5.hub.nih.gov with ESMTP/TLS/ECDHE-RSA-AES256-GCM-SHA384; 13 Aug 2019 05:12:28 
-0400
Received: by mail2.ncbi.nlm.nih.gov (Postfix)
        id B22721A0003; Tue, 13 Aug 2019 05:12:28 -0400 (EDT)
Delivered-To: mmd_tmsmart@ncbi.nlm.nih.gov
Received: from servicemail.be-md.ncbi.nlm.nih.gov (servicemail.be-md.ncbi.nlm.nih.gov [130.14.24.112])
        by mail2.ncbi.nlm.nih.gov (Postfix) with ESMTP id 8B88D1A0002
        for <mmd_tmsmart@ncbi.nlm.nih.gov>; Tue, 13 Aug 2019 05:12:28 -0400 (EDT)
Received: by servicemail.be-md.ncbi.nlm.nih.gov (Postfix, from userid 5287)
        id 7721A3000E65; Tue, 13 Aug 2019 05:12:28 -0400 (EDT)
X-Original-To: gbsubarc@servicemail.be-md.ncbi.nlm.nih.gov



Delivered-To: gbsubarc@servicemail.be-md.ncbi.nlm.nih.gov
Received: from mail2.ncbi.nlm.nih.gov (mail2.be-md.ncbi.nlm.nih.gov
 [130.14.26.42])
 by servicemail.be-md.ncbi.nlm.nih.gov (Postfix) with ESMTP id E5BDB3000E60
 for <gbsubarc@servicemail.be-md.ncbi.nlm.nih.gov>;
 Tue, 13 Aug 2019 05:12:26 -0400 (EDT)
Received: by mail2.ncbi.nlm.nih.gov (Postfix)
 id C3A2D1A0003; Tue, 13 Aug 2019 05:12:26 -0400 (EDT)
Delivered-To: gb-sub@ncbi.nlm.nih.gov
Received: from nihcesxwayst04.hub.nih.gov (nihcesxwayst04.hub.nih.gov
 [165.112.13.42])
 by mail2.ncbi.nlm.nih.gov (Postfix) with ESMTP id 19C591A0002
 for <gb-sub@mailgw.ncbi.nlm.nih.gov>; Tue, 13 Aug 2019 05:12:24 -0400 (EDT)
IronPort-SDR: MAeEpBJsRBmC9t/xZvQ8Sqek2L4/c+ZXslpvfpvuth3DFHxg+UpM4YbeHdXUd3TSpehCa3afs0
 uVLE17Ja8B9A=
X-SBRS-Extended: Low
X-IronPortListener: ces-out
X-IronPort-Att: 1
X-IronPort-AV: E=Sophos;i="5.64,381,1559534400"; 
 d="sqn'?scan'208,217";a="82084690"
Received: from uccbx01.nih.gov (HELO ces.nih.gov) ([156.40.79.151])
 by nihcesxwayst04.hub.nih.gov with ESMTP/TLS/ECDHE-RSA-AES256-SHA384;
 13 Aug 2019 05:12:19 -0400
Received: from uccbX03.nih.gov (156.40.79.153) by uccbX01.nih.gov
 (156.40.79.151) with Microsoft SMTP Server (TLS) id 15.0.1473.3; Tue, 13 Aug
 2019 05:12:17 -0400
Received: from nihcesxway6.hub.nih.gov (128.231.90.121) by uccbX03.nih.gov
 (156.40.79.153) with Microsoft SMTP Server (TLS) id 15.0.1473.3 via Frontend
 Transport; Tue, 13 Aug 2019 05:12:17 -0400
IronPort-SDR: 
I2IQaM1pT9kANMVE23ZWoi66FGHXI8YTkVlw109CKBumLREYHCUrfkylmxQtgzPAl+QRyu3W3C
 wrcg5Zujd6nQ=
X-SBRS-Extended: Low
X-IronPortListener: from-e3a
Received: from ipss1-host78.is.centurylink.net ([65.127.216.78])
 by nihxwaye3ab06.hub.nih.gov with ESMTP; 13 Aug 2019 05:12:09 -0400
X-Qwest-Status: hEUBLG9ErOsrnKeZ
Received: from nihxwaye3ab05.hub.nih.gov (nihxwaye3ab05.hub.nih.gov
 [128.231.90.88])
 by ipss1-host78.is.centurylink.net (Postfix) with ESMTP id 7AC27300C023
 for <gb-sub@ncbi.nlm.nih.gov>; Tue, 13 Aug 2019 09:12:00 +0000 (UTC)
Authentication-Results-Original: nihcesxway5.hub.nih.gov; dkim=none (message
 not signed) header.i=none; spf=None smtp.pra=huben@wh.iov.cn; spf=None
 smtp.mailfrom=huben@wh.iov.cn; spf=Pass smtp.helo=postmaster@cstnet.cn
IronPort-SDR: 1q0XAkqaxtdjQRvlMZeuBNRhSiQCZPO97IF+iesqt+8jPSB5hVmW6uHgQfVDD7zfo2IO3JgHO2
 wbmQRNTeQGQe3rSCA4qBzPEta2fJWvOFYX-Ironport-IP: 4
X-Ironport-IP: 6
X-IronPortListener: CES-Inbound
X-SBRS: 3.5
X-IronPort-Att: 1
X-Amp-Result: UNKNOWN
X-Amp-Original-Verdict: FILE UNKNOWN
X-Amp-File-Uploaded: False
Received: from smtp26.cstnet.cn (HELO cstnet.cn) ([159.226.251.26])



 by nihcesxway5.hub.nih.gov with ESMTP; 13 Aug 2019 05:11:37 -0400
Received: by ajax-webmail-APP-08 (Coremail) ; Tue, 13 Aug 2019 17:11:32
 +0800 (GMT+08:00)
X-Originating-IP: [159.226.127.14]
Date: Tue, 13 Aug 2019 17:11:32 +0800
X-CM-HeaderCharset: UTF-8
From: èƒ¡çŠ‡ <huben@wh.iov.cn>
To: <gb-sub@ncbi.nlm.nih.gov>
Subject: Sequence submission
X-Mailer: Coremail Webmail Server Version XT5.0.9a build 20190604(696d1518)
 Copyright (c) 2002-2019 www.mailtech.cn cstnet
Content-Type: multipart/mixed;
 boundary="----=_Part_101880_1662900821.1565687492994"
Message-ID: <50a339c8.7308.16c8a3f3185.Coremail.huben@wh.iov.cn>
X-Coremail-Locale: zh_CN
X-CM-TRANSID: 0ACowAD3_y_GflJdYrsCAA--.26314W
X-CM-SenderInfo: pkxev0w6zkhxlryou0/1tbiCgQBCFz4ibWvQwAAsz
X-Coremail-Antispam: 1Ur529EdanIXcx71UUUUU7IcSsGvfJ3iIAIbVAYjsxI4VW7Jw
 CS07vEb4IE77IF4wCS07vE1I0E4x80FVAKz4kxMIAIbVAFxVCaYxvI4VCIwcAKzIAtYxBI
 daVFxhVjvjDUX-Spambayes-Classification: ham; 0.00
Return-Path: gbsubarc@ncbi.nlm.nih.gov
X-InternalExchange: ExInternal
X-Exchange-ASBP: 1
X-OrganizationHeadersPreserved: uccsX03.nih.gov
X-MS-Exchange-Organization-ExpirationStartTime: 13 Aug 2019 09:12:56.2789
 (UTC)
X-MS-Exchange-Organization-ExpirationStartTimeReason: OriginalSubmit
X-MS-Exchange-Organization-ExpirationInterval: 1:00:00:00.0000000
X-MS-Exchange-Organization-ExpirationIntervalReason: OriginalSubmit
X-MS-Exchange-Organization-Network-Message-Id:
 8dfacbf0-bde2-4986-ac69-08d71fce6dd7
X-EOPAttributedMessage: 0
X-MS-Exchange-Organization-MessageDirectionality: Originating
X-MS-Exchange-Organization-AuthSource: uccsX03.nih.gov
X-MS-Exchange-Organization-AuthAs: Internal
X-MS-Exchange-Organization-AuthMechanism: 10
X-MS-Exchange-Organization-SCL: -1
X-CrossPremisesHeadersPromoted:
 DM2GCC01FT004.eop-gcc01.prod.protection.outlook.com
X-CrossPremisesHeadersFiltered:
 DM2GCC01FT004.eop-gcc01.prod.protection.outlook.com
X-Forefront-Antispam-Report:
 CIP:165.112.194.93;IPV:CAL;SCL:-1;CTRY:US;EFV:NLI;SFV:SKI;SFS:;DIR:INB;SFP:;SCL:-1;SRVR:SN6PR0901
MB2511;H:mail.nih.gov;FPR:;SPF:None;LANG:en;
X-OriginatorOrg: mail.nih.gov
X-MS-PublicTrafficType: Email
X-MS-Office365-Filtering-Correlation-Id: 8dfacbf0-bde2-4986-ac69-08d71fce6dd7
X-Microsoft-Antispam:
 BCL:0;PCL:0;RULEID:(2390118)(7020095)(4652040)(8989299)(5600148)(711020)(4605104)(1401327)(4534185)
(4627221)(201703031133081)(201702281549075)(8990200)(2017052603328)(49563074)
(7193020);SRVR:SN6PR0901MB2511;
X-MS-TrafficTypeDiagnostic: SN6PR0901MB2511:
X-MS-Oob-TLC-OOBClassifiers: OLM:9508;
X-MS-Exchange-CrossTenant-OriginalArrivalTime: 13 Aug 2019 09:12:56.0597



 (UTC)
X-MS-Exchange-CrossTenant-Network-Message-Id: 8dfacbf0-bde2-4986-ac69-08d71fce6dd7
X-MS-Exchange-CrossTenant-Id: 14b77578-9773-42d5-8507-251ca2dc2b06
X-MS-Exchange-CrossTenant-OriginalAttributedTenantConnectingIp: TenantId b77578-9773-42d5-8507-
251ca2dc2b06;Ip=[165.112.194.93];Helo=[mail.nih.gov]
X-MS-Exchange-CrossTenant-FromEntityHeader: HybridOnPrem
X-MS-Exchange-Transport-CrossTenantHeadersStamped: SN6PR0901MB2511
X-MS-Exchange-Transport-EndToEndLatency: 00:00:06.7813834
X-MS-Exchange-Processed-By-BccFoldering: 15.20.2157.000
X-Microsoft-Antispam-Mailbox-Delivery:
 ucf:0;jmr:0;ex:0;auth:0;dest:I;ENG:(750119)(520011016)(706158)(944506383)(944626516);
X-Microsoft-Antispam-Message-Info:
 XmgqxCRocb1VlxzHzgb/Z6d0LcIq/RFy43DGH6udg8XmmPRfdwrOrcF/bimaGBERfuwGgDsZCFmRJQacrR1cJ
rDx/F+LNIY3NZ87z9bMk0A6AzYupesD6DMf0c0Zv6/Ke8t2kSkpaui4Z92BYFwHXHfjDZREwKlbKbJApjJUwuKl5
XLbpWwx2APHln+pBlIdVfX6svET5CK8cbxlhMbrC/rlZ28zVAWiNhtMidVht70KzTiTgHspO/iBL7cZh3nea5Gi8IilD
+3MhqjsOm9XEjAcri2HnftuzmqDRaBEeExJLcmyLpptUTGYut5HfygeDEKgEzYfEpgDrEhy2pVViyIOTkXnqOkrrT
B4g6M3Ht8Z5fFUqWRv2O2+bXZkqCcSoHLMipbeKS1lXLGUMMoDqU3jf3SU2Bf/ZV+jP6SchiQERLirpDplVgUk
wcJ9sXY9

------=_Part_101880_1662900821.1565687492994
Content-Type: multipart/alternative;
 boundary="----=_Part_101882_547181289.1565687492994"

------=_Part_101882_547181289.1565687492994
Content-Type: text/plain; charset="UTF-8"
Content-Transfer-Encoding: base64

Dear sir or madam,

I am submitting 630 bat coronavirus partial RdRp gene sequences to GenBank.

Please find the edited sequences in the 11 sqn files (6 for alpha-CoVs and 5 for beta-CoVs).

If there is any problem, please let me know.

Thank you very much!

Sincerely

Ben Hu   PhD
Assistant Researcher
Wuhan Institute of Virology, CAS
------=_Part_101882_547181289.1565687492994



Content-Type: text/html; charset="UTF-8"
Content-Transfer-Encoding: base64

<meta http-equiv="Content-Type" content="text/html; charset=utf-8"><div><br></div><div>Dear sir or madam,</div>
<div><br></div><div>I am submitting 630 bat coronavirus partial RdRp gene sequences to GenBank.</div><div><br>
</div><div>Please find the edited sequences in the 11 sqn files (6 for alpha-CoVs and 5 for beta-CoVs).</div><div>
<br></div><div>If there is any problem, please let me know.</div><div><br></div><div>Thank you very much!
</div><div><br></div><div><br></div><div>Sincerely</div><div><br></div><div>Ben Hu &nbsp; PhD</div>
<div>Assistant Researcher</div><div>Wuhan Institute of Virology, CAS</div>

------=_Part_101882_547181289.1565687492994--

------=_Part_101880_1662900821.1565687492994
Content-Type: application/octet-stream; name="Alpha CoV batch 1.sqn"
Content-Transfer-Encoding: base64
Content-Disposition: attachment; filename="Alpha CoV batch 1.sqn"

Seq-submit ::= {
  sub {
    contact {
      contact {
        name
          name {
            last "Hu" ,
            first "Ben" ,
            initials "B." } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            email "huben@wh.iov.cn" ,
            phone "86-27-87197311" ,
            postal-code "430071" } } } ,
    cit {
      authors {
        names
          std {
            {
              name
                name {
                  last "Latinne" ,
                  first "Alice" ,
                  initials "A." } } ,
            {
              name
                name {
                  last "Hu" ,
                  first "Ben" ,
                  initials "B." } } ,
            {



              name
                name {
                  last "Zhu" ,
                  first "Guangjian" ,
                  initials "G." } } ,
            {
              name
                name {
                  last "Zhang" ,
                  first "Libiao" ,
                  initials "L." } } ,
            {
              name
                name {
                  last "Olival" ,
                  first "Kevin" ,
                  initials "K.J." } } ,
            {
              name
                name {
                  last "Zambrana-Torrelio" ,
                  first "Carlos" ,
                  initials "C." } } ,
            {
              name
                name {
                  last "Li" ,
                  first "Bei" ,
                  initials "B." } } ,
            {
              name
                name {
                  last "Zhang" ,
                  first "Wei" ,
                  initials "W." } } ,
            {
              name
                name {
                  last "Shi" ,
                  first "Zhengli" ,
                  initials "Z." } } ,
            {
              name
                name {
                  last "Daszak" ,
                  first "Peter" ,
                  initials "P." } } } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,



            street "No.44 Xiao Hong Shan" ,
            postal-code "430071" } } ,
      date
        std {
          year 2019 ,
          month 8 ,
          day 7 } } ,
    hup TRUE ,
    reldate
      std {
        year 2020 ,
        month 12 ,
        day 31 } ,
    subtype new ,
    tool "Sequin 15.10 - MS WINDOWS VISTA" } ,
  data
    entrys {
      set {
        class genbank ,
        seq-set {
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6300" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros armiger" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,



                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,



                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6300 } ,
                descr {



                  title "Bat coronavirus HKU2 6300 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 371 ,
                  seq-data
                    ncbi2na 'EE32273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF12
1FDC181F990BDF0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C12
9F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E19EEF121DC'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6300_1" ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 6300 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 6300 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6300_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDAVLQ
TL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "6300_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6332" } ,
                      {
                        subtype nat-host ,



                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6332 } ,
                descr {
                  title "Bat coronavirus HKU2 6332 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na 'C89CE5CB38D64E7E79CEBDFA34093BC4EFB1212E32BFC487F
70E07E442F7C38AF313D43A2BFF3B0056BA47134AE39C41E7CE4077B7F0CFF5292F27704F0C87D
FDEF8CB0EEEC10FCCEC0027D26773738C3EF32372E7BE3843BEF120FF30737C2093F7738E'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6332_1" ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local



                                  id 6332 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6332 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6332_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,



                              id
                                local
                                  str "6332_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6333" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat



 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6333 } ,
                descr {
                  title "Bat coronavirus HKU2 6333 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'EE32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF12
1FDC381F910BDF0E2BEC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C32
1F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE380'H } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6333_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6333 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6333 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6333_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,



                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
EFYNY
LKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "6333_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6334" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,



                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {



                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,



                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6334 } ,
                descr {
                  title "Bat coronavirus HKU2 6334 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 422 ,
                  seq-data
                    ncbi2na '8F35703B8C89CE5CB38D64E7E79CEBDFA34093BC4EFB1212E
32BFC487F70E07E442F7C38AF313D43A2BFF3B0056BA47134AE39C41E7CE4077B7F0CFF5292F27
704F0C87DFDEF8CB0EEEC10FCCEC0027D26773738C3EF32372E7BE3843BEF120FF30737C2093F7
738E3F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6334_1" ,
                          location
                            int {
                              from 0 ,
                              to 421 ,
                              strand plus ,
                              id
                                local
                                  id 6334 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 421 ,
                              strand plus ,
                              id
                                local
                                  id 6334 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6334_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 140 ,
                  seq-data
                    ncbieaa "IIPKCDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEV
IHSNGGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDD
NVVTE
FYNYLKKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 139 ,
                              id
                                local
                                  str "6334_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6340" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6340 } ,
                descr {
                  title "Bat coronavirus 1 6340 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'EE3224F970CE35B38CD6538FFABDC24E20FBEC707785BCF32
1CE418BE9D0B1C162B2DCF70E9AFFCFC014AEB184DAB8E41869F3943D2EFC33FF424B4B9C13C36
4FFA9BC32431F90C1F04BC02FE499DFECE10FBCD91CB1EE85797FB2113FCEBC7C6404FDDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product



                            whole
                              local
                                str "6340_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6340 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6340 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6340_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
FYGY
LRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "6340_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6343" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name



                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {



                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6343 } ,
                descr {
                  title "Bat coronavirus HKU2 6343 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {



                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 403 ,
                  seq-data
                    ncbi2na 'E32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121
FDC381F910BDF0E2BEC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C321
F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6343_1" ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 6343 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 6343 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {



                id {
                  local
                    str "6343_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTE
FYNYL
KKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6343_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6347" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand



 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6347 } ,
                descr {
                  title "Bat coronavirus HKU2 6347 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na 'EE32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF12
1FDC381F910BDF0E2BCC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C32
1F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6347_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 6347 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 6347 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6347_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
EFYNY
LKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local



                                  str "6347_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6350" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {



                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6350 } ,
                descr {
                  title "Bat coronavirus HKU2 6350 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 404 ,
                  seq-data
                    ncbi2na 'B8C89CE5CB38D64E7E79CEBDFA34093BC4EFB1212E32BFC48
7F70E07E442F7C38AFB13D43A2BFF3B0056BA47134AE39C41E7CE4077B7F0CFF5292F2770CF0C8
7DFDEF8CB0EEEC10FCCEC0027D26773738C3EF32372E7BE3843BEF120FF30737C2093F7738E'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6350_1" ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  id 6350 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  id 6350 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6350_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,



                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTE
FYNYL
KKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6350_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6353" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,



            seq-set {
              seq {
                id {
                  local
                    id 6353 } ,
                descr {
                  title "Bat coronavirus 1 6353 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 352 ,
                  seq-data
                    ncbi2na '0EE3224F970CE35B38CD6538FFABDC24E20FBEC707785BCF3
21CE418BE9D0B1C162B2DCF70E9AFFCFC014AEB184DAB8E41869F3943D2EFC33FF424B4B9C13C3
64FFA9BC32431F90C1F04BC02FE499DFECE10FBCD91CB1EE8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6353_1" ,
                          location
                            int {
                              from 0 ,
                              to 351 ,
                              strand plus ,
                              id
                                local
                                  id 6353 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 351 ,



                              strand plus ,
                              id
                                local
                                  id 6353 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6353_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 116 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 115 ,
                              id
                                local
                                  str "6353_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {



                      {
                        subtype isolate ,
                        subname "6355" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6355 } ,
                descr {
                  title "Bat coronavirus HKU2 6355 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 416 ,
                  seq-data
                    ncbi2na 'EE32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF12
1FDC381F910BDF0E2BEC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C32
1F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38F4
1E3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6355_1" ,
                          location



                            int {
                              from 0 ,
                              to 415 ,
                              strand plus ,
                              id
                                local
                                  id 6355 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 415 ,
                              strand plus ,
                              id
                                local
                                  id 6355 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6355_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 138 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
EFYNY
LKKHFSMMIQL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 137 ,
                              id
                                local
                                  str "6355_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6362" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,



                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6362 } ,
                descr {
                  title "Bat coronavirus HKU10 6362 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,



                  length 416 ,
                  seq-data
                    ncbi2na 'EE3224F970CE31B38FDE738C7EBDC04461FBEC512388ACF32
BEEC381F910B3C120BEECF50EBAFFC5F017AEB1C4DEB8E4D449739C1D2DFC33FF4A7B4BDC13C12
BC7873612C1BBB0C3BCBB02DDF48883CCE1079CC8DB42ED8E243F3230B3CF9CFE64047FDCE38F4
1E3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6362_1" ,
                          location
                            int {
                              from 0 ,
                              to 415 ,
                              strand plus ,
                              id
                                local
                                  id 6362 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 415 ,
                              strand plus ,
                              id
                                local
                                  id 6362 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6362_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 138 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKSLQRELYDNCYRSSSVDEQFIDK
YYCY
LRKHFSMMIQL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 137 ,
                              id
                                local
                                  str "6362_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6367" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros armiger" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6367 } ,
                descr {
                  title "Bat coronavirus HKU2 6367 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na 'B8C89CE5CB38D64E7E79CEBDFA34093BC4EFB1212E32BFC48
7F70E07E442F7C38AFB13D43A2BF73B0056BA47134AE39C41E7CE4077B7F0CFF5292F2770CF0CA
7DFDEF8CB0EEEC10FCCED0027D2677373841EF32372E7BE3843BEF120FF30737C2093FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6367_1" ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 6367 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 6367 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6367_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTE
FYNYL
KKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "6367_1" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6374" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,



                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {



                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6374 } ,
                descr {
                  title "Bat coronavirus HKU2 6374 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'EE32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF12
1FDC381F910BDF0E2BCC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C32
1F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6374_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6374 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6374 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6374_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT



EFYNY
LKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "6374_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6375-1" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {



                  local
                    str "6375-1" } ,
                descr {
                  title "Bat coronavirus HKU2 6375-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 398 ,
                  seq-data
                    ncbi2na '2273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BCC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C321F7
F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE30'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6375-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 397 ,
                              strand plus ,
                              id
                                local
                                  str "6375-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 397 ,
                              strand plus ,
                              id
                                local



                                  str "6375-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6375-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "6375-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {



                        subtype isolate ,
                        subname "6375-2" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,



                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "6375-2" } ,
                descr {
                  title "Bat coronavirus 1 6375-2 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 398 ,
                  seq-data
                    ncbi2na '4891E5C338D6CE33594E3FEAF7093883EFB1C1DE16F3CC873
9062FA742C7858ACB73DC3A6BFF3F0052BAC6136AE39061A7CE50F4BBF0CFFD092D2E704F0D93F
EA6F0C90C7E4307C12F00BF92677FB3843EF36472C7BA15E5FEC844FF3AF1F19013F77380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6375-2_1" ,
                          location
                            int {
                              from 0 ,



                              to 397 ,
                              strand plus ,
                              id
                                local
                                  str "6375-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 397 ,
                              strand plus ,
                              id
                                local
                                  str "6375-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6375-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "6375-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6377" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6377 } ,
                descr {
                  title "Bat coronavirus HKU2 6377 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data



                    ncbi2na 'EE32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF12
1FDC381F910BDF0E2BCC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C32
1F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6377_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6377 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6377 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6377_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
EFYNY
LKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "6377_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6388" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6388 } ,
                descr {
                  title "Bat coronavirus HKU2 6388 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 395 ,
                  seq-data
                    ncbi2na '0EE32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF1
21FDC381F910BDF0E2BCC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C3
21F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6388_1" ,
                          location
                            int {
                              from 0 ,
                              to 394 ,
                              strand plus ,
                              id
                                local
                                  id 6388 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 394 ,
                              strand plus ,
                              id
                                local
                                  id 6388 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6388_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 131 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
EFYNY
LKKH" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 130 ,
                              id
                                local
                                  str "6388_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6389" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6389 } ,
                descr {
                  title "Bat coronavirus HKU2 6389 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na 'C89CE5CB38D64E7E79CEBDFA34093BC4EFB1212E32BFC487F
70E07E442F7C38AFB13D43A2BFF3B0056BA47134AE39C41E7CE4077B7F0CFF5292F27704F0C87D
FDEF8CB0EEEC10FCCEC0027D26773738C3EF32372E7BE3843BEF120FF30737C2093F7738E'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6389_1" ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6389 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6389 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6389_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMM" } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6389_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6400" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,



                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,



                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6400 } ,
                descr {



                  title "Bat coronavirus HKU6 6400 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi2na 'C893C5C338F20E3F59CE3FEAFF091B46E7B1E72E12BFCC877
B0E2FA542DF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F04FF5292F2E70ED04AF9
FAEF8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8E2CFFA7371B093FF738E00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6400_1" ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 6400 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 6400 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6400_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGFKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE
YFGYLR
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6400_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6401" } ,
                      {



                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name



                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6401 } ,
                descr {
                  title "Bat coronavirus 1 6401 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 403 ,
                  seq-data
                    ncbi2na 'B8C893E5C338D6CE33594E3FEAF7093883EFB1C1DE16F3CC8
739062FA742C7058ACB73DC3A6BFF3F0052BAC6136AE39061A7CE50F4BBF0CFFD092D2E704F0D9
3FEA6F0C90C7E4307C12F00BF92677FB3843EF36472C7BA15E5FEC844FF3AF1F19013F7738C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6401_1" ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id



                                local
                                  id 6401 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 6401 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6401_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNG
GFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTF
YGYL
RKHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 132 ,
                              id
                                local
                                  str "6401_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6403" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,



                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,



                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6403 } ,
                descr {
                  title "Bat coronavirus HKU2 6403 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi2na 'E32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121
FDC381F910BDF0E2BEC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C321
F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE00'H } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6403_1" ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 6403 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 6403 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6403_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {



                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTE
FYNYL
KKHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6403_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6406" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name



                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6406 } ,
                descr {
                  title "Bat coronavirus HKU2 6406 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na '2273972CE31B39F9E53AF7E8DC246F13BEC484B8CAFF121FD
C381F9D0BDF0E0BEE4F70E8AFFCEC014AE9144D2B8E71879F3983DEFFC137F4A4BC9DC33C129F7
F7BE32C3BBB043FB3B4009D499DCDCE10FBCCADCB9EF8E11EFBC487FC43CDF08247FDCE38'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6406_1" ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6406 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6406 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6406_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6406_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6408" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6408 } ,
                descr {
                  title "Bat coronavirus 1 6408 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi2na 'C893E5C338D6CE33594E3FEAF7093883EFB1C1DE16F3CC873
9062FA742C7058ACB73DC3A6BFF3F0052BAC6136AE39869A7CE50F4BBF0CFFD092D2E704F0D93F
EA6F0C90C7E4307C12F00BF92677FB3843EF36472C7BA15E5FEC844FF3AF1F19013F7738E00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product



                            whole
                              local
                                str "6408_1" ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 6408 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 6408 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6408_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATAAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6408_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6409" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name



                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {



                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6409 } ,
                descr {
                  title "Bat coronavirus HKU2 6409 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {



                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 352 ,
                  seq-data
                    ncbi2na 'F9E73AF7E8D024EF13BEC484B8CAFF121FDC381F910BDF0E2
BEC4F50E8AFDCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C329F7F7BE32C3BBB043
F33B4009F499DCDCE107BCC8DCB9EF8E10EFBC483FCC1CDF0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6409_1" ,
                          location
                            int {
                              from 0 ,
                              to 351 ,
                              strand plus ,
                              id
                                local
                                  id 6409 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 351 ,
                              strand plus ,
                              id
                                local
                                  id 6409 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {



                id {
                  local
                    str "6409_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 116 ,
                  seq-data
                    ncbieaa "AAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGFYVKPGGTTS
GDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEFYNYL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 115 ,
                              id
                                local
                                  str "6409_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6416" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,



                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6416 } ,
                descr {
                  title "Bat coronavirus HKU2 6416 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 419 ,
                  seq-data
                    ncbi2na '8F35C0EE32273972CE35939F9E73AF7E8D024EF13BEC484B8
CAFF121FDC381F910BDF0E2BEC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9D
C13C321F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDD
CE38C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6416_1" ,
                          location
                            int {
                              from 0 ,
                              to 418 ,
                              strand plus ,
                              id
                                local
                                  id 6416 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 418 ,
                              strand plus ,
                              id
                                local
                                  id 6416 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6416_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 139 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEV
VHSNGGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDD
NVVTE
FYNYLKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 138 ,
                              id
                                local
                                  str "6416_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6424" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6424 } ,
                descr {
                  title "Bat coronavirus HKU2 6424 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 418 ,
                  seq-data
                    ncbi2na 'EE32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF12
1FDC381F910BDF0E2BCC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C32
1F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38F4
1E380'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6424_1" ,
                          location
                            int {
                              from 0 ,
                              to 417 ,
                              strand plus ,
                              id
                                local
                                  id 6424 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 417 ,
                              strand plus ,
                              id
                                local
                                  id 6424 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6424_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 139 ,



                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
EFYNY
LKKHFSMMIQLM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 138 ,
                              id
                                local
                                  str "6424_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6425" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,



            seq-set {
              seq {
                id {
                  local
                    id 6425 } ,
                descr {
                  title "Bat coronavirus HKU2 6425 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na 'B8C89CE5CB38D64E7E79CEBDFA34093BC4EFB1212E32BFC48
7F70E07E442F7C38AF313D43A2BFF3B0056BA47134AE39C41E7CE4077B7F0CFF5292F27704F0C8
7DFDEF8CB0EEEC10FCCEC0027D26773738C3EF32372E7BE3843BEF120FF30737C2093F7738E00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6425_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 6425 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,



                              strand plus ,
                              id
                                local
                                  id 6425 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6425_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTE
FYNYL
KKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6425_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6427" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6427 } ,
                descr {
                  title "Bat coronavirus HKU2 6427 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na '32273972CE31B39F9E53AF7E8DC246F13BEC484B8CAFF121F
DC381F9D0BDF0E0BEE4F70E8AFFCEC014AE9144D2B8E71879F3983DEFFC137F4A4BC9DC33C129F
7F7BE32C3BBB043FB3B4009D499DCDCE10FBCCADCB9EF8E11EFBC487FC43CDF08247FDCE3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6427_1" ,



                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6427 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6427 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6427_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "6427_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6535" } ,
                      {
                        subtype nat-host ,
                        subname "Aselliscus stoliczkanus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6535 } ,
                descr {
                  title "Bat coronavirus HKU6 6535 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi2na 'C893C5C338F20E3F59CE3FEAF7091B46E7B1E72E12BFCC877
B0E2FA542DF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F04FF5292F2E70ED04AF9
FAEF8C9044E410DF82D098F126C27F38F9E71234DCBBE39CBFEE8E2CFFA7371B093FF738E00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6535_1" ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 6535 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 6535 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6535_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKRLQRKLYDCCYRSSSVDASFVDE
YFGYLR
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6535_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6543" } ,
                      {
                        subtype nat-host ,
                        subname "Aselliscus stoliczkanus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6543 } ,
                descr {
                  title "Bat coronavirus HKU6 6543 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na '8C893C5C338F20E3F59CE3FEAF7091B46E7B1E72E12BFCC87
7B0E2FA542DF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F24FF5292F2E70ED04AF
9FAEF8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8EACFFA7371B093FF738'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6543_1" ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6543 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6543 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6543_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNG
GFYLKPGGTTSGDATTAYANSVFSIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVD
GYFGYL
RKHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6543_1" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6589" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,



                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {



                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6589 } ,
                descr {
                  title "Bat coronavirus HKU2 6589 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'EE32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF12
1FDC381F910BDF0E2BCC4F50E8AFFCEC017AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C32
1F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6589_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6589 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6589 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6589_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT



EFYNY
LKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "6589_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6590" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {



                  local
                    id 6590 } ,
                descr {
                  title "Bat coronavirus HKU2 6590 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 380 ,
                  seq-data
                    ncbi2na '2273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BEC4F50E8AFDCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C329F7
F7BE32C3BBB043F33B4009F499DCDCE107BCC8DCB9EF8E10EFBC483FCC1CDF0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6590_1" ,
                          location
                            int {
                              from 0 ,
                              to 379 ,
                              strand plus ,
                              id
                                local
                                  id 6590 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 379 ,
                              strand plus ,
                              id
                                local



                                  id 6590 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6590_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id
                                local
                                  str "6590_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "6591" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6591 } ,
                descr {
                  title "Bat coronavirus HKU2 6591 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 380 ,
                  seq-data
                    ncbi2na '9CE5CB38D64E7E79CEBDFA34093BC4EFB1212E32BFC487F70
E07E442F7C38AFB13D43A2BF73B0056BA47134AE39C41E7CE4077B7F0CFF5292F2770CF0CA7DFD
EF8CB0EEEC10FCCED0027D2677373841EF32372E7BE3843BEF120FF30737C20'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6591_1" ,
                          location
                            int {
                              from 0 ,
                              to 379 ,



                              strand plus ,
                              id
                                local
                                  id 6591 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 379 ,
                              strand plus ,
                              id
                                local
                                  id 6591 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6591_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,
                  seq-data
                    ncbieaa "AMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGF
YVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEFY
NYLK" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 125 ,
                              id
                                local
                                  str "6591_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6592" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6592 } ,
                descr {
                  title "Bat coronavirus HKU2 6592 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 385 ,
                  seq-data
                    ncbi2na 'E32273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF121
FDC181F990BDF0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C129



F7F7BE32C3BBB041FB1F4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF080'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6592_1" ,
                          location
                            int {
                              from 0 ,
                              to 384 ,
                              strand plus ,
                              id
                                local
                                  id 6592 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 384 ,
                              strand plus ,
                              id
                                local
                                  id 6592 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6592_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 128 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYFKKLQRSIYDNCYRSSAVDDTVVTD
FYNYL
K" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 127 ,
                              id
                                local
                                  str "6592_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6593" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {



                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {



                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date



                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6593 } ,
                descr {
                  title "Bat coronavirus HKU2 6593 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121F
DC381F910BDF0E2BEC4F50E8AFDCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C329F
7F7BE32C3BBB043F33B4009F499DCDCE307BCC8DCB9EF8E10EFBC483FCC1CDF0824FFDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6593_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 6593 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 6593 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6593_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6593_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {



              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6594" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,



                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,



                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6594 } ,
                descr {
                  title "Bat coronavirus HKU2 6594 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '2273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BEC4F50E8AFDCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C329F7
F7BE32C3BBB043F33B4009F499DCDCE307BCC8DCB9EF8E10EFBC483FCC1CDF0824FFDCE38'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,



                          product
                            whole
                              local
                                str "6594_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 6594 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 6594 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6594_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMM" } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6594_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6596" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {



                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil



                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6596 } ,
                descr {
                  title "Bat coronavirus HKU2 6596 RNA-dependent RNA
 polymerase mRNA, partial cds" ,



                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na 'EE32273972CE31B39F9E53AF7E8DC246F13BEC484B9CAFF12
1FDC181F990BDF0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC13FF4A4BC9DC13C12
9F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6596_1" ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 6596 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 6596 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,



              seq {
                id {
                  local
                    str "6596_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSARFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVT
DFYNY
LKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "6596_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6597" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,



                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,



                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6597 } ,
                descr {
                  title "Bat coronavirus HKU2 6597 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 377 ,
                  seq-data
                    ncbi2na '9CE5CB38D64E7E79CEBDFA34093BC4EFB1212E32BFC487F70
E07E442F7C38AFB13D43A2BF73B0056BA47134AE39C41E7CE4077B7F0CFF5292F2770CF0CA7DFD
EF8CB0EEEC10FCCED0027D2677373841EF32372E7BE3843BEF120FF30737C00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6597_1" ,
                          location
                            int {
                              from 0 ,
                              to 376 ,
                              strand plus ,
                              id
                                local
                                  id 6597 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 376 ,
                              strand plus ,
                              id
                                local
                                  id 6597 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6597_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "AMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGF
YVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEFY
NYL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local



                                  str "6597_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6598" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {



                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6598 } ,
                descr {
                  title "Bat coronavirus HKU2 6598 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 380 ,
                  seq-data
                    ncbi2na '2273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BEC4F50E8AFDCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C329F7
F7BE32C3BBB043F33B4009F499DCDCE107BCC8DCB9EF8E10EFBC483FCC1CDF0'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6598_1" ,
                          location
                            int {
                              from 0 ,
                              to 379 ,
                              strand plus ,
                              id
                                local
                                  id 6598 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 379 ,
                              strand plus ,
                              id
                                local
                                  id 6598 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6598_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,



                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id
                                local
                                  str "6598_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6601" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {



              seq {
                id {
                  local
                    id 6601 } ,
                descr {
                  title "Bat coronavirus 1 6601 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na '224F970CE35B38CD6538FFABDC24E20FBEC707485BC7321CE
418BE910B9C162B2DCF70E9AFFCFC014AEB184DAB8E41869F3943D2EFC33FF424B4B9C13C364FF
A9BC32431F90C1F04BC02FE499DFECE10FBCD91CB1EE85797FB2113FCEBC7C6404FDDCE38'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6601_1" ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6601 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,



                              id
                                local
                                  id 6601 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6601_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6601_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {



                    mod {
                      {
                        subtype isolate ,
                        subname "6602" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {



                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6602 } ,
                descr {
                  title "Bat coronavirus 1 6602 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na 'B8C893E5C338D6CE33594E3FEAF7093883EFB1C1DE16F3CC8
739062FA742E7058ACB73DC3A6BFF3F0052BAC6136AE39061A7CE50F4BBF04DFD092D2E704F0D9
3FEA6F0C90C7E4307C12F00BF92677FB3843EF36472C7BA15E5FEC844FF3AF1F19013F7738E00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6602_1" ,
                          location



                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 6602 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 6602 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6602_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNG
GFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTF
YGYL
RKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6602_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6603" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,



                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6603 } ,
                descr {
                  title "Bat coronavirus 1 6603 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,



                  length 404 ,
                  seq-data
                    ncbi2na 'E3224F970CE31B38CD6538FFABDC24E20FBEC707485BCF321
CE418BE912B9C162BADCF70E9AFFCFC014AEB184DAB8E41869F3943D2EFC137F424B4B9C13C364
FFA9BC32431F90C1F84BC02FE499DFECE10FBCD91C91EE85797FB2113FCEBC7C6404FDDCE38'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6603_1" ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  id 6603 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  id 6603 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6603_1" } ,
                descr {



                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNG
GFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTF
YGYL
RKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6603_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6605" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6605 } ,
                descr {
                  title "Bat coronavirus 1 6605 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 404 ,
                  seq-data
                    ncbi2na 'EE3224F970CE35B38CD6538FFABDC24E00FBEC707485BCF32
1CE418BE912B9C162BADCF70E9AFFCFC014AEB184DAB8E41879F3943D2EFC137F424B4B9C13C36
4FFA9BC32431FB0C1F84BC02FE499DFECE10FBCD91C91EE85797FB2113FCEBC7C6404FDDCE3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6605_1" ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  id 6605 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  id 6605 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6605_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
FYGY
LRKHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6605_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6606" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6606 } ,
                descr {
                  title "Bat coronavirus 1 6606 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 404 ,
                  seq-data
                    ncbi2na 'E3224F970CE35B38CD6538FFABDC24E20FBEC707785BCF321
CE418BE9D0B9C162B2DCF70E9AFFCFC014AEB184DAB8E41869F3943D2EFC33FF424B4B9C13C364
FFA9BC32431F90C1F04BC02FE499DFECE10FBCD91CB1EE85797FB2113FCEBC7C6404FDDCE38'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {



                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6606_1" ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  id 6606 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  id 6606 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6606_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNG
GFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTF
YGYL



RKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6606_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6607" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {



                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {



                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local



                    id 6607 } ,
                descr {
                  title "Bat coronavirus HKU8 6607 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na '3224F9704E3DB38FDE738FFABDC24EF0FBEC50F48DBCF321F
EC381F910BDF1E2BADCF706AAFDCCE097AEB1C7DEB8E51C79739C3DEFF4133D4A7BCB9433C328F
FAB3C32C317B0C37C7BC2D1F49939FCE10FBCC82F796F8D7AFFBE31BFCE9C7E6C24FDDCE3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6607_1" ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6607 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6607 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6607_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSLQRMLYDNCYRSSAVDPGFVDTF
YGYLR
KHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "6607_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "6608" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6608 } ,
                descr {
                  title "Bat coronavirus 1 6608 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 403 ,
                  seq-data
                    ncbi2na 'B8C893E5C338D6CE33594E3FEAF7093883EFB1C1D216F3CC8
739062FA44AE7058AEB73DC1A6BFF3F0052BAC6136AE39061A7CE50F4BBF0CFFD092D2E704F0D9
3FEA6F0C90C7E4307E12F00BF926F77B3843EF36472C7B215E5FEC844FF3AF1F19013F7738C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6608_1" ,
                          location
                            int {
                              from 0 ,
                              to 402 ,



                              strand plus ,
                              id
                                local
                                  id 6608 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 6608 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6608_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNG
GFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTF
YGYL
RKHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6608_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6609" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,



                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6609 } ,
                descr {
                  title "Bat coronavirus HKU2 6609 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121F



DC381F910BDF0E2BEC4F50E8AFDCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C329F
7F7BE32C3BBB043F33B4009F499DCDCE107BCC8DCB9EF8E10EFBC483FCC1CDF0824FFDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6609_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 6609 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 6609 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6609_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6609_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6610-1" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {



                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,



                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,



              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "6610-1" } ,
                descr {
                  title "Bat coronavirus HKU8 6610-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na '4893E54138F6CE3F79CE3FEAF7093BC3EFB143D236F3CC877
B0E27E442F7C782FB73DC3AEBF733825EBAC7137AE3947125CE70F7BFD04CF5296F2E70CF04A3F
EACF0CB0C5EC30DF9EF0B5F1264E7F3843EF320BDE7BE15EBFEF8C7FF3A73F9A091F7738E'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6610-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  str "6610-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  str "6610-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6610-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLAVKSLQRMLYDNCYRSSAVDPGFVDTF
YGYLR
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6610-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 6610-2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6610-2" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {



                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data



                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 7 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "6610-2" } ,
                descr {
                  title "Bat alphacoronavirus 6610-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '32247D50CE31938FDE538F7EADC24EF07BEC79F78C8CF165F
EC38BE9D2B5D1E2B6F4F70E8A7DCCE097AEB1C5DEB8E71C49F39C3DEEFC137F4A7B4B9433C36CC
FAB3C124313B0C17C7BC2DCD49B3BEC6307BC5B1F79EE867AFFB611FDCEBCDF20247FDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "6610-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "6610-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "6610-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6610-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCTASDRYYRLCNELAQVLTEVVHSNGG
FYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSIQRMLYDNCYRTSAVDAGFVDTF
YGYLR
KHFSMM" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6610-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } } } } }
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Seq-submit ::= {
  sub {
    contact {
      contact {
        name
          name {
            last "Hu" ,
            first "Ben" ,
            initials "B." } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            email "huben@wh.iov.cn" ,
            phone "86-27-87197311" ,
            postal-code "430071" } } } ,
    cit {
      authors {
        names
          std {
            {
              name
                name {
                  last "Latinne" ,
                  first "Alice" ,



                  initials "A." } } ,
            {
              name
                name {
                  last "Hu" ,
                  first "Ben" ,
                  initials "B." } } ,
            {
              name
                name {
                  last "Zhu" ,
                  first "Guangjian" ,
                  initials "G." } } ,
            {
              name
                name {
                  last "Zhang" ,
                  first "Libiao" ,
                  initials "L." } } ,
            {
              name
                name {
                  last "Olival" ,
                  first "Kevin" ,
                  initials "K.J." } } ,
            {
              name
                name {
                  last "Zambrana-Torrelio" ,
                  first "Carlos" ,
                  initials "C." } } ,
            {
              name
                name {
                  last "Li" ,
                  first "Bei" ,
                  initials "B." } } ,
            {
              name
                name {
                  last "Zhang" ,
                  first "Wei" ,
                  initials "W." } } ,
            {
              name
                name {
                  last "Shi" ,
                  first "Zhengli" ,
                  initials "Z." } } ,
            {
              name
                name {
                  last "Daszak" ,
                  first "Peter" ,



                  initials "P." } } } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            postal-code "430071" } } ,
      date
        std {
          year 2019 ,
          month 8 ,
          day 8 } } ,
    hup TRUE ,
    reldate
      std {
        year 2020 ,
        month 12 ,
        day 31 } ,
    subtype new ,
    tool "Sequin 15.10 - MS WINDOWS VISTA" } ,
  data
    entrys {
      set {
        class genbank ,
        seq-set {
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7343" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,



                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {



                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,



                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7343 } ,
                descr {
                  title "Bat coronavirus HKU2 7343 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 416 ,
                  seq-data
                    ncbi2na '8F35C0EE32273972CE31B39F9E73AF7E8DC246F13BEC484B8
CAFF121FDC181F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9D
C13C329F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFD
CE3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7343_1" ,
                          location
                            int {
                              from 0 ,
                              to 415 ,
                              strand plus ,
                              id
                                local
                                  id 7343 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 415 ,
                              strand plus ,
                              id
                                local
                                  id 7343 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7343_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 138 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEV
VHSNGGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDD
TVVTD
FYNYLKKHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 137 ,
                              id
                                local
                                  str "7343_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7345" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7345 } ,
                descr {
                  title "Bat coronavirus HKU10 7345 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na 'B8C893E5C138C64E3F79CE31FAF7013104EFB1C78E22B1C58
FBB0E0FA542FF0482FBB3DC3AEBFF3FC05EBAC71F4A23937125CE7074B7F04FFD292D2F704F048
FBE1CD8490EFEC30EF2ED007710222FB3841E71234D0BBE1810F6C8C2CF3E73F19091FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product



                            whole
                              local
                                str "7345_1" ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 7345 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 7345 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7345_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYSNG
GFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQFVDKY
YCYL
RKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "7345_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7347" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name



                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {



                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7347 } ,
                descr {
                  title "Bat coronavirus HKU2 7347 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {



                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'E32273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF121
FDC181F990BDF0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C129
F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E19EFBC487DC41CDF0824FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7347_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 7347 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 7347 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {



                id {
                  local
                    str "7347_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDAVVTD
FYNYL
KKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "7347_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7348" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand



 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7348 } ,
                descr {
                  title "Bat coronavirus HKU2 7348 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na '3972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121FDC38
1F910BDF0E2BEC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C321F7F7B
E32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38FF078E38
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7348_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7348 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7348 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7348_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEFYN
YLKKH
FSMMILTDD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id



                                local
                                  str "7348_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7349" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7349 } ,
                descr {
                  title "Bat coronavirus HKU2 7349 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na '2273972CE3D939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BEC4F50E8AFDCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C329F7
F7BE32C3BBB043F33B4009F499DCDCE107BCC8DCB9EF8E10EFBC483FCC1CDF0824FFDCE38'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7349_1" ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 7349 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 7349 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7349_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "7349_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7352" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {



                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,



                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,



                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7352 } ,
                descr {
                  title "Bat coronavirus HKU2 7352 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 404 ,
                  seq-data
                    ncbi2na '32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121F
DC381F910BDF0E2BEC4F70E8AFDCEC017AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C321F
7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7352_1" ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  id 7352 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 403 ,
                              strand plus ,
                              id
                                local
                                  id 7352 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7352_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7352_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7355" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuscus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {



                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7355 } ,
                descr {
                  title "Bat coronavirus HKU8 7355 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE3224F9704E3DB38FDE738FFABDC24EF0FBEC50F48DBCF32
1FEC381F910BDF1E2BADCF706BAFDCCE097AEB1C7DEB8E51C7973943DEFF4133D4A7BCB9C33C32
8FFAB3C32C317B0C37C7BC2D1F49939DCE10FBCC82F796F8D7AFFBE31BFCE9C7E6C24FDDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "7355_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 7355 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 7355 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7355_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSLQRMLYDNCYRSSAVDPGFVD
TFYGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "7355_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7359" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuscus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,



                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,



                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7359 } ,
                descr {
                  title "Bat coronavirus 1 7359 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {



                  repr raw ,
                  mol rna ,
                  length 394 ,
                  seq-data
                    ncbi2na '93E5C338F6CE33594E3FEAF5093883EFB141DE36F3CC87390
E2F2742E7078ACB73DC3AEBFF3F0052BAC6136AE39061A7CE5077BBF0CDFD092D2E704F0D931EA
6F0C90C7EC307C12F023F92676FB3843EF3647247B215E5FEC846FF3A71F19013F77380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7359_1" ,
                          location
                            int {
                              from 0 ,
                              to 393 ,
                              strand plus ,
                              id
                                local
                                  id 7359 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 393 ,
                              strand plus ,
                              id
                                local
                                  id 7359 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local



                    str "7359_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 131 ,
                  seq-data
                    ncbieaa "ALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGF
YLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDTFY
GYLRK
HFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 130 ,
                              id
                                local
                                  str "7359_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7360" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuscus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,



                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7360 } ,
                descr {
                  title "Bat coronavirus HKU8 7360 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F9704E3DB38FDE738FFABDC24EF0FBEC50F48DBCF321F6
C381F910BDF1E2BADCF706BAFDCCE097AEB1C7DEB8E51C7973943DEFF4133D4A7BCB9C3BC328FF
AB3C32C317B0C37C7BC2D1F49939DCE10FBCC82F796F8D7AFFBE31BFCE9C7E6C24FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7360_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7360 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7360 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7360_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCTNSDRYYRLRNELAQVLTEVVYSNGG
FYMKPGGTTSGDATTAYANSVFNIFQAVSANVNRILGINSNTCNNLTVKSLQRMLYDNCYRSSAVDPGFVDTF
YGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7360_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7369" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,



                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7369 } ,
                descr {
                  title "Bat coronavirus 1 7369 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE3224F970CE3DB38CD6538FFABD424E20FBEC50778DBCF32
1CEC38BC9D0B9C1E2B2DCF70EBAFFCFC014AEB184DAB8E41069F3941DEEFC13FF424B4B9C13C36
4C7A9BC32431FB0C1F04BC08FE499DBECE30FBCD91C91EE85797FB2117FCEBC7C6404FDDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7369_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 7369 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 7369 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7369_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN



GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVD
TFYGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "7369_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7385" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {



                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {



                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {



                id {
                  local
                    id 7385 } ,
                descr {
                  title "Bat coronavirus HKU2 7385 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na 'E32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121
FDC381F910BDF0E2BEC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C321
F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7385_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 7385 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id



                                local
                                  id 7385 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7385_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTE
FYNYL
KKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7385_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {



                      {
                        subtype isolate ,
                        subname "7389" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuscus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7389 } ,
                descr {
                  title "Bat coronavirus HKU8 7389 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na 'B8DB93E5C138F6CE3F79CE3FEAF7093BC3EFB143D236F3CC8
7FB0E07E442F7C78AEB73DC1AEBF733825EBAC71F7AE39471E5CE50F7BFD04CF529EF2E70CF0CA
3FEACF0CB0C5EC30DF1EF0B47D264E773843EF320BDE5BE35EBFEF8C6FF3A71F9B093F7738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7389_1" ,
                          location
                            int {



                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 7389 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 7389 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7389_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSNG
GFYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSLQRMLYDNCYRSSAVDPGFVDT
FYGYL
RKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "7389_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7424" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7424 } ,
                descr {
                  title "Bat coronavirus HKU2 7424 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,



                  seq-data
                    ncbi2na '2273972CE3D939F9E73AF7E85024EF13BEC484B8CAFF121FD
C381F910BDF0E2BEC4F50E8AFDCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C329F7
F7BE32C3BBB043F33B4009F499DCDCE107BCC8DCB9EF8E10EFBC483FCC1CDF0824FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7424_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7424 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7424 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7424_1" } ,
                descr {
                  molinfo {



                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGPKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7424_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7426" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,



                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,



                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7426 } ,
                descr {
                  title "Bat coronavirus 1 7426 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE3224F970CE35B38CD6538FFABDC24E20FBEC707785BCF32
1CE418BE9D0B9C162B2DCF70E9AFFCFC014AEB184DAB8E41869F3943D2EFC337F424B4B9C13C36
4FFA9BC32431FB0C1F84BC22FE499DDECE10FBCD91CB1EE85797FB2113FCEBC7C6404FFDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7426_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 7426 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 7426 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7426_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
FYGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "7426_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7438" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7438 } ,
                descr {
                  title "Bat coronavirus HKU2 7438 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 421 ,
                  seq-data
                    ncbi2na '0EE32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF1
21FDC381F910BDF0E2BEC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C3
21F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38F
41E38C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {



                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7438_1" ,
                          location
                            int {
                              from 0 ,
                              to 420 ,
                              strand plus ,
                              id
                                local
                                  id 7438 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 420 ,
                              strand plus ,
                              id
                                local
                                  id 7438 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7438_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 139 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
EFYNY



LKKHFSMMIQLM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 138 ,
                              id
                                local
                                  str "7438_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 7473" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7473" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {



                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {



                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local



                    id 7473 } ,
                descr {
                  title "Bat alphacoronavirus 7473 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '0EE32247D70CE31B38CD2538F7EBD404EF07BEC79778CACF3
65FEC38BE9D2BDF1E0B6D4F40EBAFDCCE017A6B1C7DEB8E71049F3943DEEFC13FD427BCB943343
6CCFA93C324113B0437C7BC2DCC49B3BEC610FBCDB1F59EF877A7FB6110'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7473_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 7473 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 7473 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7473_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCTASDRYYRLCNELAQVLTEVVHSN
GGFYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSIQRMLYDNCYRTSAVDSGFVD
T" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "7473_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7476" } ,



                      {
                        subtype nat-host ,
                        subname "Miniopterus fuscus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {



                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7476 } ,
                descr {
                  title "Bat coronavirus 1 7476 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F970CE3DB38CD6538FFABD424E20FBEC50778DBCF321CE
C38BC9D0B9C1E2B2DCF706BAFFCFC014AEB184DAB8E4186BF3941DEEFC13FF424B4B9C13C364C7
A9B432431FB0C1F04BC08FE499DBECE30FBCD91C91EE85797FB2117FCEBC7C6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7476_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,



                              id
                                local
                                  id 7476 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7476 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7476_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTVYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7476_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7477" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7477 } ,
                descr {
                  title "Bat coronavirus 1 7477 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F970CE3DB38CD6538FFABDC24E20FBEC50F78DBCF121CE
438BC9D0B9C1E2B2DCF70EBAFFC7C014AEB184DAB8E41849F3943DEEFC337F424B4B9C13C364C7



A9BC32431FB0C3F04BC08FE499DBECE30FBCD91C91EC85797FB2113FCEBC7C6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7477_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7477 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7477 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7477_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7477_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7496" } ,
                      {
                        subtype nat-host ,
                        subname "Aselliscus stoliczkanus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {



                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {



                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date



                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7496 } ,
                descr {
                  title "Bat coronavirus HKU10 7496 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 376 ,
                  seq-data
                    ncbi2na '0EE3224F9504E31938FDE738F7EBDC044613BEC716389ACF1
2BEE4381E9D0BFE120B6ECF70EBAFFCFD017AEB1C4DEB8E4DC49739C1D2FFC133F4A4B4BDC13C1
23EF87361243BBB043BCBB401DF40883ECE1079C4AD342ED86042D3210B31'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7496_1" ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 7496 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 7496 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7496_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQVIDK
YT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "7496_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7546" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7546 } ,
                descr {
                  title "Bat coronavirus HKU10 7546 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 373 ,
                  seq-data
                    ncbi2na '3B8C893E54138C64E3F79CE3DFAF7013184EFB1458E26B3C4
AFB90E07A742FF8482DBB3DC3AEBFF3FC05EBAC7137AE3937125CE7074BFF0CCFD292D2F704F04
8FBE1CD8490EEEC10EF2ED0077D0220FB3841E712B4D0BB61810B4C842CC0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product



                            whole
                              local
                                str "7546_1" ,
                          location
                            int {
                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 7546 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 7546 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7546_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQVIDK
Y" } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "7546_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 7548" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7548" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {



                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy



 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7548 } ,
                descr {
                  title "Bat alphacoronavirus 7548 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,



                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '0EE32247D70CE31B38CD2538F7EBDC04EF07BEC79778CACF3
65FEC38BE9D2BDF1E0B6D4F40EBAFDCCE017A6B1C7DEB8E51049F39C3DEEFC13FD427BCB9433C3
6CCFA93C324313B0C17C7BC2DCC49B3BEC610FBCDB1F79EF877A7FB6110'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7548_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 7548 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 7548 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {



                  local
                    str "7548_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCTASDRYYRLCNELAQVLTEVVHSN
GGFYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSIQRMLYDNCYRTSAVDSGFVD
T" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "7548_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7549" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,



                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7549 } ,
                descr {
                  title "Bat coronavirus HKU10 7549 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 376 ,
                  seq-data
                    ncbi2na '0EE3224F9504E31938FDE738F7EBDC044613BEC516389ACF1
23EE4381E9D0BFE120B6ECF70EBA7FCFD017AEB1C4DEB8E4DC49739C1D2FFC133F4A4B4BDC13C1
23EF87361243BBB0C3BCBB401DF40883ECE1079C4AD342ED86049D3210B3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7549_1" ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 7549 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 7549 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7549_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQLIDK
Y" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "7549_1" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7557" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,



                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {



                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7557 } ,
                descr {
                  title "Bat coronavirus HKU10 7557 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 380 ,
                  seq-data
                    ncbi2na '03B8C893E54138C64E3F79CE3DFAF7013184EFB1458E26B3C
4AFB90E07A742FF8482DBB3DC3AEBFF3FC05EBAC7137AE3937125CE7074BFF0CCFD292D2F704F0
48FBE1CD8490EEEC10EF2ED0077D0220FB3841E712B4D0BB6181234C842CC68'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7557_1" ,
                          location
                            int {
                              from 0 ,
                              to 379 ,
                              strand plus ,
                              id
                                local
                                  id 7557 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 379 ,
                              strand plus ,
                              id
                                local
                                  id 7557 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7557_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYS
NGGFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQIIDK



YT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id
                                local
                                  str "7557_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7560" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {



                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {



                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local



                    id 7560 } ,
                descr {
                  title "Bat coronavirus HKU10 7560 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 376 ,
                  seq-data
                    ncbi2na '0EE3224F9504E31938FDE738F7EBDC044613BEC516389ACF1
23EE4381E9D0BFE120B6ECF70EBA7FCFD017AEB1C4DEB8E4DC49739C1D2FFC133F4A4B4BDC13C1
23EF87361243BBB0C3BCBB401DF40883ECE1079C4AD342ED86042D3210B31'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7560_1" ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 7560 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 7560 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7560_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQVIDK
YT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "7560_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7562" } ,



                      {
                        subtype nat-host ,
                        subname "Miniopterus fuscus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {



                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7562 } ,
                descr {
                  title "Bat coronavirus HKU8 7562 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 377 ,
                  seq-data
                    ncbi2na '0EE3224F9704E3DB38FDE738FFABDC24EF0FBEC50F48DBCF3
21FEC381F910BDF1E2BADCF706AAFDCCE097AEB1C7DEB8E51C79739C3DEFF4133D4A7BCB9433C3
28FFAB3C32C317B0C37C7BC2D1F49939FCE10FBCC82F796F8D7AFFBE31B3380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7562_1" ,
                          location
                            int {
                              from 0 ,
                              to 376 ,
                              strand plus ,



                              id
                                local
                                  id 7562 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 376 ,
                              strand plus ,
                              id
                                local
                                  id 7562 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7562_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSLQRMLYDNCYRSSAVDPGFVD
TYM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 124 ,
                              id
                                local
                                  str "7562_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7565" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,



                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,



                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7565 } ,
                descr {
                  title "Bat coronavirus HKU10 7565 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 378 ,
                  seq-data
                    ncbi2na '0EE3224F9504E31938FDE738F7EBDC04C613BEC516389ACF1
2BEE4381E9D0BFE120B6ECF70EBAFFCFF017AEB1C4DEB8E4DC49739C1D2FFC333F4A4B4BDC13C1
23EF87361243BBB043BCBB401DF40883ECE1079C4AD342ED86042D3210B31A0'H } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7565_1" ,
                          location
                            int {
                              from 0 ,
                              to 377 ,
                              strand plus ,
                              id
                                local
                                  id 7565 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 377 ,
                              strand plus ,
                              id
                                local
                                  id 7565 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7565_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {



                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQVIDK
YT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "7565_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7589" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,



                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {



                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,



                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7589 } ,
                descr {
                  title "Bat coronavirus HKU10 7589 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 375 ,
                  seq-data
                    ncbi2na '03B8C893E54138C64E3F79CE3DFAF7013184EFB1458E26B3C
4AFB90E07A742FF8482DBB3DC3AEBFF3FC05EBAC7137AE3937125CE7074BFF0CCFD292D2F704F0
48FBE1CD8490EEEC10EF2ED0077D0220FB3841E712B4D0BB61810B4C842CC'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7589_1" ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 7589 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 7589 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7589_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYS
NGGFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQVID
KY" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "7589_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7683" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {



                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7683 } ,
                descr {
                  title "Bat coronavirus 1 7683 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F970CE3DB38CD6538FFABDC24E20FBEC50778DBCF321CE
C38BC9D0B9C1E2B2DCF70EBAFFCFC014AEB1C4DAB8E41869F3941DEEFC337F424BCB9C13C364C7
A9BC32431FB0C1F04BC08FE499DBECE10FBCD91C91EC85797FB211BFCEBC7C6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "7683_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7683 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7683 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7683_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7683_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7694" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,



                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,



                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7694 } ,
                descr {
                  title "Bat coronavirus 1 7694 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {



                  repr raw ,
                  mol rna ,
                  length 397 ,
                  seq-data
                    ncbi2na '24F970CE3DB38CD6538FFABD424E20FBEC50778DBCF321CE4
38BC9D0B9C1E2B2DCF70EBAFFCFC014AEB184DAB8E41869F3941DEEFC337F424B4B9C13C364C7A
9BC32431FB0C1F04BC08FE499DBECE10FBCD91C91EC85797FB211BFCE9C7C6404FDDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7694_1" ,
                          location
                            int {
                              from 0 ,
                              to 396 ,
                              strand plus ,
                              id
                                local
                                  id 7694 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 396 ,
                              strand plus ,
                              id
                                local
                                  id 7694 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local



                    str "7694_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "ALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGF
YLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDTFY
GYLRK
HFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "7694_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7700" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,



                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7700 } ,
                descr {
                  title "Bat coronavirus HKU2 7700 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 403 ,
                  seq-data
                    ncbi2na 'EE32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF12
1FDC381F910BDF0E2BEC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C32
1F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7700_1" ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 7700 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 7700 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7700_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
EFYNY
LKKHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7700_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7703" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,



                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7703 } ,
                descr {
                  title "Bat coronavirus HKU2 7703 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 398 ,
                  seq-data
                    ncbi2na '2273972CE3D939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BEC4F50E8AFDCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C329F7
F7BE32C3BBB043F33B4009F499DCDCE107BCC8DCB9EF8E10EFBC483FCC1CDF0824FFDCE30'H } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7703_1" ,
                          location
                            int {
                              from 0 ,
                              to 397 ,
                              strand plus ,
                              id
                                local
                                  id 7703 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 397 ,
                              strand plus ,
                              id
                                local
                                  id 7703 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7703_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG



FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "7703_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7874" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {



                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {



                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {



                id {
                  local
                    id 7874 } ,
                descr {
                  title "Bat coronavirus HKU2 7874 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 398 ,
                  seq-data
                    ncbi2na '273972FE31B39F9E73AF7E8DC246F13BEC484B8CAFF121FDC
381F9D0BDF0E0BEE4F70E8AFFCEC015AE9144D2B8E71879F3903DEFFC137F4A4BC9DC33C129F7F
7BE32C3BBB043FB3B4009D499DCDCE10FBCCADCB9EF8E11EFBC487FCC1CDF08247FDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7874_1" ,
                          location
                            int {
                              from 0 ,
                              to 397 ,
                              strand plus ,
                              id
                                local
                                  id 7874 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 397 ,
                              strand plus ,
                              id



                                local
                                  id 7874 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7874_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "AMPSLIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGF
YVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDFY
NYLKK
HFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "7874_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {



                      {
                        subtype isolate ,
                        subname "7895" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7895 } ,
                descr {
                  title "Bat coronavirus HKU2 7895 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na '2273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF121FD
C189F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C329F7
F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7895_1" ,
                          location
                            int {



                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 7895 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 7895 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7895_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "7895_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7896" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7896 } ,
                descr {
                  title "Bat coronavirus HKU2 7896 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 395 ,



                  seq-data
                    ncbi2na '2273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BCC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C321F7
F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCC'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7896_1" ,
                          location
                            int {
                              from 0 ,
                              to 394 ,
                              strand plus ,
                              id
                                local
                                  id 7896 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 394 ,
                              strand plus ,
                              id
                                local
                                  id 7896 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7896_1" } ,
                descr {
                  molinfo {



                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 131 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 130 ,
                              id
                                local
                                  str "7896_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7898" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,



                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,



                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7898 } ,
                descr {
                  title "Bat coronavirus HKU2 7898 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 385 ,
                  seq-data
                    ncbi2na 'FA8F35C0EE32273972CE31B39F9E73AF7E8DC246F13BEC484
B8CAFF121FDC181F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC
9DC13C329F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC4840'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7898_1" ,
                          location
                            int {
                              from 0 ,
                              to 384 ,
                              strand plus ,
                              id
                                local
                                  id 7898 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 384 ,
                              strand plus ,
                              id
                                local
                                  id 7898 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7898_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 128 ,
                  seq-data
                    ncbieaa "WDYPKCDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNE
VVHSNGGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVD
DTVVT
D" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 127 ,
                              id
                                local
                                  str "7898_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7899" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7899 } ,
                descr {
                  title "Bat coronavirus HKU2 7899 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 393 ,
                  seq-data
                    ncbi2na '2273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BCC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C321F7
F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDC0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7899_1" ,
                          location
                            int {
                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  id 7899 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  id 7899 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7899_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 131 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFS" } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 130 ,
                              id
                                local
                                  str "7899_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7901" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,



                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,



                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7901 } ,



                descr {
                  title "Bat coronavirus HKU2 7901 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE32273972CE31B39F9E53AF7E8DC246F13BEC484B8CAFF12
1FDC181F990BDF0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC13FF4A4BC9DC13C12
9F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7901_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7901 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7901 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7901_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVT
DFYNY
LKKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "7901_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "7902" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7902 } ,
                descr {
                  title "Bat coronavirus HKU2 7902 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 351 ,
                  seq-data
                    ncbi2na '9CE5CB38C6CE7E79CEBDFA37091BC4EFB1212E32BFC487F70
607E642F7C382FB93DC1A2BFF3B005EBA47134AE39C41E7CE40F7BFF04DFD292F27704F0CA7DFD
EF8CB0EEEC107ECED0027D2677373843EF32B72E7BE3847BC'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7902_1" ,
                          location
                            int {
                              from 0 ,
                              to 350 ,



                              strand plus ,
                              id
                                local
                                  id 7902 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 350 ,
                              strand plus ,
                              id
                                local
                                  id 7902 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7902_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 117 ,
                  seq-data
                    ncbieaa "AMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGF
YVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 116 ,
                              id
                                local
                                  str "7902_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7904" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,



                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,



                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7904 } ,
                descr {
                  title "Bat coronavirus HKU2 7904 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273972EE31B39F9E53AF7E8DC246F13BEC484B8CAFF121FD
C181F990BDF0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC13FF4A4BC9DC13C129F7
F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38F0'H } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7904_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7904 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7904 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7904_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {



                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPSVIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7904_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7913" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name



                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7913 } ,
                descr {
                  title "Bat coronavirus HKU2 7913 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na '2273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF121FD
C189F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C329F7
F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7913_1" ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 7913 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 7913 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7913_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "7913_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7915" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7915 } ,
                descr {
                  title "Bat coronavirus HKU2 7915 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na 'C89CE5CB38C6CE7E79CEBDFA37091BC4EFB1212E32BFC487F
70607E642F7C382FB93DC1A2BFF3B005EBA47134AE39C41E7CE40F7BFF04FFD292F27704F04A7D
FDEF8CB0EEEC107ECED0027D2677373843EF32B72E7BE3847BEF121F710737C2093FF738C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product



                            whole
                              local
                                str "7915_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 7915 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 7915 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7915_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSM" } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "7915_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 7916" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7916" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {



                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil



                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7916 } ,
                descr {
                  title "Bat alphacoronavirus 7916 RNA-dependent RNA
 polymerase, partial cds" ,



                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F1704E35B38FDE538D72ADC2445179EC11E3899CF16FEE
C38BE950B9F1A0BEEC770E9AFFCDE017AEB104DEB8E61C4911941DEFFC137F4A7BCB9413C321FF
893232C19FB0C13E9B829DC49B2BEC61079CC8DB72EC8E2DFF3E38F1CEBCDF00247FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7916_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7916 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7916 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,



              seq {
                id {
                  local
                    str "7916_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHTTCCNTDERYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAHANSVFNIFQAVSANINRLLSIDSNACNNIGVKALQRRLYDNCYRSSSVDESFIDDYY
GYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7916_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7917" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,



                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,



                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7917 } ,
                descr {
                  title "Bat coronavirus HKU2 7917 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi2na '32273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF121F
DC181F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C329F
7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7917_1" ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 7917 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 7917 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7917_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id



                                local
                                  str "7917_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7918" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7918 } ,
                descr {
                  title "Bat coronavirus HKU2 7918 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE32273972CE31B39F9E53AF7E8DC246F13BEC484B8CAFF12
1FDC181F990BDF0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC13FF4A4BC9DC13C12
9F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38F'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7918_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 7918 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 7918 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7918_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVT
DFYNY
LKKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "7918_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7919" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {



                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,



                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,



                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7919 } ,
                descr {
                  title "Bat coronavirus HKU2 7919 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na 'E32273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF121
FDC181F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C329
F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE30'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7919_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7919 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7919 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7919_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTD
FYNYL
KKHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "7919_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7920" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {



                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7920 } ,
                descr {
                  title "Bat coronavirus HKU2 7920 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na 'E32273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF121
FDC181F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C329
F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "7920_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 7920 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 7920 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7920_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTD
FYNYL
KKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7920_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7923" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,



                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,



                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7923 } ,
                descr {
                  title "Bat coronavirus HKU2 7923 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {



                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BEC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C321F7
F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7923_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7923 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7923 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local



                    str "7923_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7923_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7926" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,



                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7926 } ,
                descr {
                  title "Bat coronavirus HKU2 7926 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 411 ,
                  seq-data
                    ncbi2na 'EE32273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF12
1FDC181F990BDF0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C12
9F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7926_1" ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  id 7926 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  id 7926 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7926_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 137 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVT
DFYNY
LKKHFSMMIQ" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 136 ,
                              id
                                local
                                  str "7926_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7927" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7927 } ,
                descr {
                  title "Bat coronavirus HKU2 7927 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BCC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C321F7
F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7927_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7927 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7927 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7927_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data



                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7927_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7928" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {



              seq {
                id {
                  local
                    id 7928 } ,
                descr {
                  title "Bat coronavirus HKU2 7928 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 411 ,
                  seq-data
                    ncbi2na '0EE32273972CE31B39F9E53AF7E8DC246F13BEC484B8CAFF1
21FDC181F990BDF0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC13FF4A4BC9DC13C1
29F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38F
4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7928_1" ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  id 7928 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 410 ,



                              strand plus ,
                              id
                                local
                                  id 7928 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7928_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVT
DFYNY
LKKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "7928_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7931" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7931 } ,
                descr {
                  title "Bat coronavirus HKU2 7931 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BEC4F50E8AFFCEC8158E91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C321F7
F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7931_1" ,



                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7931 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7931 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7931_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVEPDGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7931_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7933" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7933 } ,
                descr {
                  title "Bat coronavirus HKU2 7933 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 403 ,
                  seq-data
                    ncbi2na '2273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF121FD
C381F910BDF0E2BEC4F50E8AFDCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC33C329D7
F7BE32C3BBB043F33B4009F499DCDCE107BCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38F4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7933_1" ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 7933 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 7933 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7933_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTEF
YNYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7933_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7935" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7935 } ,
                descr {
                  title "Bat coronavirus HKU2 7935 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'B8C89CE5CB38C6CE7E79CEBDFA37091BC4EFB1212E32BFC48
7F70607E642F7C382FB93DC1A2BFF3B005EBA47134AE39C41E7CE40F7BFF04DFD292F27704F0CA
7DFDEF8CB0EEEC107ECED0027D2677373843EF32B72E7BE3847BEF121F710737C2093FF738E30'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7935_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 7935 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 7935 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7935_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTD
FYNYL
KKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7935_1" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 7936" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7936" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,



                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7936 } ,
                descr {
                  title "Bat alphacoronavirus 7936 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 403 ,
                  seq-data
                    ncbi2na '2247D70CE31B38CD2538F7EBD404EF07BEC79778CACF365FE
C38BE9D2BDF1E0B6D4F40EBAFDCCE017A6B1C7DEB8E51049F39C3DEEFC13FD427BCB9433C36CCF
A93C324313B0C17C7BC2DCC49B3BEC610FBCDB1F79EF877A7FB6117FCEBCDF28247FDCE38F4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7936_1" ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 7936 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 7936 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7936_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCTASDRYYRLCNELAQVLTEVVHSNGG



FYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSIQRMLYDNCYRTSAVDSGFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7936_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7937" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {



                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {



                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {



                id {
                  local
                    id 7937 } ,
                descr {
                  title "Bat coronavirus 1 7937 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE3224F970CE3DB38CD6538FFABD424E20FBEC50778DBCF32
1CE438BC9D0B9C1E2B2DCF70EBAFFCFC014AEB184DAB8E41869F3941DEEFC33FF424B4B9C13C36
4C7A9BC32431FB0C1F04BC08FE499DBECE10FBCD91C91EC85797FB211BFCE9C7C6404FDDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7937_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 7937 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id



                                local
                                  id 7937 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7937_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVD
TFYGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "7937_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {



                      {
                        subtype isolate ,
                        subname "7938" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7938 } ,
                descr {
                  title "Bat coronavirus HKU2 7938 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273972CE31B39F9E53AF7E8DC246F13BEC484BACAFF121FD
C181F990BDF0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC13FF4A4BC9DC13C129F7
F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7938_1" ,
                          location
                            int {



                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7938 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7938 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7938_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSGRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7938_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7939" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7939 } ,
                descr {
                  title "Bat coronavirus HKU2 7939 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 418 ,



                  seq-data
                    ncbi2na '3CD703B8C89CE5CB38C6CE7E79CEBDFA37091BC4EFB1212E3
2BFC487F70607E642F7C382FB93DC1A2BFF3B005EBA47134AE39C41E7CE40F7BFF04DFD292F277
04F0CA7DFDEF8CB0EEEC107ECED0027D2677373843EF32B72E7BE3847BEF121F710737C2093FF7
38E30'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7939_1" ,
                          location
                            int {
                              from 0 ,
                              to 417 ,
                              strand plus ,
                              id
                                local
                                  id 7939 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 417 ,
                              strand plus ,
                              id
                                local
                                  id 7939 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7939_1" } ,
                descr {



                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 138 ,
                  seq-data
                    ncbieaa "YPKCDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVV
HSNGGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDT
VVTDF
YNYLKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 137 ,
                              id
                                local
                                  str "7939_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7941" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7941 } ,
                descr {
                  title "Bat coronavirus HKU2 7941 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF121FD
C109F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C329F7
F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7941_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7941 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7941 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7941_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNKLAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7941_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7942" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7942 } ,
                descr {
                  title "Bat coronavirus HKU2 7942 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 419 ,
                  seq-data
                    ncbi2na '8F35C0EE32273972CE31B39F9E73AF7E8DC246F13BEC484B8
CAFF121FDC181F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9D
C13C329F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFD
CE38C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7942_1" ,
                          location
                            int {
                              from 0 ,
                              to 418 ,
                              strand plus ,
                              id
                                local
                                  id 7942 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 418 ,
                              strand plus ,
                              id
                                local
                                  id 7942 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7942_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 139 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEV
VHSNGGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDD



TVVTD
FYNYLKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 138 ,
                              id
                                local
                                  str "7942_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7944" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {



                  local
                    id 7944 } ,
                descr {
                  title "Bat coronavirus HKU2 7944 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi2na '2273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF121FD
C389F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C329F7
F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7944_1" ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 7944 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local



                                  id 7944 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7944_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "7944_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {



                        subtype isolate ,
                        subname "7946" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,



                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7946 } ,
                descr {
                  title "Bat coronavirus HKU2 7946 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE32273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF12
1FDC189F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C32
9F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7946_1" ,
                          location
                            int {



                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7946 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7946 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7946_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVT
DFYNY
LKKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "7946_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7948" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7948 } ,
                descr {
                  title "Bat coronavirus HKU2 7948 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,



                  seq-data
                    ncbi2na 'EE32273972CE35939F9E73AF7E8D024EF13BEC484B8CAFF12
1FDC381F910BDF0E2BCC4F50E8AFFCEC015AE91C4D2B8E71079F3901DEDFC33FD4A4BC9DC13C32
1F7F7BE32C3BBB043F33B0009F499DCDCE30FBCC8DCB9EF8E10EFBC483FCC1CDF0824FDDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7948_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7948 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7948 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7948_1" } ,
                descr {



                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
EFYNY
LKKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "7948_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7949" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7949 } ,
                descr {
                  title "Bat coronavirus HKU2 7949 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 381 ,
                  seq-data
                    ncbi2na 'B39F9E53AF7E8DC246F13BEC484B8CAFF121FDC181F990BDF
0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC13FF4A4BC9DC13C129F7F7BE32C3BBB
041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38F40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7949_1" ,
                          location
                            int {
                              from 0 ,
                              to 380 ,
                              strand plus ,
                              id
                                local
                                  id 7949 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 380 ,
                              strand plus ,
                              id
                                local
                                  id 7949 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7949_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,
                  seq-data
                    ncbieaa "MLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGFYVKPGGT
TSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDFYNYLKKHF
SMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id
                                local
                                  str "7949_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7953" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7953 } ,
                descr {
                  title "Bat coronavirus HKU2 7953 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 403 ,
                  seq-data
                    ncbi2na '2273972CE31939F9E73AF7E8DC246F13BEC484B8CAF7121FD
C181F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC13FF4A4BC9DC13C329F7
F7BE32C3BBB041FB1B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38F4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7953_1" ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 7953 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 7953 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7953_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSMMI" } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7953_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7955" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,



                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,



                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7955 } ,



                descr {
                  title "Bat coronavirus 1 7955 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F970CE3DB38CD6538FFABD424E20FBEC50778DBCF321CE
438BC9D0BBC1E2B2DCF70EBAFFCFC014AEB184DAB8E41869F3941DEEF4137F424B4B9C13C364CF
ABBC32431FB0C1F84BC08FE499DBECE30FBCD91CB1EC85797FB211BFCE9C7C6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7955_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7955 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7955 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7955_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7955_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7956" } ,



                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {



                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7956 } ,
                descr {
                  title "Bat coronavirus HKU2 7956 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na 'EE32273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF12
1FDC181F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C32
9F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7956_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,



                              id
                                local
                                  id 7956 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 7956 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7956_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVT
DFYNY
LKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "7956_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7959" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7959 } ,
                descr {
                  title "Bat coronavirus HKU2 7959 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na 'E32273972CE31B39F9E73AF7E8DC246F13BEC484B8CAFF121
FDC181F990BDF0E0BEE4F7068AFFCEC017AE91C4D2B8E71079F3903DEFFC137F4A4BC9DC13C329



F7F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7959_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 7959 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 7959 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7959_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTD
FYNYL
KKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7959_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7960-1" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {



                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {



                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date



                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "7960-1" } ,
                descr {
                  title "Bat coronavirus HKU2 7960-1 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273972CE31B39F9E53AF7E8DC246F13BEC484B8CAFF121FD
C181F990BDF0E2BEE4F70E8AFFCEC017AE91C4D2B8E71079F3903DEFFC13FF4A4BC9DC13C129F7
F7BE32C3BBB041FB3B4009F499DCDCE10FBCCADCB9EF8E11EFBC487DC41CDF0824FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7960-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7960-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7960-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7960-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDF
YNYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7960-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {



              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 7960-2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7960-2" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {



                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data



                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "7960-2" } ,
                descr {
                  title "Bat alphacoronavirus 7960-2 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F1504E3DB38DD2538FFABD404C417BEC11E389BCF123EE
C381F9D0BFC122BEDCF50E9ABFCDC097AEB1C7DEB8E4104933901DEFFC137F427B4B9C13C12BC7
F73632C1BBB0C3BCBB409DE4888BECE107BC4ADB6A4C8E327F3E30B3CFBC7C6C047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "7960-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7960-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7960-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7960-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHTTCCNTDERYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRLLSIDSNVCNNVSVKALQRELYDNCYRSSGIDDSFIDKYY
CYLR
KHFSMMI" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7960-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7961" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7961 } ,
                descr {
                  title "Bat coronavirus 1 7961 RNA-dependent RNA polymerase,



 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE3224F970CE3DB38CD6538FFABD424E20FBEC50778DBCF32
1CEC38BC9D0B9C1E2B2DCF70EBAFFCFC014AEB184DAB8E41869F3941DEEFC13FF424B4B9C13C36
CC7A9BC32431FB0C1F04BC08FE499DBECE30FBCD91C91EE85797FB2117FCEBC7C6404FDDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7961_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7961 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7961 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7961_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVD
TFYGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "7961_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7962" } ,
                      {



                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name



                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7962 } ,
                descr {
                  title "Bat coronavirus HKU2 7962 RNA-dependent RNA
 polymerase, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 404 ,
                  seq-data
                    ncbi2na '8C89CE5CB38C6CE7E79CEBDFA37091BC4EFB1212E32BFC487
F70607E642F7C382FB93DC1A2BFF3B005EBA47134AE39C41E7CE40F7BFF04DFD292F27704F0CA7
DFDEF8CB0EEEC107ECED0027D2677373843EF32B72E7BE3847BEF121F710737C2093FF738E3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7962_1" ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id



                                local
                                  id 7962 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  id 7962 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7962_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTD
FYNYL
KKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 133 ,
                              id
                                local
                                  str "7962_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7964" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,



                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,



                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7964 } ,
                descr {
                  title "Bat coronavirus 1 7964 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE3224F970CE3DB38CD6538FFABDC24E20FBEC50778DBCF32
1CEC38BC9D0B9C1E2B2DCF70EBAFFCFC014AEB1C4DAB8E41869F3941DEEFC137F424B4B9C13C36
4CFA9BC32431FB0C1F84BC08FE499DBECE10FBCD91C91EC85797FB211FFCEBC7C6404FDDCE38F4



0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7964_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7964 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 7964 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7964_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVD
TFYGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "7964_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7965" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {



                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {



                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date



                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7965 } ,
                descr {
                  title "Bat coronavirus 1 7965 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F970CE35B38CD6538FFABDC24E00FBEC707485BCF321CE
418BE912B9C162BADCF70E9AFFCFC014AEB184DAB8E41869F3943D2EFC137F724B4B9C13C364FF
A9BC32431F90C1F84BC02FE499DFECE10FBCD91C91EE85797FB2113FCEBC7C6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7965_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7965 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7965 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7965_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFLAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7965_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {



              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7966" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,



                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,



                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 8 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7966 } ,
                descr {
                  title "Bat coronavirus 1 7966 RNA-dependent RNA polymerase,
 partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na 'B8C893E5C338F64E33594E3FEAF5093883EFB141DE36F3CC8
7390E2F2742E70782CB73DC3AEBFF3F0052BAC6136AE39061A7CE5075BBF0CDFD092F2E704F0D9
31EA4F0C90C7EC307C12F023F92676FB3843EF36472C7BA15E5FEC846FF3AF3F19013F7738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,



                          product
                            whole
                              local
                                str "7966_1" ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 7966 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 7966 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7966_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNG
GFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDTF
YGYL
RKHFSMMI" } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "7966_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } } } } }

------=_Part_101880_1662900821.1565687492994
Content-Type: application/octet-stream; name="Alpha CoV batch 3.sqn"
Content-Transfer-Encoding: base64
Content-Disposition: attachment; filename="Alpha CoV batch 3.sqn"

Seq-submit ::= {
  sub {
    contact {
      contact {
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            last "Hu" ,
            first "Ben" ,
            initials "B." } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            email "huben@wh.iov.cn" ,
            phone "86-27-87197311" ,
            postal-code "430071" } } } ,
    cit {
      authors {
        names
          std {
            {
              name
                name {
                  last "Latinne" ,
                  first "Alice" ,
                  initials "A." } } ,



            {
              name
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                  first "Ben" ,
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                  first "Guangjian" ,
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            {
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                  initials "B." } } ,
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                  first "Wei" ,
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            {
              name
                name {
                  last "Shi" ,
                  first "Zhengli" ,
                  initials "Z." } } ,
            {
              name
                name {
                  last "Daszak" ,
                  first "Peter" ,
                  initials "P." } } } ,



        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            postal-code "430071" } } ,
      date
        std {
          year 2019 ,
          month 8 ,
          day 9 } } ,
    hup TRUE ,
    reldate
      std {
        year 2020 ,
        month 12 ,
        day 31 } ,
    subtype new ,
    tool "Sequin 15.10 - MS WINDOWS VISTA" } ,
  data
    entrys {
      set {
        class genbank ,
        seq-set {
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141208" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {



                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,



                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,



                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141208 } ,
                descr {
                  title "Bat coronavirus HKU6 141208 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 369 ,
                  seq-data
                    ncbi2na '224F170CE3C838FD6738FFABDC246D1B9EC79CB84AFF321DE
C38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEDFC13FF4A4BCB9C3B412BE7
EBBE32411390437E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3E80'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141208_1" ,
                          location
                            int {
                              from 0 ,
                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 141208 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 141208 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141208_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE
YW" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141208_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141217" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis pilosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141217 } ,
                descr {
                  title "Bat coronavirus 1 141217 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C893E5C338F6CE33594E3FEAF7093883EFB1C1DE16F1CC
8739062FA742E7058ACB73DC3A6BFF3F0052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0D
B3FEA6F0C90C7EC307C12F00BF92677FB3843EF36472C7BA15E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141217_1" ,



                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 141217 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 141217 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141217_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141217_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141218" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,



                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141218 } ,
                descr {
                  title "Bat coronavirus 1 141218 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,



                  length 369 ,
                  seq-data
                    ncbi2na '3B8C893E5C338F6CE33594E3FEAF7093883EFB1C1DE16F1CC
8739062FA742E7058ACB73DC3A6BFF3F0052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0D
B3FEA6F0C90C7EC307C12F00BF92677FB3843EF36472C7BA15E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141218_1" ,
                          location
                            int {
                              from 0 ,
                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 141218 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 141218 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141218_1" } ,
                descr {



                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141218_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141219" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,



                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,



                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141219 } ,
                descr {
                  title "Bat coronavirus 1 141219 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 372 ,
                  seq-data
                    ncbi2na 'E3224F970CE3DB38CDE538FFABDC24E20FBEC707785BC7321
CE418BE9D0B9C122B2DCF70E9AFFCFC014AEB184DAB8E41869F3943D2EFC337F424BCB9C13C364
FFA9BC32431FB0C1F84BC02FE499DFECE10FBCD91CB1EE85797FB2113F3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141219_1" ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 141219 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 141219 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141219_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNG
GFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTF
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141219_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141224" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis pilosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141224 } ,
                descr {
                  title "Bat coronavirus HKU6 141224 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 374 ,
                  seq-data
                    ncbi2na 'EE3224F170CE3C838FD6738DFABDC246D139EC79CB84AFF32
1DEC38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEDFC13FD4A4BCB9C3B412
BE7EBBE32411390437E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3E0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141224_1" ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 141224 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 141224 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141224_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFV
DEY" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "141224_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141227" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141227 } ,
                descr {
                  title "Bat coronavirus HKU6 141227 RNA-dependent RNA



 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na '03B8C893E5C338F20E3F59CE3FEAF7093B47EFB1E72E12BDC
C8777062FA542F7048AF373DC3AEBFF17405E8AC4177AE39471E5C650F7BBF0CFFD29EF2E50EF0
CAF9FAEF8C9040E4105C82F090F126C27F38F9E712B4DC3BE3948'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141227_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 141227 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 141227 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141227_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYS
NGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNKCNNLEVKQLQRKLYDCCYRSSNVDA" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "141227_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141228" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,



                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,



                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141228 } ,
                descr {
                  title "Bat coronavirus 512 141228 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC24EF079ECBDC98CAC7123EE
C181C910BFC1203AFCF606BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF
8BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F64047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141228_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141228 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141228 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141228_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id



                                local
                                  str "141228_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141230" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis pilosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141230 } ,
                descr {
                  title "Bat coronavirus HKU6 141230 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '226F1704E3C838FD6738DFABDC04ED1F9EC79CB84AFF321DD
C189C950B3C1A2B4FCF70EBABFC5D017A2B1C7DEB8E71C59B3941D6EFC13FF4A7BCB9C3BC323E7
6BBE32C11B1041F20B4243C49B09FCE3E79C4AD378EF8E72FFB238B3F6BCDC6C24FFDCE38F0'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141230_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141230 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141230 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141230_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTYNNLEVKQLQRKLYDCCYRSSDVDASFVDE
YFGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "141230_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141231" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {



                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,



                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,



                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141231 } ,
                descr {
                  title "Bat coronavirus HKU6 141231 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F170CE3C838FD6738FFABDC246D1B9EC79CB84AFF321DE
C38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEDFC13FF4A4BCB9C3B412BE7
EBBE32411390437E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3FE9CDC6C24FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141231_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141231 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141231 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141231_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE
YFGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "141231_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141233" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {



                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141233 } ,
                descr {
                  title "Bat coronavirus 1 141233 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 372 ,
                  seq-data
                    ncbi2na '03B8C89FE5C338F6CE33594E3FEAF7093803EFB1C1DE16F3C
C8F3B062FA442E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF0CDFD092F2E704F0
D93FEA6F0C90C7E4307E12F022F90674FB3843EF36472C7BE15E5FEC846'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "141233_1" ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 141233 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 141233 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141233_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYS
NGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFV
DT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "141233_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141234" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141234 } ,
                descr {
                  title "Bat coronavirus 1 141234 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 375 ,
                  seq-data
                    ncbi2na '0EE3224F970CE3DB38CDE538FFABDC24E20FBEC707785BC73
21CE418BE9D0B9C162B2DCF70E9AFFCFC014AEB184DAB8E41869F3941D2EFC337F424BCB9C13C3
64FFA9BC32431FB0C1F84BC02FE499DFECE10FBCD91CB1EE85797FB2113F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141234_1" ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 141234 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 141234 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141234_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
F" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "141234_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141240" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141240 } ,
                descr {
                  title "Bat coronavirus HKU6 141240 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 347 ,
                  seq-data
                    ncbi2na 'EE3224F970CE3C838FD6738FFABDC24ED1FBEC79CB84AF732
1DDC18BE950BDC122BCDCF70EBAFFC5D017A2B105DEB8E51C7971943DEEFC33FF4A7BCB943BC32
BE7EBBE3241039041720BC243C49B09FCE3E79C4AD370EC'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141240_1" ,
                          location
                            int {
                              from 0 ,
                              to 346 ,
                              strand plus ,
                              id
                                local
                                  id 141240 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 346 ,
                              strand plus ,
                              id
                                local
                                  id 141240 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141240_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 116 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNKCNNLEVKQLQRKLYDCCYRSSNV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 115 ,
                              id
                                local
                                  str "141240_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141252" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis chinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141252 } ,
                descr {
                  title "Bat coronavirus HKU6 141252 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 375 ,
                  seq-data
                    ncbi2na '03B8C895C5C338F20E3779CE37EAF7013B44E7B1E72E32BFC
C873B0E2FA542FF0482D373DC3AEBF737C056BAC7135AE3947164CE50F7B7F04DF529EF2E70ED0
CAF9FAEF8CB044E410DD82D090F126C27F38F9E71234DC3BE39CBFEC8E2C4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141252_1" ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 141252 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 141252 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141252_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYS
NGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASF
VDEY" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "141252_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141253" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141253 } ,
                descr {
                  title "Bat coronavirus HKU6 141253 RNA-dependent RNA



 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F170CE3C838FD6738FFABDC246D139EC79CB84AFF321DE
C38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEDFC13FD4A4BCB9C3B412BE7
EBBE32411790437E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3FE9CDC6C24FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141253_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141253 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141253 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141253_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE
YFGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "141253_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141255" } ,
                      {
                        subtype nat-host ,



                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141255 } ,
                descr {
                  title "Bat coronavirus 1 141255 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 371 ,
                  seq-data
                    ncbi2na '0EE3224F970CE35B38CD6538FFABDC24E20FBEC707785BCF3
21CE418BE9D0B9C162BADCF70E9AFFCDC014AEB184DAB8E41869F3943D2EFC337F424BCB9C13C3
64FFA9BC32431F90C1F84BC02FE499DFECE10FBCD91CB1EE85797FB2110'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141255_1" ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local



                                  id 141255 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 141255 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141255_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id



                                local
                                  str "141255_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141256" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141256 } ,
                descr {
                  title "Bat coronavirus HKU8 141256 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '0EE3224F9504E3DB38FDE738FFABDC24EF0FBEC50F48DBCF3
21DEC389F910BDF1E0BEDCF706BAFDCCE017AEB1C4DEB8E51C49F39C3DEFF4133D4A5BCB9C3341
28FFAB3C32C317B0C37E7BC2DFC49B39FCE10FBCC82F59ED857AFFBE310'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141256_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 141256 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 141256 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141256_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLAVKSLQRMLYDNCYRSSAVDPGFVD
T" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141256_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141258" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,



            seq-set {
              seq {
                id {
                  local
                    id 141258 } ,
                descr {
                  title "Bat coronavirus HKU8 141258 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,
                  seq-data
                    ncbi2na '224F9504E3DB38FDE738FFABDC24EF07BEC50F48DBCF321DE
C389F910BDF1E0BEDCF70E9A7DCCE017AEB1C4DEB8651C49739C3DEDF4133D4A7BCB9C33C128FF
AB3C32C317B0C37E7BC2DFC49B39FCE10FBCC82F59ED857AFFBE0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141258_1" ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 141258 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 357 ,



                              strand plus ,
                              id
                                local
                                  id 141258 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141258_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLAVKSLQRMLYDNCYRSSAVDPGFV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "141258_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {



                      {
                        subtype isolate ,
                        subname "141260" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141260 } ,
                descr {
                  title "Bat coronavirus HKU8 141260 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 364 ,
                  seq-data
                    ncbi2na 'EE3224F9504E3DB38FDE738FFABDC24EF07BEC50F48DBCF32
1DEC389F910BDF1E0BEDCF70E9A7DCCE017AEB1C4DEB8651C49739C3DEDF4133D4A7BCB9C33C12
8FFAB3C32C317B0C37E7BC2DFC49B39FCE10FBCC82F59ED857AFFBE'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141260_1" ,
                          location
                            int {



                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 141260 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 141260 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141260_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLAVKSLQRMLYDNCYRSSAVDPGFV" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "141260_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141261" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141261 } ,
                descr {
                  title "Bat coronavirus 1 141261 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data



                    ncbi2na '224F970CE35B38CD6538FFABDC24E20FBEC707785BCF121CE
418BE9D0BBC1E2B2DCF70E9AFFCDC014AEB184DAB8E41869F3943D2EFC337F424B4B9C13C364FF
A9BC32431F90C1F04BC02FE499DFECE10FBCD91CB1EE85797FB2113FCEBCFC6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141261_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141261 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141261 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141261_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "141261_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141262-1" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "141262-1" } ,
                descr {
                  title "Bat coronavirus HKU8 141262-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F9504E3DB38FDE738FFABDC24EF0FBEC50F48DBCF321DE
C389F910BDF1E0BEDCF706BAFDC4E017AEB1C4DEB8E51C49F39C3DEFF4133D4A5BCB9C334128FF
AB3C32C317B0C37E7BC2DFC49B39FCE10FBCC82F59ED857AFFBE31FFC69C7E6824FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141262-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "141262-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "141262-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141262-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLAVKSLQRMLYDNCYRSSAVDPGFVDTF
YGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "141262-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141262-2" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "141262-2" } ,
                descr {
                  title "Bat coronavirus 1 141262-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F970CE3DB38CD6538FFABDC24E20FBEC707785BC7321CE
418BE9D0B9C1E2BADCF70E9AFFCDC014AEB184DAB8E41869F3943D2EFC337F424B4B9C13C364FF
A9BC32431F90C1F84BC02FE499DFECE10FBCD91CB1EE85797FB2113FCEBC7C6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141262-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "141262-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "141262-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141262-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "141262-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141267" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,



                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,



                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141267 } ,
                descr {



                  title "Bat coronavirus 1 141267 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 369 ,
                  seq-data
                    ncbi2na '03B8C891E5C338D6CE33594E3FEAF7093803EFB141DE16F3C
48739062FA742E7078AEB73DC3A6BFF3F0052BAC6136AE39061A7CE50F4BBF0CFFD092D2E704F0
D93FEA6F0C90C7E4307C12F00BF926F7FB3843EF36472C7BA15E5FEC840'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141267_1" ,
                          location
                            int {
                              from 0 ,
                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 141267 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 141267 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141267_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYS
NGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFV
D" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141267_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141278" } ,
                      {
                        subtype nat-host ,



                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141278 } ,
                descr {
                  title "Bat coronavirus 1 141278 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,
                  seq-data
                    ncbi2na '94E3FEAF7093883EFB1C1DE16F3CC8739062F2742E7078ACB
73DC3A6BFF3F0052BAC6136AE39061A7CE50F4BBF0CFFD092D2E704F0D93FEA6F0C90C7E4307E1
2F00BF92677FB3843EF36472C7BA15E5FEC844FF3AF3F19013F70'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141278_1" ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local



                                  id 141278 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 141278 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141278_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "AMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGFYLKPGGTTSG
DATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFYGYLRKHF" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local



                                  str "141278_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141281" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {



                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141281 } ,
                descr {
                  title "Bat coronavirus 1 141281 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na 'FEAF7093883EFB1C1DE16F3CC873B062FA742E70782CB73DC
3AEBFF170052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0D93FEA6F0C90C7E4307E12F00
BF92677FB3843EF36472C7B215E5FEC844FF3AF1F19013F7738E3'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141281_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 141281 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 141281 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141281_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,



                  seq-data
                    ncbieaa "LGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGFYLKPGGTTSGDAT
TAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFYGYLRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "141281_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141282" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {



                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {



                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {



                id {
                  local
                    id 141282 } ,
                descr {
                  title "Bat coronavirus 1 141282 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 362 ,
                  seq-data
                    ncbi2na '8FFABDC24620FBEC707785BC7321CE418BE9D0B9C162B2DCF
70E9AFFCFC014AEB184DAB8E41869F3943D2EFC33FF424B4B9C13C364DFA9BC32431F90C1F84BC
02FE499DFECE10FBCD91CB1EE85797FB2113FCEBC7C6404FDDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141282_1" ,
                          location
                            int {
                              from 0 ,
                              to 361 ,
                              strand plus ,
                              id
                                local
                                  id 141282 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 361 ,
                              strand plus ,
                              id



                                local
                                  id 141282 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141282_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "ILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGFYLKPGGTTSGDA
TTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFYGYLRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "141282_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "141286" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141286 } ,
                descr {
                  title "Bat coronavirus HKU8 141286 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na '9CE3FEAF7093BC1EFB143D236F3CC877B0E27E442F7C782FB
73DC3A69F733805EBAC7137AE1947125CE70F7B7D04CF529EF2E70CF04A3FEACF0CB0C5EC30DF9
EF0B7F126CE7F3843EF320BD67B615EBFEF8C5FF1A71F9A093F7738E0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141286_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,



                              strand plus ,
                              id
                                local
                                  id 141286 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 141286 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141286_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "AMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSNGGFYMKPGGTTSG
DATTAYANSVFNIFQAVSANINRILGINSNTCNNLAVKSLQRMLYDNCYRSSAVDPGFVDTFYGYLRKHFSMM
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "141286_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141288" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141288 } ,
                descr {
                  title "Bat coronavirus 1 141288 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 365 ,
                  seq-data
                    ncbi2na '38FFABDC24E20FBEC707785BCF321CEC18BE9D0B9C1E0B2DC
F70EBAFFC5C014AEB184DAB8E41869F3943D2EFC337F424B499C13C364FFA9BC32431F90C1F84B



C02FE499DFECE10FBCD91CB1EC85797FB2113FCEBC7C6404FDDCE38C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141288_1" ,
                          location
                            int {
                              from 0 ,
                              to 364 ,
                              strand plus ,
                              id
                                local
                                  id 141288 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 364 ,
                              strand plus ,
                              id
                                local
                                  id 141288 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141288_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGFYLKPGGTTSGD
ATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFYGYLRKHFSMM" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "141288_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141289" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name



                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141289 } ,
                descr {
                  title "Bat coronavirus 1 141289 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 373 ,
                  seq-data
                    ncbi2na '3B8C893E5C338D6CE33594E3FEAF7093883EFB1C1DE16F1CC
873B062FA742E7058ACB73DC3A6BFF3F0052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0D
93FEA6F0C90C7E4307C12F00BF92677FB38C3EF36472C7BA15E5FEC844FC0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141289_1" ,
                          location
                            int {
                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 141289 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 141289 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141289_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
F" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "141289_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,



                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141290" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,



                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label



                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141290 } ,
                descr {
                  title "Bat coronavirus 1 141290 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na 'EE3224F970CE3DB38CD6538FFABDC24E20FBEC707785BCF32
1CEC18BE9D0B9C1E2B2DCF70E9AFFC7C014AEB186DAB8E41869F3943D2EFC137F424B4B9C13C36
4FFA9BC32431F90C1F04BC02FE499DFECE10FBCD91CB1EE85797FB21130'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole



                              local
                                str "141290_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 141290 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 141290 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141290_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141290_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141293" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,



                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,



                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141293 } ,
                descr {
                  title "Bat coronavirus 1 141293 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {



                  repr raw ,
                  mol rna ,
                  length 372 ,
                  seq-data
                    ncbi2na '03B8C893E5C338F6CE33594E3FEAF7093883EFB1C1DE16F3C
C8739062FA742E7078ACB73DC3A6BFF170052BAC6136AE39061A7CE50F4BBF0CFFD092F2E704F0
D93FEA6F0C9047EC307E12F00BF92677FB3843EF36472C7BA15E5FEC844'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141293_1" ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 141293 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 141293 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local



                    str "141293_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYS
NGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFV
DT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "141293_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141295" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141295 } ,
                descr {
                  title "Bat coronavirus HKU6 141295 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 376 ,
                  seq-data
                    ncbi2na 'EE3224F170CE3C838FD6738DFABDC246D139EC79CB84AFF32
1DEC38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEDFC13FD4A4BCB9C3B412
BE7EBBE32411390437E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3E9'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141295_1" ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 141295 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 141295 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141295_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFV
DEYW" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "141295_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141298" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141298 } ,
                descr {
                  title "Bat coronavirus 1 141298 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 363 ,
                  seq-data
                    ncbi2na 'EE3224F970CE35B38CD6538FFABDC24E20FBEC707785BC732
1CEC18BE9D0B9C162B2DCF70E9AFFCFC014AEB184DAB8E41869F3943D2EFC337F424B4B9C13C36
4FFA9BC32431F90C1F04BC02FE499DFECE30FBCD91CB1EE85797FB0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {



                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141298_1" ,
                          location
                            int {
                              from 0 ,
                              to 362 ,
                              strand plus ,
                              id
                                local
                                  id 141298 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 362 ,
                              strand plus ,
                              id
                                local
                                  id 141298 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141298_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFV" } 
,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "141298_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141304" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,



                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,



                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141304 } ,



                descr {
                  title "Bat coronavirus HKU6 141304 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 353 ,
                  seq-data
                    ncbi2na '0EE3224F170CE3C838FD6738DFABDC246D139EC79CB84AFF3
21DEC38BE9D0B7E122BCDCF70EBAFDC5F017AEB1C7DEB8E71C7931943DEDFC13FF4A4BCB9C3B41
2BE7EBBE32411390437E0B4243C49B09FCE3E79C48D372EF8C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141304_1" ,
                          location
                            int {
                              from 0 ,
                              to 352 ,
                              strand plus ,
                              id
                                local
                                  id 141304 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 352 ,
                              strand plus ,
                              id
                                local
                                  id 141304 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141304_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 117 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 116 ,
                              id
                                local
                                  str "141304_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141310" } ,
                      {
                        subtype nat-host ,



                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 9 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 9 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141310 } ,
                descr {
                  title "Bat coronavirus HKU6 141310 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 374 ,
                  seq-data
                    ncbi2na 'E3224F170CE3C838FD6738DFABDC246D139EC79CB84AFF321
DEC38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEDFC13FD4A4BCB9C3B412B
E7EBBE32411390437E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3390'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141310_1" ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local



                                  id 141310 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 141310 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141310_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNG
GFYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVD
EYM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id



                                local
                                  str "141310_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } } } } }
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            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            email "huben@wh.iov.cn" ,
            phone "86-27-87197311" ,
            postal-code "430071" } } } ,
    cit {
      authors {
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            {
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                  first "Zhengli" ,
                  initials "Z." } } ,
            {
              name
                name {
                  last "Daszak" ,
                  first "Peter" ,
                  initials "P." } } } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            postal-code "430071" } } ,
      date
        std {
          year 2019 ,



          month 8 ,
          day 11 } } ,
    hup TRUE ,
    reldate
      std {
        year 2020 ,
        month 12 ,
        day 31 } ,
    subtype new ,
    tool "Sequin 15.10 - MS WINDOWS VISTA" } ,
  data
    entrys {
      set {
        class genbank ,
        seq-set {
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141312" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
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                                initials "B." } } ,
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                            name
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                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
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                              name {
                                last "Zhang" ,
                                first "Libiao" ,
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                          {
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                              name {
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                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
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                              name {
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                                first "Bei" ,
                                initials "B." } } ,
                          {
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                                first "Wei" ,
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                                initials "Z." } } ,
                          {
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                                last "Daszak" ,
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                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,



                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
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                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141312 } ,
                descr {
                  title "Bat coronavirus 1 141312 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {



                  repr raw ,
                  mol rna ,
                  length 371 ,
                  seq-data
                    ncbi2na '03B8C893E5C338D6CE33594E3FEAF7093883EFB1C3DE16F1C
C8739062FA742E7058ACB73DC3AEBFF3F0052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0
D93FEA6F0C90C7E4307C12F00BF92677FB3843EF36472C7BA15E5FEC844'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141312_1" ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 141312 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 141312 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local



                    str "141312_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYS
NGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFV
DT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "141312_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141314" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
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                              name {
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                          {
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                                last "Hu" ,
                                first "Ben" ,
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                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141314 } ,
                descr {
                  title "Bat coronavirus HKU8 141314 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 362 ,
                  seq-data
                    ncbi2na '224F9504E3DB38FDE738FFABDC24EF07BEC50F48DBCF321DE
C389F910BDF1E0BEDCF70E9AFDCCE017A6B1C4DEB8651C69739C3DEDF4133D4A7BCB9C33C128FF
AB3C32C317B0C37E7BC2D7C49B39FCE10FBCC82F79EF857AFFB6310'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141314_1" ,
                          location
                            int {
                              from 0 ,
                              to 361 ,
                              strand plus ,
                              id
                                local
                                  id 141314 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 361 ,
                              strand plus ,
                              id
                                local
                                  id 141314 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141314_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLAVKSLQRMLYDNCYRSSAVDPGFVDT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "141314_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141315" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141315 } ,
                descr {
                  title "Bat coronavirus 1 141315 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 371 ,
                  seq-data
                    ncbi2na 'B8C89FE5C338F6CE33594E3FEAFF093803EFB1C1DE16F3CC8
F3B062FA442E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF0CDFD092D2E704F0D9
3FEA6F0490C7E4307E12F022F90674FB3843EF36472C7BE15E5FEC846FC'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {



                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141315_1" ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 141315 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 141315 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141315_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGFKHENCCTNSDRYYRLCNELAQVLTEVVYSNG
GFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVDTF
" } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141315_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141317" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,



                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,



                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141317 } ,



                descr {
                  title "Bat coronavirus 1 141317 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 372 ,
                  seq-data
                    ncbi2na '03B8C893E5C338D6CE33594E3FEAF7093883EFB1C1DE16F3C
C873B062FA742E7078AEB73DC3A6BFF170052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0
D93FEA6F0C90C7E4307E12F00BF92677FB3843EF36472C7BA15E5FEC844'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141317_1" ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 141317 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 141317 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141317_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYS
NGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFV
DT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "141317_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141318" } ,
                      {



                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name



                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141318 } ,
                descr {
                  title "Bat coronavirus 1 141318 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 371 ,
                  seq-data
                    ncbi2na '03B8C893E5C338D6CE33590E3FEAF7091883EFB1C1DE16F1C
C8739062FA742E7058ACB73DC3AEBFF3F0052BAC6136AE39061A7CE50F4BBF0CFFD092D2E704F0
D93FEA6F0C90C7E4307E12F00BF92677FB3843EF36472C7BA15E5FEC844'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141318_1" ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id



                                local
                                  id 141318 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 141318 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141318_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYS
NGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFV
DT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,



                              id
                                local
                                  str "141318_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141319" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
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                            name
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                                last "Latinne" ,
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                                initials "A." } } ,
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                                initials "B." } } ,
                          {
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                                last "Zhu" ,
                                first "Guangjian" ,
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                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
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                          {
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                              name {
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                                first "Zhengli" ,
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                          {
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                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat



 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141319 } ,
                descr {
                  title "Bat coronavirus HKU8 141319 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 379 ,
                  seq-data
                    ncbi2na '03B8C893E54138F6CE3F79CE3FEAF7093BC1EFB143D236F3C
C877B0E27E442F7C782FB73DC3A69F733805EBAC7137AE1947125CE70F7B7D04CF529EF2E70CF0
4A3FEACF0CB0C5EC30DF9EF0B5F126CE7F3843EF320BDE7BE15EBFEF8C7FC64'H } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141319_1" ,
                          location
                            int {
                              from 0 ,
                              to 378 ,
                              strand plus ,
                              id
                                local
                                  id 141319 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 378 ,
                              strand plus ,
                              id
                                local
                                  id 141319 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141319_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,



                  mol aa ,
                  length 126 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYS
NGGFYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLAVKSLQRMLYDNCYRSSAVDPGFV
DTFT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id
                                local
                                  str "141319_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141320" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
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 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
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                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,



                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141320 } ,
                descr {
                  title "Bat coronavirus 1 141320 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 368 ,
                  seq-data
                    ncbi2na 'EE3224F970CE35B38CD6538FFABDC24E20FBEC707785BCF32
1CE418BE9D0B9C1E2BADCF70E8AFFC5C014AEB184DAB8E41869F3943D2EFC337F424B4B9C13C36
4FFA9BC32431F90C1F84BC02FE499DFECE10FBCD91CB1EE85797FB211'H } ,
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                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
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                                str "141320_1" ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
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                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
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                              strand plus ,
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                                local
                                  id 141320 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
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                  local
                    str "141320_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
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                        {
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                                "RNA-dependent RNA polymerase" } } ,
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                            int {
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                                  str "141320_1" ,
                              fuzz-from
                                lim lt ,
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                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
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                    mod {
                      {
                        subtype isolate ,
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                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
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                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
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                    cit "Unpublished" ,
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                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
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                                initials "G." } } ,
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                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141321 } ,
                descr {
                  title "Bat coronavirus 1 141321 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 368 ,
                  seq-data
                    ncbi2na '3B8C89FE5C338F6CE33594E3FEAF7013803EFB1C1DE16F3CC
873B0E2FA742E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF04DFD092F2E704F0D
B3FEA6F0C90C7E4307E12F022F90674FB38C3EF36472C7BE15E5FEC84'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141321_1" ,



                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 141321 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 141321 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141321_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVD" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "141321_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141355" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,



                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141355 } ,
                descr {
                  title "Bat coronavirus 1 141355 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,



                  length 369 ,
                  seq-data
                    ncbi2na '03B8C891E5C338D6CE33594E3FEAF7093803EFB141DE16F3C
48739062FA742E7078AEB73DC3A6BFF3F0052BAC6136AE39061A7CE50F4BBF0CFFD092D2E704F0
D93FEA6F0C90C7E4307C12F00BF926F7FB3843EF36472C7BA15E5FEC840'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141355_1" ,
                          location
                            int {
                              from 0 ,
                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 141355 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 141355 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141355_1" } ,
                descr {



                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYS
NGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFV
D" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141355_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141391" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,



                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,



                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141391 } ,
                descr {
                  title "Bat coronavirus HKU10 141391 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 378 ,
                  seq-data
                    ncbi2na '0EE3224F9704E31938DDE738C7EBD4044413BEC71E3808CF3
6FEE438BE950BBC122BEECF70EBAFFCFF017AEB1C5D2B8E7DC49739C1D2DFC13FD4A4B4BDC13C1
23EF87361243BFB0C3BCBB401DE4088BECE1079C4AD342ED86043D323033CE0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141391_1" ,
                          location
                            int {
                              from 0 ,
                              to 377 ,
                              strand plus ,
                              id
                                local
                                  id 141391 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 377 ,
                              strand plus ,
                              id
                                local
                                  id 141391 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141391_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQFIDK
YY" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "141391_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141392" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141392 } ,
                descr {
                  title "Bat coronavirus HKU10 141392 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 379 ,
                  seq-data
                    ncbi2na '0EE3224F9704E31938DDE738C7EBD4044413BEC71E3808CF3
6FEE438BE950BBC122BEECF70EBAFFCFF017AEB1C5D2B8E7DC49739C1D2DFC13FD4A4B4BDC13C1
23EF87361243BFB0C3BCBB401DE4088BECE1079C4AD342ED86043D323033CE4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141392_1" ,
                          location
                            int {
                              from 0 ,
                              to 378 ,
                              strand plus ,
                              id
                                local
                                  id 141392 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 378 ,
                              strand plus ,
                              id
                                local
                                  id 141392 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141392_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQFIDK
YYA" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id
                                local
                                  str "141392_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141402" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141402 } ,
                descr {
                  title "Bat coronavirus HKU10 141402 RNA-dependent RNA



 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 371 ,
                  seq-data
                    ncbi2na 'E3CD503B8C893E5C138C64E3779CE31FAF5011104EFB1C78E
0233CDBFB90E2FA542EF048AFBB3DC3AEBFF3FC05EBAC7174AE39F7125CE7074B7F04FF5292D2F
704F048FBE1CD8490EFEC30EF2ED007790222FB3841E712B4D0BB61810C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141402_1" ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 141402 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 141402 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141402_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "DYPKCDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEV
VYSNGGFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQ
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141402_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141404" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,



                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,



                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141404 } ,
                descr {
                  title "Bat coronavirus HKU6 141402 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F170CE3C838FD6738DFABDC246D139EC79CB84AFF321DE
C38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEDFC137F4A4BCB9C3B412BE7
EBBE32411390437E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3FE9CDC6C24FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141404_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141404 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 141404 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141404_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE
YFGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id



                                local
                                  str "141404_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141447" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis pilosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141447 } ,
                descr {
                  title "Bat coronavirus HKU6 141447 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 353 ,
                  seq-data
                    ncbi2na '3B8C893E5C338F20E3F59CE3FEAF7093B47EFB1E72E12BDCC
8777062FA542F7048AF373DC3AEBFF17405EAAC4177AE39471E5C650F7BBF04FFD29EF2E50ED0C
AF9FAEF8C9044E4105C82D090F126427F38F9E712B4DC3BE380'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141447_1" ,
                          location
                            int {
                              from 0 ,
                              to 352 ,
                              strand plus ,
                              id
                                local
                                  id 141447 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 352 ,
                              strand plus ,
                              id
                                local
                                  id 141447 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141447_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 117 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 116 ,
                              id
                                local
                                  str "141447_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141453" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus macrotis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {



              seq {
                id {
                  local
                    id 141453 } ,
                descr {
                  title "Bat coronavirus HKU2 141453 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na 'EE32273972CEB1B39F9E73AF7E8D824EF13BEC48CB84AFF32
1FDC381F990BDF0E2BEE4F70E8ABFCEC017AE9146D2B8E71059F1903DEDFC137F4A4BC9DC33C32
9C7F7BE32C3BFB043FB3B4009F499DCDCE10FBCC8DCB9EF8E10EFBC68'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141453_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 141453 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,



                              id
                                local
                                  id 141453 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141453_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "CDRAMPSMVRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "141453_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 12111505" ,
                  orgname {
                    mod {



                      {
                        subtype isolate ,
                        subname "12111505" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis chinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {



                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 12111505 } ,
                descr {
                  title "Bat alphacoronavirus 12111505 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 311 ,
                  seq-data
                    ncbi2na 'ABDC24C7139EC9DC48DBCF121CE4389E9D2B9D122BEFCF50E
BAFDCCE095AEB104DEB8E51049F3903DEDFC137F4A71CB9013C121F7CBBE12C307B0437EBB829D
E49B6FEC61EFBCC8DF74EF8E38DF8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "12111505_1" ,
                          location



                            int {
                              from 0 ,
                              to 310 ,
                              strand plus ,
                              id
                                local
                                  id 12111505 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 310 ,
                              strand plus ,
                              id
                                local
                                  id 12111505 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "12111505_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 103 ,
                  seq-data
                    ncbieaa "GSKHTTCCSSTDRYYRLCNELAQVLTEVVYSNGGFYMKPGGTTSGDATT
AYANSVFNIFQATSANINRLLSVDSNNCNNLGVKALQRRLYDCCYRSSHVDDDL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 102 ,
                              id
                                local
                                  str "12111505_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "13022314" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 13022314 } ,
                descr {
                  title "Bat coronavirus HKU6 13022314 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data



                    ncbi2na '224F170CE3C838FD6738DFABDC246D1B9EC79CB84AFF321DE
C38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEFFC13FF4A4BCB9C3B412BE7
EBBE32411390C37E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3FE9CDC6C24FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "13022314_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 13022314 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 13022314 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "13022314_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE
YFGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "13022314_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "13022317" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 13022317 } ,
                descr {
                  title "Bat coronavirus HKU6 13022317 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi2na '224F170CE3C838FD6738DFABDC246D1B9EC79CB84AFF321DE
C38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEFFC13FF4A4BCB9C3B412BE7
EBBE32411390C37E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3FE9CDC6C24FFDCE38C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "13022317_1" ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 13022317 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 13022317 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "13022317_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE
YFGYLR
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "13022317_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 13022322" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "13022322" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 13022322 } ,
                descr {
                  title "Bat alphacoronavirus 13022322 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 632 ,
                  seq-data
                    ncbi2na '8F7ABDC04C7139EC90448DBCF321EEC389F9D2B9F122BEFC7
50EBAFDCCE017A2B1C7DEB8E51449F3941D2DFC137F4A71499C33C121F7CBB212C307B04136BB8
097C4986DFC61E7BCCADB74EF8638FFBC78B3C43CDF2004FFDFE38FFB7863AEEB7BC432E2CE791
FAF3B6784D2E4FC29C7FB1C52043BFD38B1E70BBEAF81784F040A574E2FFBDD04C739032F8E282
B0B1CFE53152353520FFB79EBBFFBE38D'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "13022322_1" ,
                          location
                            int {
                              from 0 ,
                              to 631 ,
                              strand plus ,
                              id
                                local
                                  id 13022322 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 631 ,
                              strand plus ,
                              id
                                local
                                  id 13022322 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "13022322_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 210 ,
                  seq-data
                    ncbieaa "ILGSKHTTCCSNTDRYYRLCNELAQVLTEVVYSNGGFYMKPGGTTSGDA
TTAYANSVFNIFQATSANINRLLSVDSNNCNNIGVKALQRRLYDCCYRSSHVDDDFVTEYYNYLRKHFSLMILS



DDGV
VCYNSEYAALGYVADISAFKATLYYQNNVFMSTAKCWVEPDINKGPHEFCSQHTMQIVDEEGKYYLPYPDPS
RILSAG
VFVDD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 209 ,
                              id
                                local
                                  str "13022322_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "13022324-2" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis pilosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {



              seq {
                id {
                  local
                    str "13022324-2" } ,
                descr {
                  title "Bat coronavirus HKU6 13022324-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi2na '224F170CE3C838FD6738DFABDC246D1B9EC79CB84AFF321DE
C38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEFFC13FF4A4BCB9C3B412BE7
EBBE32411390C37E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3FE9CDC6C24FFDCE38C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "13022324-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  str "13022324-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,



                              id
                                local
                                  str "13022324-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "13022324-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE
YFGYLR
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "13022324-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 13022328" ,
                  orgname {



                    mod {
                      {
                        subtype isolate ,
                        subname "13022328" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus ferrumequinum" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 13022328 } ,
                descr {
                  title "Bat alphacoronavirus 13022328 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 365 ,
                  seq-data
                    ncbi2na 'E3FCAF4091107E7B0478226F3CD9F3B0E27E642EF8482FBF3
DC3AEBFF3F8052BAC71B4AE19C7127C67074BBF04DF5092D2E50CF059F1F2CD8CB0EEEC30EFA6D
027712222FB38C1EF12B4D87BA38F4FEC8C2CF1AF375B093F7438E340'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "13022328_1" ,



                          location
                            int {
                              from 0 ,
                              to 364 ,
                              strand plus ,
                              id
                                local
                                  id 13022328 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 364 ,
                              strand plus ,
                              id
                                local
                                  id 13022328 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "13022328_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "ILGSKHTTCCNTEERYYRLCNELAQVLTEVVYSNGGFYLKPGGTTSGDA
TTAYANSVFNIFQAVSANINRLLSIDSNVCNNVGVKALQRELYDNCYRSSTVDDSFVDKYYGYLRKHFSMMI" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "13022328_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "1302238" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,



                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 1302238 } ,
                descr {
                  title "Bat coronavirus HKU6 1302238 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,



                  length 402 ,
                  seq-data
                    ncbi2na '224F170CE3C838FD6738DFABDC246D1B9EC79CB84AFF321DE
C38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEFFC13FF4A4BCB9C3B412BE7
EBBE32411390C37E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3FE9CDC6C24FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "1302238_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 1302238 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 1302238 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "1302238_1" } ,
                descr {



                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE
YFGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "1302238_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "2014Bat02" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "2014Bat02" } ,
                descr {
                  title "Bat coronavirus 512 2014Bat02 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi4na '4841814142888422211218418814118418882842118418128
844882811421248811284284814882814241814481281214188484811241128142121148888112
141118448881882111244844288881848211122844844812812182844841842812112142881842
211882148888811218188821442112814842111848811224A88488414848841814811812184811
211218141148811421188421424811488481841884884881824182182114848441821114888848
841141481288844881228824811121288882818418410'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "2014Bat02_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  str "2014Bat02" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  str "2014Bat02" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "2014Bat02_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNG
GFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEE
YFGYL
RKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "2014Bat02_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "2014Bat04" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "2014Bat04" } ,
                descr {
                  title "Bat coronavirus 512 2014Bat04 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 412 ,
                  seq-data
                    ncbi2na '03B8C89FE54138F20E3F790E31FAF7091BC1E7B2F72632B1C
48FBB06072442FF0480EBF3D01AE9FF3B405EBAC71B7AE39C4127C650F4BFF04CFD29072E40EF0
59FBE2EF8CB0C4EC104C82F090F926C2FB38FBEF3634D0BBA340BFEF822C7FAF17DB091FF738E3
D'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "2014Bat04_1" ,
                          location
                            int {
                              from 0 ,
                              to 411 ,
                              strand plus ,
                              id
                                local
                                  str "2014Bat04" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 411 ,
                              strand plus ,
                              id
                                local
                                  str "2014Bat04" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "2014Bat04_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 137 ,



                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYS
NGGFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFV
EEYFG
YLRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 136 ,
                              id
                                local
                                  str "2014Bat04_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6454-1" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,



            seq-set {
              seq {
                id {
                  local
                    str "6454-1" } ,
                descr {
                  title "Bat coronavirus 1 6454-1 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F970CE3DB38CD6538FFABDC24E00FBEC707785BCF321CE
C38BE9D0B9C1E0BADCF7069AFFCFC014AEB184D2B8E41C49F3943DEFFC137F424BCBBC13C364FF
A9BC32431FB0C1F84BC08BE419D3ECE10FBCD91CB1EC85797FB211BFCEBC7C6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6454-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "6454-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,



                              strand plus ,
                              id
                                local
                                  str "6454-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6454-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSVNINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6454-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6454-2" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "6454-2" } ,
                descr {
                  title "Bat coronavirus HKU8 6454-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F9704E3DB38FDE738FFABDC24EF0FBEC50F48DBCF321FE
C381F910BDF1E2BADCF706AAFDCCE097AEB1C7DEB8E51C79739C3DEFF4133D4A7BCB9C33C328FF
AB3C32C317B0C37C7BC2D1F49939DCE10FBCC82F796F8D7AFFBE31BFCE9C7E6C24FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6454-2_1" ,



                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "6454-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "6454-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6454-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSLQRMLYDNCYRSSAVDPGFVDTF
YGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6454-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BT140816" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BT140816" } ,
                descr {
                  title "Bat coronavirus 512 BT140816 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE3227F9504E3C838FDE438C7EBDC24EF079ECBDC98CAC712
3EEC181C910BFC1203AFCF606BA7FC6D017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC16
7EF8BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F64047FDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BT140816_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BT140816" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BT140816" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BT140816_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSN
GGFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVE
EYFGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "BT140816_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BT140828" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BT140828" } ,
                descr {
                  title "Bat coronavirus 512 BT140828 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 348 ,
                  seq-data
                    ncbi2na '3227F9504E3C838FDE438C7EBDC24EF079ECBDC98CAC7123E
EC181C910BFC1203AFCF606BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167E
F8BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BT140828_1" ,
                          location
                            int {
                              from 0 ,
                              to 347 ,
                              strand plus ,
                              id
                                local
                                  str "BT140828" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 347 ,
                              strand plus ,
                              id
                                local
                                  str "BT140828" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BT140828_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 115 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 114 ,
                              id
                                local
                                  str "BT140828_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BT140829" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BT140829" } ,
                descr {
                  title "Bat coronavirus 512 BT140829 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC246F079ECBDC98CAC7123EE
C181C910BFC1203AFCF406BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC16FEF
8BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F6C247FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BT140829_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BT140829" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BT140829" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BT140829_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMI" } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "BT140829_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BT140832" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,



                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,



                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BT140832" } ,



                descr {
                  title "Bat coronavirus 512 BT140832 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na 'B8C89FE54138F20E3F790E31FAF7091BC1E7B2F72632B1C4A
FBB06072442FF0480EBF3D01AE9FF3B405EBAC7137AE39C4127CE50F4BFF04CFD29072E40EF059
FBE2EF8CB044E4104C82F090F926C2FB38FBEF3634D0BBA340BFEF822C7FAF17D9011FF738E00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BT140832_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  str "BT140832" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  str "BT140832" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BT140832_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNG
GFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEE
YFGYL
RKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "BT140832_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BT140835" } ,



                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {



                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BT140835" } ,
                descr {
                  title "Bat coronavirus 512 BT140835 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 415 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC24EF079ECBDC98CAC7123EE
C181C910BFC1203AFCF60EBA7FCED017AEB1C4DEB8E71049F3943D2DFC133F4A41CB903BC167EF
8BBE32C1139041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBCDF6C047FD4E38C7F38
E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BT140835_1" ,
                          location
                            int {
                              from 0 ,
                              to 414 ,



                              strand plus ,
                              id
                                local
                                  str "BT140835" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 414 ,
                              strand plus ,
                              id
                                local
                                  str "BT140835" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BT140835_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 138 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMILYDD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 137 ,
                              id
                                local
                                  str "BT140835_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BT140844" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,



                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BT140844" } ,
                descr {
                  title "Bat coronavirus 512 BT140844 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 425 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC24EF079ECBDC98CAC7123EE



C181C910BFC1203AFCF60EBA7FCED017AEB1C4DEB8E71049F3943D2DFC133F4A41CB903BC167EF
8BBE32C1139041322BC243E69B0BECE3EFBCD8D342EE8D02FFBE08B1FEBCDF6C047FD4E38C7F78
E1AEDB380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BT140844_1" ,
                          location
                            int {
                              from 0 ,
                              to 424 ,
                              strand plus ,
                              id
                                local
                                  str "BT140844" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 424 ,
                              strand plus ,
                              id
                                local
                                  str "BT140844" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BT140844_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 141 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLRRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMILSDDGVV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 140 ,
                              id
                                local
                                  str "BT140844_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BT140855" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BT140855" } ,
                descr {
                  title "Bat coronavirus 512 BT140855 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC246F079ECBDC98CAC712BEE
C181C910BFC1203AFCF406BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF
8BBE32C1139041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F64047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BT140855_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BT140855" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BT140855" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BT140855_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "BT140855_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BT140867" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BT140867" } ,
                descr {
                  title "Bat coronavirus 512 BT140867 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na 'B8C89FE54138F20E3F790E31FAF7093BC1E7B2F72632B1C48
FBB06072442FF0480EBF3D81AE9FF1B405EBAC7137AE39C4127CE50F4BFF04CFD29072E40EF059
FBE2EF8CB0C4EC104C82F090F926C2FB38FBEF3634D0BBA340BFEF822C7FAF17D9011FF738E00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BT140867_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  str "BT140867" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  str "BT140867" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BT140867_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNG
GFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEE
YFGYL
RKHFSMM" } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "BT140867_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BT140878" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,



                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,



                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BT140878" } ,
                descr {



                  title "Bat coronavirus 512 BT140878 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE3227F9504E3C838FDE438C7EBDC246F079ECBDC98CAC712
BEEC181C910BFC1203AFCF406BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC16
7EF8BBE32C1139041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F64047FDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BT140878_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BT140878" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BT140878" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BT140878_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSN
GGFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVE
EYFGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "BT140878_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BT140885" } ,
                      {



                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name



                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BT140885" } ,
                descr {
                  title "Bat coronavirus 512 BT140885 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC24EF079ECBDC98CAC7123EE
C181C910BFC1203AFCF606BA7FC6D017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF
8BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F64047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BT140885_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id



                                local
                                  str "BT140885" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BT140885" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BT140885_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 133 ,
                              id
                                local
                                  str "BT140885_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140552" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis horsefieldii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,



                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,



                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140552" } ,
                descr {
                  title "Bat coronavirus 1 BY140552 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F970CE3DB38CDE538FFABDC24E20FBEC707785BC7321CE
418BE9D0B9C162B2DCF70E9AFFCFC014AEB184DAB8E41869F3941D2EFC337F424BCB9C13C364FF
A9BC32431FB0C1F84BC02FE499DFECE10FBCD91CB1EE85797FB2113FCE9C7C6404FDDCE38F0'H } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140552_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BY140552" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BY140552" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140552_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {



                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "BY140552_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8350" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name



                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8350 } ,
                descr {
                  title "Bat coronavirus 512 8350 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 391 ,
                  seq-data
                    ncbi2na 'EBEA3CD703B8C89FE54138F20E3F790E31FAF7091BC1E7B2F
72632B1C48FBB06072442FF0480EBF3D01AE9FF3B405EBAC7137AE39C4127CE50F4BFF04CFD290
72E40EF059FBE2EF8CB0C4EC104C82F090F926C2FB38FBEF3634D0BBA340BFEF822C4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8350_1" ,
                          location
                            int {
                              from 0 ,
                              to 390 ,
                              strand plus ,
                              id
                                local
                                  id 8350 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 390 ,
                              strand plus ,
                              id
                                local
                                  id 8350 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8350_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 130 ,
                  seq-data
                    ncbieaa "GWDYPKCDRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLT
EMVYSNGGFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSV
DQSFV
EEY" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 129 ,
                              id
                                local
                                  str "8350_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8603" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8603 } ,
                descr {
                  title "Bat coronavirus 1 8603 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 388 ,
                  seq-data
                    ncbi2na 'EBEA3CD703B8C893E5C338D6CE33594E3FEAF7093883EFB1C
1DE16F3CC87390627A742E7058AEB73DC3A6BFF1F0052BAC6136AE39061A7CE50F4BBF0CDFD092
F2E704F0D93FEA6F0C90C7E4307E12F00BF92677FB3843EF36472C7BA15E5FEC844'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product



                            whole
                              local
                                str "8603_1" ,
                          location
                            int {
                              from 0 ,
                              to 387 ,
                              strand plus ,
                              id
                                local
                                  id 8603 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 387 ,
                              strand plus ,
                              id
                                local
                                  id 8603 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8603_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "GWDYPKCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLT
EVVYSNGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTV
DPAFV
DT" } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "8603_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8604" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name



                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {



                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8604 } ,
                descr {
                  title "Bat coronavirus 1 8604 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {



                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 391 ,
                  seq-data
                    ncbi2na 'ABEA3F5C0EE3224F970CE35B38CD6538FFABDC04E20FBEC70
7785BCF321CE418BE9D0B9C162BADCF70E9AFFC5C014AEB184DAB8E41849F3943D2EFC337F424B
CB9C13C364FFA9BC32431F90C1F84BC02FE499DFECE10FBCD91CB1EE85797FB2113F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8604_1" ,
                          location
                            int {
                              from 0 ,
                              to 390 ,
                              strand plus ,
                              id
                                local
                                  id 8604 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 390 ,
                              strand plus ,
                              id
                                local
                                  id 8604 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {



                id {
                  local
                    str "8604_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 130 ,
                  seq-data
                    ncbieaa "GLGFPKCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLT
EVVYSNGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTV
DPAFV
DTF" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 129 ,
                              id
                                local
                                  str "8604_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8606" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand



 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,



                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8606 } ,
                descr {
                  title "Bat coronavirus 1 8606 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 372 ,
                  seq-data
                    ncbi2na 'AFA8F35C0EE3224F970CE35B38CD6538FFABDC24E20FBEC70
7785BCF321CE418BE9D0B9C1E2BADCF70E9AFFCDC014AEB184DAB8E41869F3943D2EFC337F424B
4B9C13C364FFABBC32431F90C1F84BC02FE499DFECE10FBCD91CB1EE855'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8606_1" ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 8606 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 8606 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8606_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "GWDYPKCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLT
EVVYSNGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTV
DP" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "8606_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8608" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8608 } ,
                descr {
                  title "Bat coronavirus 1 8608 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na 'AFA8F35C0EE3224F970CE3DB38CD6538FFABDC24E20FBEC70
7785BC7321CE438BE9D0B9C1E2BADCF70E9AFFCDC014AEB184DAB8E41869F3943D2EFC337F424B
4B9C13C364FFA9BC32431F90C1F84BC02FE499DFECE10FBCD91CB1EE85797FB2110'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8608_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 8608 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 8608 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8608_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data



                    ncbieaa "GWDYPKCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLT
EVVYSNGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTV
DPAFV
DT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "8608_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8612" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {



              seq {
                id {
                  local
                    id 8612 } ,
                descr {
                  title "Bat coronavirus 1 8612 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 368 ,
                  seq-data
                    ncbi2na 'AFA8F35C0EE3224F970CE3DB38CD6538FFABDC24E20FBEC70
7785BC7321CE418BE9D0B9C162B2DCF70E9AFFCFC014AEB184DAB8E41869F3943D2EFC337F424B
CB9C13C364FFA9BC32431FB0C1F84BC02FE499DFECE10FBCD91CB1EE8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8612_1" ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 8612 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,



                              id
                                local
                                  id 8612 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8612_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "GWDYPKCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLT
EVVYSNGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTV" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8612_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {



                      {
                        subtype isolate ,
                        subname "9147" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9147 } ,
                descr {
                  title "Bat coronavirus HKU6 9147 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 393 ,
                  seq-data
                    ncbi2na 'CA93C5C338F20E3F59CE3FEAF7093B47EFB1E72E12BFC4877
50E27A542DF068AF373DC3AEBFF17405EAAC51F7AE39051E4CE50F7BBF04FFD29EF2E50ED0CAF9
FAEF8C9044EC10DC82D090F126C27F38F9E712B4DC3BE394BFEC8E2CFFAF371B093FF40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9147_1" ,
                          location
                            int {



                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  id 9147 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  id 9147 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9147_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 131 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE
YFGYLR
KHFS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 130 ,
                              id
                                local
                                  str "9147_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9179" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9179 } ,
                descr {
                  title "Bat coronavirus HKU6 9179 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,



                  seq-data
                    ncbi2na '3C5C338F20E3F59CE37EAF7091B44E7B1E72E12BFCC877B0E
2FA542DF048AF373DC3AEBF717C05EBAC51F7AE19C71E4C650F7B7F04FFD292F2E70ED04AF9FAE
F8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8E20'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9179_1" ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 9179 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 9179 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9179_1" } ,
                descr {
                  molinfo {



                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9179_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "150905" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {



                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,



                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,



              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 150905 } ,
                descr {
                  title "Bat coronavirus HKU6 150905 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE37EAF7091B44E7B1E72E12BFCC877B0E
2FA542DF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F04DFD292F2E70ED04AF9FAE
F8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "150905_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 150905 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 150905 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "150905_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "150905_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "150906" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 150906 } ,
                descr {
                  title "Bat coronavirus HKU6 150906 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 363 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE37EAF7091B44E7B1E72E12BFCC877B0E
2FA542DF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F04DFD292F2E70ED04AF9FAE
F8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8E2CF8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product



                            whole
                              local
                                str "150906_1" ,
                          location
                            int {
                              from 0 ,
                              to 362 ,
                              strand plus ,
                              id
                                local
                                  id 150906 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 362 ,
                              strand plus ,
                              id
                                local
                                  id 150906 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "150906_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDEY" } 
,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "150906_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "150907" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {



                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy



 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 150907 } ,
                descr {
                  title "Bat coronavirus HKU6 150907 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,



                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na '3C5C138F20E3F79CE35EAF7013B47E7B1E72E12BFCC87770E
272542CF0682D3F3DC3AEAFF17425EAAC71F7AE39C71E6CE50F7BBF0CFFD29ED2E50ED0CAF9DAE
F8C9044E4305C82D090F126C27738F9E712B4D43B239CBFEC8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "150907_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 150907 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 150907 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {



                  local
                    str "150907_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "150907_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "150912" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 150912 } ,
                descr {
                  title "Bat coronavirus HKU6 150912 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE37EAF7093B44E7B1E72E12BFCC877B0E
2FA542DF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F04FF5292F2E70ED04AF9FAE
F8C9044E410DF82D090F926C27F38F9E71234DCBBE39CBFEE8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "150912_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 150912 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 150912 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "150912_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "150912_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "150935" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 150935 } ,
                descr {
                  title "Bat coronavirus HKU6 150935 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE37EAF7091B44E7B1E72E12BFCC877B0E
2FA542DF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F04DFD292F2E70ED04AF9FAE
F8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "150935_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 150935 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 150935 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "150935_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "150935_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "150943" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 150943 } ,
                descr {
                  title "Bat coronavirus 1 150943 RNA-dependent RNA polymerase



 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,
                  seq-data
                    ncbi2na 'FE5C338F6CE33594E3FEAF7093803EFB1C1DE16F3CC8F3B06
2FA442E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF0CDFD092D2E704F0D93FEA6
F0C90C7E4307E12F022F90674FB3843EF36472C7BE15E5FEC8460'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "150943_1" ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 150943 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 150943 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "150943_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVDT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "150943_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "150945" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand



 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,



                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 150945 } ,
                descr {
                  title "Bat coronavirus HKU6 150945 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE37EAF7091B45E7B1E72E12BFCC877B0E
2FA542DF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F04FFD292F2E70ED04AF9FAE
F8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "150945_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 150945 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 150945 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "150945_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "150945_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151182" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,



                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151182 } ,
                descr {
                  title "Bat coronavirus HKU2 151182 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE32273972CE31B39F9E73AF7E8D824EF13BEC48CB84AFF32
1FDC381F990BDF0E2BEE4F70E8ABFC6C017AE9146D2B8E71079F3903DEDFC137F4A4BC9DC33C32
9C7F7BE32C3BFB043FB3B4009F499DCDCE10FBCC8DCB9EF8E10EFBC68FFCC1CDF0824FFDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151182_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151182 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151182 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151182_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN



GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
DFYNY
LKKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151182_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151194" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {



                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {



                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {



                id {
                  local
                    id 151194 } ,
                descr {
                  title "Bat coronavirus HKU2 151194 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 411 ,
                  seq-data
                    ncbi2na '0BB8489CE5CB38C6CE7E79CEBDFA36093BC4EFB1232E12BFC
C87F70E07E642F7C38AFB93DC3A2AFF1B005EBA451B4AE39C41E7CE40F7B7F04DFD292F2770CF0
CA71FDEF8CB0EFEC10FECED0027D2677373843EF32372E7BE3843BEF1A3FF30737C2093FF738E3
C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151194_1" ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  id 151194 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,



                              id
                                local
                                  id 151194 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151194_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 137 ,
                  seq-data
                    ncbieaa "KCDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHS
NGGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVV
TDFYN
YLKKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 136 ,
                              id
                                local
                                  str "151194_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {



                    mod {
                      {
                        subtype isolate ,
                        subname "151198" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {



                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151198 } ,
                descr {
                  title "Bat coronavirus 1 151198 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi2na '224F970CE3DB38CD6538FFABD424E20FBEC50778DBCF321CE
C38BC9D0BBC1E2B2DCF70EBAFFCFC014AEB184DAB8E41869F3941DEEF4937F424B4B9C13C364CF
ABBC32431FB0C1F84BC08FE499DBECE30FBCD91CB1EC85797FB211BFCE9C7C6404FDDCE38C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151198_1" ,
                          location



                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 151198 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 151198 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151198_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFSIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "151198_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151593" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,



                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151593 } ,
                descr {
                  title "Bat coronavirus 1 151593 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,



                  length 410 ,
                  seq-data
                    ncbi2na '0EE3227F970CE3DB38CD6538FFABDC24E00FBEC70F785BCF3
23CEC18BE910B9C1E0BADCF7069AFFCFC014AEB184D2B8E41869F3943DEFFC137F424BCB9C13C3
64FFA9BC32431F90C1F84BC08BE419D3ECE10FBCD91CB1EC85797FB211BFCEBC7C6404FDDCE38F
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151593_1" ,
                          location
                            int {
                              from 0 ,
                              to 409 ,
                              strand plus ,
                              id
                                local
                                  id 151593 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 409 ,
                              strand plus ,
                              id
                                local
                                  id 151593 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151593_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVD
TFYGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151593_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151690" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 11 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 11 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151690 } ,
                descr {
                  title "Bat coronavirus 1 151690 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE3227F970CE3DB38CD6538FFABDC24E00FBEC707785BCF32
1CEC38BE910B9C1E0BADCF7069AFFCFC014AEB184D2B8E41849F3943DEFFC137F424BCB9C13C36
4FFA9BC32431F90C1F84BC08BE419D3ECE10FBCD91CB1EC85497FB211BFCEBCFC6404FDDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151690_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151690 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151690 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151690_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVD
TFYGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151690_1" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } } } } } } }
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Seq-submit ::= {
  sub {
    contact {
      contact {
        name
          name {
            last "Hu" ,
            first "Ben" ,
            initials "B." } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            email "huben@wh.iov.cn" ,
            phone "86-27-87197311" ,
            postal-code "430071" } } } ,
    cit {
      authors {
        names
          std {
            {
              name
                name {
                  last "Latinne" ,
                  first "Alice" ,
                  initials "A." } } ,
            {
              name
                name {
                  last "Hu" ,
                  first "Ben" ,
                  initials "B." } } ,
            {
              name
                name {
                  last "Zhu" ,
                  first "Guangjian" ,
                  initials "G." } } ,
            {
              name
                name {
                  last "Zhang" ,



                  first "Libiao" ,
                  initials "L." } } ,
            {
              name
                name {
                  last "Olival" ,
                  first "Kevin" ,
                  initials "K.J." } } ,
            {
              name
                name {
                  last "Zambrana-Torrelio" ,
                  first "Carlos" ,
                  initials "C." } } ,
            {
              name
                name {
                  last "Li" ,
                  first "Bei" ,
                  initials "B." } } ,
            {
              name
                name {
                  last "Zhang" ,
                  first "Wei" ,
                  initials "W." } } ,
            {
              name
                name {
                  last "Shi" ,
                  first "Zhengli" ,
                  initials "Z." } } ,
            {
              name
                name {
                  last "Daszak" ,
                  first "Peter" ,
                  initials "P." } } } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            postal-code "430071" } } ,
      date
        std {
          year 2019 ,
          month 8 ,
          day 12 } } ,
    hup TRUE ,
    reldate



      std {
        year 2020 ,
        month 12 ,
        day 31 } ,
    subtype new ,
    tool "Sequin 15.10 - MS WINDOWS VISTA" } ,
  data
    entrys {
      set {
        class genbank ,
        seq-set {
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7837" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7837 } ,
                descr {
                  title "Bat coronavirus HKU2 7837 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 398 ,
                  seq-data



                    ncbi2na '273972FE31B39F9E73AF7E8DC246F13BEC484B8CAFF121FDC
381F9D0BDF0E0BEE4F70E8AFFCEC015AE9144D2B8E71879F3903DEFFC137F4A4BC9DC33C129F7F
7BE32C3BBB043FB3B4009D499DCDCE10FBCCADCB9EF8E11EFBC487FCC1CDF08247FDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7837_1" ,
                          location
                            int {
                              from 0 ,
                              to 397 ,
                              strand plus ,
                              id
                                local
                                  id 7837 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 397 ,
                              strand plus ,
                              id
                                local
                                  id 7837 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7837_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "AMPSLIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGF
YVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTDFY
NYLKK
HFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "7837_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8006" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8006" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,



                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,



                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8006 } ,
                descr {
                  title "Bat alphacoronavirus 8006 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 355 ,
                  seq-data
                    ncbi2na '1D5C338F64E3F794E3FEAF6093BC7E7B8F7DE3033C5B77B0E
276742EF8482FB33DC3AEAFF37425EBAC51F7A639C41A7CE7077BBF0CFFD09EF2650CF04AF9F24
F8C90EEEC30CFAEF08BF926C27338FBEF1237DF4B238F7FEC84'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8006_1" ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  id 8006 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  id 8006 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8006_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCDSSDKYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRLLSIDSNVCNNIGVKSLQRKLYDCCYRSSSVDDSFVD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "8006_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8010" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {



                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data



                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8010 } ,
                descr {
                  title "Bat coronavirus HKU2 8010 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 357 ,
                  seq-data
                    ncbi2na 'CE5CB38C6CE7E794EBDFA37091BC4EFB1212E32BFC487F706
07E642F7C38AFB93DC3A2BFF3B005EBA47134AE39C41E7CE40F7BFF04FFD292F27704F04A7DFDE
F8CB0EEEC107ECED0027D2677373843EF32B72E7BE3847BEF1200'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "8010_1" ,
                          location
                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  id 8010 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  id 8010 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8010_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVT" } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "8010_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8011" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name



                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {



                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8011 } ,
                descr {
                  title "Bat coronavirus HKU2 8011 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {



                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 364 ,
                  seq-data
                    ncbi2na 'CE5CB38D64E7E79CEBDFA34093BC4EFB1212E32BFC487F70E
07E442F7C38AF313D43A2BFF3B0056BA47134AE39C41E7CE4077B7F0CFF5292F27704F0C87DFDE
F8CB0EEEC10FCCEC0027D26773738C3EF32372E7BE3843BEC483CC1'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8011_1" ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 8011 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 8011 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {



                id {
                  local
                    str "8011_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVQNYN" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8011_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8012" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;



 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data



                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8012 } ,
                descr {
                  title "Bat coronavirus HKU2 8012 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 356 ,
                  seq-data
                    ncbi2na 'CE5CB38C6CE7E79CEBDFA37091BC4EFB1212E32BFC487F706
07E642F7C382FB93DC1A2BFF3B005EBA47134AE39C41E7CE40F7BFF04DFD292F27704F0CA7DFDE
F8CB0EEEC107ECED0027D2677373843EF32B72E7BE3847BB121'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8012_1" ,
                          location
                            int {
                              from 0 ,
                              to 355 ,
                              strand plus ,
                              id
                                local
                                  id 8012 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 355 ,
                              strand plus ,
                              id
                                local
                                  id 8012 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8012_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVYR" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "8012_1" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8013" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8013" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,



                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8013 } ,
                descr {
                  title "Bat alphacoronavirus 8013 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 362 ,
                  seq-data
                    ncbi2na '3C54138F6CE37494E3FEAF5013105EFB0478E26F3C48FBB0E
07E742FF048AFB73D43A6AFF37025EBAC71F7AE3904124CE4077BFF04DFD09ED2E704F04AF1FDC
D8CB06EEC30EF2ED027792222FB3841EF12B6DA93238C9FCE30B3C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8013_1" ,
                          location
                            int {
                              from 0 ,
                              to 361 ,
                              strand plus ,
                              id
                                local
                                  id 8013 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 361 ,
                              strand plus ,
                              id
                                local
                                  id 8013 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8013_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHTTCCNTDERYYRLCNELAQVLTEVVYSNGGFY



LKPGGTTSGDATTAYANSVFNIFQAVSANINRLLSIDSNVCNNVSVKALQRELYDNCYRSSGIDDSFMISI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8013_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8014" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {



                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {



                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local



                    id 8014 } ,
                descr {
                  title "Bat coronavirus 1 8014 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 356 ,
                  seq-data
                    ncbi2na '3E5C338F6CE33594E3FEAF5093883EFB141DE36F3CC873B0E
2F2742E7078ACB73DC3AEBFF3F0052BAC6136AE39061A7CE5077BBF04FFD092D2E704F0D931EA6
F0C90C7EC307C12F023F92676FB38C3EF3647247BA15E5FEC84'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8014_1" ,
                          location
                            int {
                              from 0 ,
                              to 355 ,
                              strand plus ,
                              id
                                local
                                  id 8014 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 355 ,
                              strand plus ,
                              id
                                local
                                  id 8014 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8014_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "8014_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8016" } ,
                      {



                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name



                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8016 } ,
                descr {
                  title "Bat coronavirus HKU2 8016 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 355 ,
                  seq-data
                    ncbi2na 'CE5CB38D64E7E79CEBDFA34093BC4EFB1212E32BFC487F70E
07E442F7C38AF313D43A2BFF3B0056BA47134AE39C41E7CE4077B7F0CFF5292F27704F0C87DFDE
F8CB0EEEC10FCCEC0027D26773738C3EF32372E7BE3843BEC48'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8016_1" ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id



                                local
                                  id 8016 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  id 8016 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8016_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVQ" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id



                                local
                                  str "8016_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8019" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8019 } ,
                descr {
                  title "Bat coronavirus HKU2 8019 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 345 ,
                  seq-data
                    ncbi2na 'CE5CB38D64E7E79CEBDFA34093BC4EFB1212E32BFC487F70E
07E442F7C38AF313D43A2BFF3B0056BA47134AE39C41E7CE4077B7F0CFF5292F27704F0C87DFDE
F8CB0EEEC10FCCEC0027D26773738C3EF32372E7BE38400'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8019_1" ,
                          location
                            int {
                              from 0 ,
                              to 344 ,
                              strand plus ,
                              id
                                local
                                  id 8019 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 344 ,
                              strand plus ,
                              id
                                local
                                  id 8019 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8019_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 114 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 113 ,
                              id
                                local
                                  str "8019_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8024" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8024" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,



            seq-set {
              seq {
                id {
                  local
                    id 8024 } ,
                descr {
                  title "Bat alphacoronavirus 8024 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 366 ,
                  seq-data
                    ncbi2na '3C54138F6CE37494E3FEAF5013105EFB0478E26F3C48FBB0E
07E742FF048AFB73D43A6AFF37025EBAC71F7AE3904124CE4077BFF04DFD09ED2E704F04AF1FDC
D8CB06EEC30EF2ED027792222FB3841EF12B6DA93238C9FCE30B3CEC0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8024_1" ,
                          location
                            int {
                              from 0 ,
                              to 365 ,
                              strand plus ,
                              id
                                local
                                  id 8024 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 365 ,



                              strand plus ,
                              id
                                local
                                  id 8024 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8024_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHTTCCNTDERYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRLLSIDSNVCNNVSVKALQRELYDNCYRSSGIDDSFMISIM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8024_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {



                      {
                        subtype isolate ,
                        subname "8028" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8028 } ,
                descr {
                  title "Bat coronavirus HKU2 8028 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,
                  seq-data
                    ncbi2na 'CE5CB38C6CE7E794EBDFA37091BC4EFB1212E32BFC487F706
07E642F7C38AFB93DC3A2BFF3B005EBA47134AE39C41E7CE40F7BFF04FFD292F27704F04A7DFDE
F8CB0EEEC107ECED0027D2677373843EF32B72E7BE3847BEF1210'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8028_1" ,
                          location
                            int {



                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 8028 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 8028 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8028_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVTD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8028_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8044" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,



                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8044 } ,
                descr {
                  title "Bat coronavirus HKU2 8044 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 355 ,
                  seq-data
                    ncbi2na 'CE5CB38C6CE7E79CEBDFA37091BC4EFB1212E32BFC487F706



27E642F7C382FB93DC1A2BFF3B005EBA47134AE39C41E7CE40F7BFF04DFD292F27704F0CA7DFDE
F8CB0EEEC107ECED0027D2677373843EF32B72E7BE3847BB120'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8044_1" ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  id 8044 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  id 8044 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8044_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVYR" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "8044_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8062" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name



                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8062 } ,
                descr {
                  title "Bat coronavirus HKU2 8062 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,
                  seq-data
                    ncbi2na 'CE5CB38C6CE7E79CEBDFA37091BC4EFB1232E32BFCC87F706
07E642F7C38AFB93DC3A2BFF3B005EBA47134AE39C41E7CE40F7BFF0CDF5292F27704D04A7DFDE
F8CB0EEEC107ECED0027D2677373843EF32B72E7B63844EFB1210'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8062_1" ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 8062 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 8062 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8062_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTCCTD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8062_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat alphacoronavirus 8083" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8083" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,



                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label



                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8083 } ,
                descr {
                  title "Bat alphacoronavirus 8083 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '1F5C338C6CE33494E3DFAF7013BC1EFB1E5DE32B3CD97FB0E
2FA74AF7C782DB53D03AEBF733805E9AC71F7AE3944127CE70F7BBF04FF509EF2E50CF0DB33EA4
F0C90C4EC305F1EF0B73126CEFB1843EF36C7DE7BE1DE9FB611BF'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole



                              local
                                str "8083_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8083 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8083 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8083_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVNCCTASDRYYRLCNELAQVLTEVVHSNGGFY
MKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSIQRMLYDNCYRTSAVDSGLSTR" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8083_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8086" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8086 } ,
                descr {
                  title "Bat coronavirus 1 8086 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 339 ,
                  seq-data
                    ncbi2na '3E5C338F6CE33594E3FEAF7093883EFB141DE36F3CC87390E
2FA742E7078ACB73DC3AEBFF1F0052BAC6136AE3906127CE50F7BBF0CDFD092D2E704F0D931EA6
F0C90C7EC307C12F023F92676FB38C3EF3647247B20'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8086_1" ,
                          location
                            int {
                              from 0 ,
                              to 338 ,
                              strand plus ,
                              id
                                local
                                  id 8086 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 338 ,
                              strand plus ,
                              id
                                local
                                  id 8086 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8086_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 112 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 111 ,
                              id
                                local
                                  str "8086_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8087" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8087" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8087 } ,
                descr {
                  title "Bat alphacoronavirus 8087 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 283 ,
                  seq-data
                    ncbi2na '1F5C338C6CE33494E3DFAF5013BC1EFB1E5DE32B3CD97FB0E
2FA74AF7C782DB53D03AEBF733805E9AC71F7AE3944127CE70F7BBF04FF509EF2E50CF0DB33EA4
F0C90C4EC305F5C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8087_1" ,
                          location
                            int {
                              from 0 ,
                              to 282 ,
                              strand plus ,
                              id
                                local
                                  id 8087 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 282 ,
                              strand plus ,
                              id
                                local
                                  id 8087 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8087_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 94 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVNCCTASDRYYRLCNELAQVLTEVVHSNGGFY
MKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLP" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 93 ,
                              id
                                local
                                  str "8087_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1 8090" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8090" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8090 } ,
                descr {
                  title "Bat coronavirus 1 8090 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 357 ,
                  seq-data
                    ncbi2na '3E5C338F6CE33594E3FEAF7093883EFB141DE36F3CC873B0E
2F2742E7078ACB73DC3AEBFF3F0052BAC7136AE39061A7CE5077BBF04DFD092D2E704F0D933EA6
F0C90C7EC307E12F023F92676FB3843EF3647247B215E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8090_1" ,
                          location
                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  id 8090 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  id 8090 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8090_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDT" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8090_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8092" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8092 } ,
                descr {
                  title "Bat coronavirus 1 8092 RNA-dependent RNA polymerase



 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,
                  seq-data
                    ncbi2na '3E5C338D6CE33594E3FEAF5093883EFB141DE36F3CC87390E
2F2742E7078ACB73DC3AEBFF3F0052BAC6136AE39061A7CE5077BBF0CDFD092D2E704F0D931EA6
F0C90C7EC307C12F023F92676FB3843EF3647247B215E5FEC8460'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8092_1" ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 8092 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 8092 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8092_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8092_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8094" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8094" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand



 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,



                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8094 } ,
                descr {
                  title "Bat alphacoronavirus 8094 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 361 ,
                  seq-data
                    ncbi2na '3C5C138D6CE3F794E35CAB7091145E7B0478E2673C5BFBB0E
2FA542E7C682FBB1DC3A6BFF37805EBAC4137AE3987124C65077BFF04DFD29EF2E504F0C87FE24
C8CB06FEC304FA6E0A77126CAFB1841E73236DCBB238B7F3E38C700'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8094_1" ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8094 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8094 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8094_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHTTCCNTDERYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRLLSIDSNVCNNIGVKALQRRLYDNCYRSSSVDESLLMIL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8094_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8096" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8096" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros armiger" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {



                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8096 } ,
                descr {
                  title "Bat alphacoronavirus 8096 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 357 ,
                  seq-data
                    ncbi2na '1D5C338F64E3F794E3FEAF6093BC7E7B8F7DE3033C5B77B0E
276742EF8482FB33DC3AEAFF37425EBAC51F7A639C41A7CE7077BBF0CFFD09EF2650CF04AF9F24
F8C90EEEC30CFAEF08BF926C27338FBEF1237DF4B238F7FEC8480'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8096_1" ,
                          location
                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  id 8096 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  id 8096 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8096_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,



                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCDSSDKYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRLLSIDSNVCNNIGVKSLQRKLYDCCYRSSSVDDSFVD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "8096_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8098" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8098" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {



              seq {
                id {
                  local
                    id 8098 } ,
                descr {
                  title "Bat alphacoronavirus 8098 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 329 ,
                  seq-data
                    ncbi2na '3C54138F6CE37494E3FEAF5013105EFB0478E26F3C48FBB0E
07E742FF048AFB73D43A6AFF37025EBAC71F7AE3904124CE4077BFF04DFD09ED2E704F04AF1FDC
D8CB06EEC30EF2ED0277922223B3841EF12B6C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8098_1" ,
                          location
                            int {
                              from 0 ,
                              to 328 ,
                              strand plus ,
                              id
                                local
                                  id 8098 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 328 ,
                              strand plus ,



                              id
                                local
                                  id 8098 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8098_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 109 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHTTCCNTDERYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRLLSIDSNVCNNVSVKALQREMYDNCYRS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 108 ,
                              id
                                local
                                  str "8098_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8130" ,
                  orgname {
                    mod {
                      {



                        subtype isolate ,
                        subname "8130" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros armiger" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8130 } ,
                descr {
                  title "Bat alphacoronavirus 8130 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 330 ,
                  seq-data
                    ncbi2na '3C54138F6CE37494E3FEAF5013105EFB0478E26F3C48FBB0E
07E742FF048AFB73D43A6AFF37025EBAC71F7AE3904124CE4077BFF04DFD09ED2E704F04AFDFDC
F8CB06EEC30EF2ED0237922223B3841EF12B6D0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8130_1" ,
                          location
                            int {



                              from 0 ,
                              to 329 ,
                              strand plus ,
                              id
                                local
                                  id 8130 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 329 ,
                              strand plus ,
                              id
                                local
                                  id 8130 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8130_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 110 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHTTCCNTDERYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRFLSIDSNVCNNVSVKDLQREMYDNCYRSS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 109 ,
                              id
                                local
                                  str "8130_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8131" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,



                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8131 } ,
                descr {
                  title "Bat coronavirus HKU2 8131 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 365 ,
                  seq-data
                    ncbi2na 'CE5CB38C6CE7E79CEBDFA37091BC4EFB1212E32BFC487F706



07E642F7C382FB93DC1A2BFF3B005EBA47134AE39C41E7CE40F7BFF04DFD292F27704F0CA7DFDE
F8CB0EEEC107ECED0027D2677373843EF32B72E7BE3847BEC48771040'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8131_1" ,
                          location
                            int {
                              from 0 ,
                              to 364 ,
                              strand plus ,
                              id
                                local
                                  id 8131 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 364 ,
                              strand plus ,
                              id
                                local
                                  id 8131 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8131_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVVQTLQ" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8131_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8185" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8185" } ,
                      {
                        subtype nat-host ,
                        subname "Aselliicus stoliczkanus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {



                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,



                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,



              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8185 } ,
                descr {
                  title "Bat alphacoronavirus 8185 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 330 ,
                  seq-data
                    ncbi2na '3C54138F6CE37494E3FEAF5013105EFB0478E26F3C48FBB0E
07E742FF048AFB73D43A6AFF37025EBAC71F7AE3904124CE4077BFF04DFD09ED2E704F04AFDFDC
D8CB06EEC306F2ED0277D26223B3841EF12B6D0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8185_1" ,
                          location
                            int {
                              from 0 ,
                              to 329 ,
                              strand plus ,
                              id
                                local
                                  id 8185 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 329 ,
                              strand plus ,
                              id
                                local
                                  id 8185 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8185_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 110 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHTTCCNTDERYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRFLSIDSNVCNNVSVKALQREMYDNCYRSS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 109 ,
                              id
                                local
                                  str "8185_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8210" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8210 } ,
                descr {
                  title "Bat coronavirus HKU2 8210 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 357 ,
                  seq-data
                    ncbi2na 'CE5CB38C64E7E79CEBDFAF4093BC4EFB1212E32BFC487F70E
07E442F7C38AFB93DC3AEBFF3B005EBA47137AE39C61E7CE60F5BFF04DFD292F2770CF04A7DFDE
F8C90EEEC10FECED0027D2677373843EF32B72EFBE3847BBC4840'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product



                            whole
                              local
                                str "8210_1" ,
                          location
                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  id 8210 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  id 8210 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8210_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSVVDDTVLQT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8210_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8235" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,



                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,



                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8235 } ,
                descr {
                  title "Bat coronavirus HKU2 8235 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {



                  repr raw ,
                  mol rna ,
                  length 361 ,
                  seq-data
                    ncbi2na 'CE5CB38C6CE7E79CEBDFA37091BC4EFB1212E32BFC487F706
07E642F7C382FB93DC1A2BFF3B005EBA47134AE39C41E7CE40F7BFF04DFD292F27704F0CA7DFDE
F8CB0EEEC107ECED0027D2677373843EF32B72E7BE3847BB121DC40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8235_1" ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8235 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8235 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local



                    str "8235_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDTVYRLY" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8235_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8236" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8236 } ,
                descr {
                  title "Bat coronavirus HKU2 8236 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 355 ,
                  seq-data
                    ncbi2na 'CE5CB38D64E7E79CEBDFA34093BC4EFB1212E32BFC487F70E
07E442F7C38AF313D43A2BFF3B0056BA47134AE39C41E7CE4077B7F0CFF5292F27704F0C87DFDE
F8CB0EEEC10FCCEC0027D26773738C3EF32372E7BE3843BEC48'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8236_1" ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  id 8236 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  id 8236 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8236_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "MPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVIHSNGGFY
VKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVQ" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "8236_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8249" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8249" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8249 } ,
                descr {
                  title "Bat alphacoronavirus 8249 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na '3C54138F6CE37494E3FEAF5013305EFB0478E26F3C48FBB0E
07E742FF048AFB73D43A2AFF3F005EBAC71F7AE3904124CE40F7BFF04DFD09ED2E704F04AF1FDC
D8CB06EEC30EF2ED0277D2222FB3841EF12B4D293238CBFCE10B0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8249_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8249 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8249 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8249_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHITCCNTDERYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRLLSIDSNVCNNVSVKALQRELYDNCYRSSGIDDSFMTS" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8249_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8250" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8250" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,



                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,



                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8250 } ,
                descr {



                  title "Bat alphacoronavirus 8250 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 361 ,
                  seq-data
                    ncbi2na '3C54138F6CE37494E3FEAF5013305EFB0478E26F3C48FBB0E
07E742FF048AFB73D43A2AFF3F005EBAC71F7AE3904124CE40F7BFF04DFD09ED2E704F04AF1FDC
D8CB06EEC30EF2ED0277D2222FB3841EF12B4D293238CBFCE10B300'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8250_1" ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8250 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8250 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8250_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHITCCNTDERYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRLLSIDSNVCNNVSVKALQRELYDNCYRSSGIDDSFMTSI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8250_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8598" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,



                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,



                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8598 } ,
                descr {
                  title "Bat coronavirus 1 8598 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 375 ,
                  seq-data
                    ncbi2na '0EE3227F970CE3DB38CD6538FFABDC04E00FBEC707785BCF3
21CEC38BE9D0B9C1E0BADCF7069AFFCFC014AEB184D2B8E41849F3943DEFFC137F424BCB9C13C3
6CFFA9BC32431F90C1F84BC08BE419D3ECE30FBCD91CB1EF85797FB213BF0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8598_1" ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 8598 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 8598 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8598_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVD
MF" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local



                                  str "8598_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8601" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {



                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8601 } ,
                descr {
                  title "Bat coronavirus 1 8601 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 374 ,
                  seq-data
                    ncbi2na '0EE3227F970CE3DB38CD6538FFABDC04E00FBEC707785BCF3
21CEC38BE9D0B9C1E0BADCF7069AFFCFC014AEB184D2B8E41849F3943DEFFC137F424BCB9C13C3
64FFA9BC32411FB0C1F84BC08BE419D3ECE10FBCD91CB1EF85797FB211BF0'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8601_1" ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 8601 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 8601 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8601_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,



                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVD
TF" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "8601_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8607" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {



              seq {
                id {
                  local
                    id 8607 } ,
                descr {
                  title "Bat coronavirus 1 8607 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 372 ,
                  seq-data
                    ncbi2na 'AFA8F35C0EE3224F970CE35B38CD6538FFABDC24E20FBEC70
7785BCF321CE418BE9D0B9C1E2BADCF70E9AFFCDC014AEB184DAB8E41869F3943D2EFC337F424B
4B9C13C364FFABBC32431F90C1F84BC02FE499DFECE10FBCD91CB1EE855'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8607_1" ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 8607 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,



                              id
                                local
                                  id 8607 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8607_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "GWDYPKCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLT
EVVYSNGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTV
DP" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "8607_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {



                      {
                        subtype isolate ,
                        subname "8611" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8611 } ,
                descr {
                  title "Bat coronavirus 1 8611 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 373 ,
                  seq-data
                    ncbi2na 'EE3227F970CE3DB38CD6538FFABDC04E00FBEC707785BCF32
1CEC38BE9D0B9C1E0BADCF7069AFFCFC014AEB184D2B8E41849F3943DEFFC137F424BCB9C13C36
CFFA9BC32C31F90C1F84BC08BE419D3ECE30FBCD91CB1EF85797FB213BF00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8611_1" ,
                          location
                            int {



                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 8611 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 8611 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8611_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVD
MF" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "8611_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8613" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8613 } ,
                descr {
                  title "Bat coronavirus 1 8613 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data



                    ncbi2na '3B8C893E5C338F6CE33594E3FEAF7093883EFB1C1DE16F3CC
873B062FA742E7078ACB73DC3A6BFF1F0052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0D
93FEA6F0C90C7EC307E12F00BF92677FB3843EF36472C7BA15E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8613_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8613 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8613 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8613_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8613_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8614" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {



                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,



                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,



              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8614 } ,
                descr {
                  title "Bat coronavirus 1 8614 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C893E5C338D6CE33594E3FEAF7093883EFB1C1DE16F3CC
8739062FA742E7058ACB73DC3A6BFF370052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0D
93FEA6F0490C7EC307E12F00BF92677FB3843EF36472C7BA15E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8614_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8614 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8614 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8614_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8614_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {



              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8615" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,



                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,



                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8615 } ,
                descr {
                  title "Bat coronavirus 1 8615 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 371 ,
                  seq-data
                    ncbi2na '0EE3224F970CE35B38CD6538FFABDC24E20FBEC707785BC73
21CEC18BE9D0B9C162B2DCF70EBAFFCFC014AEB184DAB8E41869F3943D2EFC137F424B4B9C13C3
64FFA9BC32431FB0C1F04BC02FE499DFECE10FBCD91CB1EE85797FB2110'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,



                          product
                            whole
                              local
                                str "8615_1" ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 8615 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 8615 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8615_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8615_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8617" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name



                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {



                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8617 } ,
                descr {
                  title "Bat coronavirus 1 8617 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {



                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C893E5C338D6CE33594E3FEAF7093883EFB1C1DE16F3CC
873B062FA742E70782CB73DC3AEBFF170052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0D
93FEA6F0C90C7E4307E12F00BF92677FB3843EF36472C7B215E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8617_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8617 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8617 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {



                id {
                  local
                    str "8617_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8617_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8618" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;



 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data



                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8618 } ,
                descr {
                  title "Bat coronavirus 1 8618 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 368 ,
                  seq-data
                    ncbi2na '3B8C89FE5C338F6CE33594E3FEAF7013803EFB1C1DE16F3CC
873B0E2FA742E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF04DFD092F2E704F0D
B3FEA6F0C90C7E4307E12F022F90674FB38C3EF36472C7BE15E5FEC84'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8618_1" ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 8618 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 8618 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8618_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVD" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8618_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8619" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,



                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8619 } ,
                descr {
                  title "Bat coronavirus 1 8619 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 369 ,
                  seq-data
                    ncbi2na 'EBEA3CD703B8C893E5C338D6CE33594E3FEAF7093883EFB1C
1DE16F1CC873B062FA742E7058ACB73DC3A6BFF3F0052BAC61B6AE39061A7CE50F4BBF04DFD092
F2E704F0D93FEA6F0C90C7E4307C12F00BF92677FB3843EF36472C7BA00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8619_1" ,
                          location
                            int {
                              from 0 ,
                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 8619 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 8619 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8619_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "GWDYPKCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLT



EVVYSNGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTV" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8619_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8620" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {



                  local
                    id 8620 } ,
                descr {
                  title "Bat coronavirus 1 8620 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C89FE5C338F6CE33594E3FEAF7011803EFB1C1DE16F3CC
873B0E2FA742E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF0CDFD092F2E704F0D
93FEA6F0C9047EC307E12F022F90674FB3843EF36472C7BE15E5FEC8460'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8620_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8620 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local



                                  id 8620 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8620_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVD
T" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8620_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "8621" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8621 } ,
                descr {
                  title "Bat coronavirus 1 8621 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 375 ,
                  seq-data
                    ncbi2na '0EE3227F970CE3DB38CD6538FFABDC24E00FBEC707785BCF3
23CEC18BE910B9C1E0BADCF7069AFFCFC014AEB184D2B8E41849F3943DEFFC337F424B4B9C13C3
64FFA9BC12431F90C1F84BC08BE419D3ECE10FBCD91CB1EF85797FB211BFC'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8621_1" ,
                          location
                            int {
                              from 0 ,
                              to 374 ,



                              strand plus ,
                              id
                                local
                                  id 8621 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 8621 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8621_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVD
TF" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "8621_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8622" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8622 } ,
                descr {
                  title "Bat coronavirus 1 8622 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 351 ,
                  seq-data
                    ncbi2na '3B8C89FE5C338F6CE33594E3FEAF7011803EFB1C1DE16F3CC
873B0E2FA742E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF0CDFD092F2E704F0D



93FEA6F0C9047EC307E12F022F90674FB3843EF36472C7BE0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8622_1" ,
                          location
                            int {
                              from 0 ,
                              to 350 ,
                              strand plus ,
                              id
                                local
                                  id 8622 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 350 ,
                              strand plus ,
                              id
                                local
                                  id 8622 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8622_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 116 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 115 ,
                              id
                                local
                                  str "8622_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8623" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,



                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {



                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,



                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8623 } ,
                descr {
                  title "Bat coronavirus 1 8623 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 351 ,
                  seq-data
                    ncbi2na '3B8C89FE5C338F6CE33594E3FEAF7093803EFB1C1DE16F3CC
8F3B062FA442E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF0CDFD092D2E704F0D
93FEA6F0490C7E4307E12F022F90674FB3843EF36472C7BE0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8623_1" ,
                          location
                            int {
                              from 0 ,
                              to 350 ,
                              strand plus ,
                              id
                                local
                                  id 8623 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 350 ,
                              strand plus ,
                              id
                                local
                                  id 8623 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8623_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 116 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 115 ,
                              id
                                local
                                  str "8623_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8624" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8624 } ,
                descr {
                  title "Bat coronavirus 1 8624 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 351 ,
                  seq-data
                    ncbi2na '3B8C89FE5C338F6CE33594E3FEAF7093803EFB1C1DE16F3CC
8F3B062FA442E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF0CDFD092D2E704F0D
93FEA6F0490C7E4307E12F022F90674FB3843EF36472C7BE0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8624_1" ,



                          location
                            int {
                              from 0 ,
                              to 350 ,
                              strand plus ,
                              id
                                local
                                  id 8624 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 350 ,
                              strand plus ,
                              id
                                local
                                  id 8624 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8624_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 116 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 115 ,
                              id
                                local
                                  str "8624_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8638" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8638 } ,
                descr {
                  title "Bat coronavirus 1 8638 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 368 ,



                  seq-data
                    ncbi2na '3B8C89FE5C338F6CE33594E3FEAF7013803EFB1C1DE16F3CC
873B0E2FA742E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF04DFD092F2E704F0D
B3FEA6F0C90C7E4307E12F022F90674FB38C3EF36472C7BE15E5FEC84'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8638_1" ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 8638 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 8638 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8638_1" } ,
                descr {
                  molinfo {



                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVD" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8638_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8639" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8639 } ,
                descr {
                  title "Bat coronavirus 1 8639 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 351 ,
                  seq-data
                    ncbi2na '3B8C893E5C338D6CE33594E3FEAF7093883EFB1C1DE16F3CC
8739062FA742E7058AEB73DC3A6BFF170052BAC6136AE39061A7CE50F4BBF0CDFD092F2E704F0D
93FEA6F0C90C7E4307E12F00BF92677FB3843EF36472C7B20'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8639_1" ,
                          location
                            int {
                              from 0 ,
                              to 350 ,
                              strand plus ,
                              id
                                local
                                  id 8639 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 350 ,
                              strand plus ,
                              id
                                local
                                  id 8639 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8639_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 116 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 115 ,
                              id
                                local
                                  str "8639_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {



              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8641" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,



                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,



                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8641 } ,
                descr {
                  title "Bat coronavirus 1 8641 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C893E5C338D6CE33594E3FEAF7093883EFB1C1DE16F3CC
873B062FA742E7078AEB73DC3A6BFF170052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0D
93FEA6F0C9047EC307E12F00BF926777B3841EF36472C7BA15E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,



                          product
                            whole
                              local
                                str "8641_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8641 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8641 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8641_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8641_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8646" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name



                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {



                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8646 } ,
                descr {
                  title "Bat coronavirus 1 8646 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {



                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C893E5C338F6CE33594E3FEAF7093883EFB1C1DE16F3CC
8739062FA742E7078ACB73DC3A6BFF370052BAC6136AE39061A7CE50F4BBF0CFFD092F2E704F0D
93FEA6F0C9047EC307E12F00BF92677FB3843EF36472C7BA15E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8646_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8646 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8646 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {



                id {
                  local
                    str "8646_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8646_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8651" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;



 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data



                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8651 } ,
                descr {
                  title "Bat coronavirus 1 8651 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C893E5C338D6CE33594E3FEAF7093883EFB1C1DE16F3CC
8739062FA742E7078AEB73DC3A6BFF170052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0D
93FEA6F0C90C7EC307E12F00BF92677FB3843EF36472C7BA15E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8651_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8651 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8651 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8651_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8651_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8653" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,



                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8653 } ,
                descr {
                  title "Bat coronavirus HKU8 8653 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 365 ,
                  seq-data
                    ncbi2na 'EBEA3C5703B8DB93E5C138F6CE3F79CE3FEAF7093BC3EFB14
3D236F3CC87FB0E07E442F7C78AEB73DC1AABF733825EBAC71F7AE39471E5CE70F7BFD04CF529E
F2E70CF0CA3FEACF0CB0C5EC30DF1EF0B47D264E7F3843EF320BDE580'H } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8653_1" ,
                          location
                            int {
                              from 0 ,
                              to 364 ,
                              strand plus ,
                              id
                                local
                                  id 8653 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 364 ,
                              strand plus ,
                              id
                                local
                                  id 8653 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8653_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "GWDYPKCDRALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLT



EVVYSNGGFYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSLQRMLYDNCYRSSA" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8653_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8654" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {



                  local
                    id 8654 } ,
                descr {
                  title "Bat coronavirus 1 8654 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C89FE5C338F6CE33594E3FEAF7093803EFB1C1DE16F3CC
8F3B062FA442E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF0CDFD092D2E704F0D
93FEA6F0490C7E4307E12F022F90674FB3843EF36472C7BE15E5FEC8460'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8654_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8654 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local



                                  id 8654 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8654_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVD
T" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8654_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "8658" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8658 } ,
                descr {
                  title "Bat coronavirus 1 8658 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 372 ,
                  seq-data
                    ncbi2na '03B8C893E5C338F6CE33594E3FEAF7093883EFB1C1DE16F3C
C873B062FA742E7058ACB73DC3A6BFF3F0052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0
D93FEA6F0C90C7E4307E12F00BF92677FB3843EF36472C7BA1565FEC844'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8658_1" ,
                          location
                            int {
                              from 0 ,
                              to 371 ,



                              strand plus ,
                              id
                                local
                                  id 8658 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 8658 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8658_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYS
NGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFV
DT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "8658_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8663" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8663 } ,
                descr {
                  title "Bat coronavirus 1 8663 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C893E5C338F6CE33594E3FEAF7093883EFB1C1DE16F3CC
873B062FA742E7078ACB73DC3A6BFF1F0052BAC61B6AE39061A7CE50F4BBF04FFD092D2E704F0D



93FEA6F0C90C7E4307C12F00BF92677FB3843EF36472C7BA15E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8663_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8663 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8663 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8663_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8663_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8665-1" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name



                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "8665-1" } ,
                descr {
                  title "Bat coronavirus HKU8 8665-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 393 ,
                  seq-data
                    ncbi2na '5B93E54138F6CE3F79CE3FEAF7093BC1EFB143D236F3CC877
B0E27E442F7C782FB73DC3A6BF733805E9AC7137AE19471A5CE70F7B7D04CF529EF2E70CF04A3F
EACF0CB0C5EC30DF9EF0B5F126CE7F3843EF320BDE7BE15EBFEF8C7FF1A71F9A091F740'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8665-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  str "8665-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  str "8665-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8665-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 131 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLAVKSLQRMLYDNCYRSSAVDPGFVDTF
YGYLR
KHFS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 130 ,
                              id
                                local
                                  str "8665-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8665-2" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "8665-2" } ,
                descr {
                  title "Bat coronavirus 1 8665-2 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 434 ,
                  seq-data
                    ncbi2na '8F15C0EE3224F970CE3DB38FDE538FFABDC24E20FBEC70778
5BC7321CE418BE9D0B9C1E2BADCF70E9AFFCDC014AEB184DAB8E41869F3943D2EFC337F424B4B9
C13C364FFA9BC32431F90C1F84BC02FE499DFECE10FBCD91CB1EE85797FB2113FCEBC7C6404FDD
CE38F41E38E80'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,



                          product
                            whole
                              local
                                str "8665-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 433 ,
                              strand plus ,
                              id
                                local
                                  str "8665-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 433 ,
                              strand plus ,
                              id
                                local
                                  str "8665-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8665-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 144 ,
                  seq-data
                    ncbieaa "DYPKCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEV
VYSNGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDP
AFVDT
FYGYLRKHFSMMIQLMM" } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 143 ,
                              id
                                local
                                  str "8665-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8667" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {



                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil



                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8667 } ,
                descr {
                  title "Bat coronavirus 1 8667 RNA-dependent RNA polymerase
 mRNA, partial cds" ,



                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C893E5C338F6CE33594E3FEAF7093883EFB1C1DE16F1CC
8739062FA742E7078AEB73DC3A6BFF370052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0D
93FEA6F0C90C7E4307E12F00BF92677FB3843EF36472C7BA15E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8667_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8667 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8667 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,



              seq {
                id {
                  local
                    str "8667_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8667_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8670" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand



 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,



                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8670 } ,
                descr {
                  title "Bat coronavirus 1 8670 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 355 ,
                  seq-data
                    ncbi2na 'E3C5403B8C893E5C338D6CE33594E3FEAF7093883EFB1C1DE
16F3CC8739062FA742E7078AEB73DC3A6BFF170052BAC6136AE39061A7CE50F4BBF0CDFD092D2E
704F0D93FEA6F0C90C7E4307E1AF00BF92677FB3843EF36472C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8670_1" ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  id 8670 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  id 8670 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8670_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "DYPKCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEV
VYSNGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "8670_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8680-1" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,



                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "8680-1" } ,
                descr {
                  title "Bat coronavirus HKU8 8680-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 417 ,
                  seq-data
                    ncbi2na 'EBEA3CD40BB8DB93E5C138F6CE3F79CE3FEAF7093BC3EFB14
3D236F3CC87FB0E07E442F7C78AEB73DC1AABF733825EBAC71F7AE39471E5CE70F7BFD04CF529E
F2E70CF0CA3FEACF0CB0C5EC30DF1EF0B47D264E773843EF320BDE5BE35EBFEF8C6FF3A71F9B09
3F740'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8680-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 416 ,
                              strand plus ,
                              id
                                local
                                  str "8680-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 416 ,
                              strand plus ,
                              id
                                local
                                  str "8680-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8680-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 139 ,
                  seq-data



                    ncbieaa "GWDYPKCDRALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLT
EVVYSNGGFYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSLQRMLYDNCYRSSAV
DPGFV
DTFYGYLRKHFS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 138 ,
                              id
                                local
                                  str "8680-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8680-2" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {



              seq {
                id {
                  local
                    str "8680-2" } ,
                descr {
                  title "Bat coronavirus 1 8680-2 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 410 ,
                  seq-data
                    ncbi2na '8F3502EE1227F970CE3DB38CD6538FFABDC24E00FBEC70778
5BCF323CEC18BE910B9C1E0BADCF7069AFFCFC014AEB184D2B8E41849F3943DEFFC337F424B4B9
C13C364FFA9BC12431F90C1F84BC08BE419D3ECE10FBCD91CB1EF85797FB211BFCEBC7C6404FDD
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8680-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 409 ,
                              strand plus ,
                              id
                                local
                                  str "8680-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 409 ,



                              strand plus ,
                              id
                                local
                                  str "8680-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8680-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 137 ,
                  seq-data
                    ncbieaa "DYPKCDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEV
VYSNGGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDP
AFVDT
FYGYLRKHFS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 136 ,
                              id
                                local
                                  str "8680-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8681" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8681 } ,
                descr {
                  title "Bat coronavirus 1 8681 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C893E5C338D6CE33594E3FEAF7093883EFB1C1DE16F3CC
8739062FA742E7058AEB73DC3A6BFF170052BAC6136AE39061A7CE50F4BBF0CDFD092D2E704F0D
93FEA6F0C90C7E4307E12F00BF92677FB3843EF36472C7BA15E5FEC8440'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8681_1" ,



                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8681 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 8681 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8681_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8681_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus 8717" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8717" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8717 } ,
                descr {
                  title "Bat alphacoronavirus 8717 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 284 ,
                  seq-data
                    ncbi2na 'EE3227F970CE7C838FDE738C7E9DC04EF139EC39CB8C8CF12
1CEC181F9D0BBC120BCFCF70EBA3FCEF014AEB144DEB8E4D479F39C1DEDFC333F4B7B0B9C3BC32
3E70BBE32C11EC1'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8717_1" ,
                          location
                            int {
                              from 0 ,
                              to 283 ,
                              strand plus ,
                              id
                                local
                                  id 8717 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 283 ,
                              strand plus ,
                              id
                                local
                                  id 8717 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8717_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 95 ,
                  seq-data
                    ncbieaa "CDRALPNMLRMISAMILGSKHVTCCNASDRYYRLCNELAQVLTEVIYSN
GGFYVKPGGTTSGDASTAYANSVFNIFQSVSANVNRLLSVDSNTVT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 94 ,
                              id
                                local
                                  str "8717_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8777" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,



                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,



                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8777 } ,
                descr {
                  title "Bat coronavirus HKU2 8777 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 368 ,
                  seq-data
                    ncbi2na 'EE32273972CE31B39F9E73AF7E8D024EF139EC484B8CAFF12
1FD4381F910BDF0E0BEE4F70E9ABFCEC014AE9144D298E71079B3903DEDF4137F4A4BC9DC33C32
9F7F7BE32C3BBB0437B3B4209F49BDCDCE10FBCC8DCB9EF8E10EFBC48'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8777_1" ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 8777 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 8777 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8777_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8777_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8798" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8798 } ,
                descr {
                  title "Bat coronavirus HKU2 8798 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 368 ,
                  seq-data
                    ncbi2na '0EE32273972CE31B3BE9273AF7E9DC24EC1FBE448CB8CAFF1
21C9C38BE910BDF0E0BEE4F70E9A7FCEF017AEB1C7DEB8E41079B3943D2FFC33FD4A7BC9DC3BC3
29FFB7B632C3B7B2C1733B4009E49B8CDCE10FBCC8DCB92F8E3AEEC68'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8798_1" ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 8798 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 8798 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8798_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLANELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNVNRLLSVDSNVCSNLYVKKLQRDIYDNCYRSSAVDDGVY
G" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8798_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8867" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8867 } ,
                descr {
                  title "Bat coronavirus HKU6 8867 RNA-dependent RNA



 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 393 ,
                  seq-data
                    ncbi2na 'C893C5C338F20E3F598E3FEAF7091B46E7B1E72E12BFCC877
B0E2FA542FF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F04FFD292F2E70ED04AF9
FAEF8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8E2CFFA7371B093FF40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8867_1" ,
                          location
                            int {
                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  id 8867 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  id 8867 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8867_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 131 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE
YFGYLR
KHFS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 130 ,
                              id
                                local
                                  str "8867_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8939" } ,
                      {
                        subtype nat-host ,



                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8939 } ,
                descr {
                  title "Bat coronavirus HKU6 8939 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE3FEAF7091B46E7B1E72E12BFCC877B0E
2FA542FF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F04FFD292F2E70ED04AF9FAE
F8C9044E410DF82D090F126C27F38F9E71234DCBBE394BFEE8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8939_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local



                                  id 8939 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8939 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8939_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local



                                  str "8939_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8948" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {



                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8948 } ,
                descr {
                  title "Bat coronavirus HKU6 8948 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE37EAF7091B44E7B1E72E12BFCC877B0E
2FA542DF048AF373DC3AEBF717C05EBAC51F7AE19C71E4C650F7B7F04FFD292F2E70ED04AF9FAE
F8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8D2C'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8948_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8948 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8948 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8948_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,



                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDQ" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8948_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9130" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {



                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {



                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {



                id {
                  local
                    id 9130 } ,
                descr {
                  title "Bat coronavirus HKU6 9130 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE3FEAF7093B47EFB1E72E32BFCC87750E
2FA542DF068AF373DC3AEBFF17405EAAC51F7AE39451E4CE50F7BBF04FFD292F2E50ED0CAF9FAE
F8C9044E410DC82D090F126C27738F9E712B4DC3BE394BFEC8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9130_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9130 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id



                                local
                                  id 9130 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9130_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9130_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "9132" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9132 } ,
                descr {
                  title "Bat coronavirus HKU6 9132 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '3E5C338F20E3F59CE3FEAF7093B47EFB1E72E12BFCC87770E
2FA542F7068AF373DC3AEBFF17405E8AC4177AE39471E5CE50F7BBF0CFFD29EF2E50EF0CAF9FAE
F8C9044E4105C8AD090F126C27F38F9E712B4DC3BE394BF6C8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9132_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,



                              strand plus ,
                              id
                                local
                                  id 9132 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9132 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9132_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 118 ,
                              id
                                local
                                  str "9132_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9134" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,



                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,



                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9134 } ,
                descr {
                  title "Bat coronavirus HKU6 9134 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na '3E5C338F20E3F59CE3FEAF7093B47EFB1E72E12BFCC87770E
2FA542F7068AF373DC3AEBFF17405E8AC4177AE39471E5CE50F7BBF0CFFD29EF2E50EF0CAF9FAE
F8C9044E4105C82D090F126C27F38F9E712B4DC3BE394BF6C8E2CFFAF371B093FF4'H } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9134_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 9134 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 9134 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9134_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {



                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDEYF
GYLRKH
FS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "9134_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9137-1" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis chinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name



                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "9137-1" } ,
                descr {
                  title "Bat coronavirus HKU6 9137-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na '3E5C338F20E3F79CE3FEAF7093B47EFB1E72E12BFC487750E
27A542DF048AF373DC3AEBFF17405E8AC51F7AE39451E4CE50F7BBF0CFFD29EF2E50ED0CAF9FAE
F8C9044E410DC82D090F126C27F38F9E712B4DC3BE394BFEC8E2CFFAF371B093FF4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9137-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "9137-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "9137-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9137-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDEYF
GYLRKH
FS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "9137-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9137-2" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis chinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "9137-2" } ,
                descr {
                  title "Bat coronavirus HKU6 9137-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na '3E5C338F20E3F59CE3FEAF7093B47EFB1E72E12BFCC87770E
2FA542F7068AF373DC3AEBFF17405E8AC4177AE39471E5CE50F7BBF0CFFD29EF2E50EF0CAF9FAE
F8C9044E4105C82D090F126C27F38F9E712B4DC3BE394BF6C8E2CFFAF371B093FF4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product



                            whole
                              local
                                str "9137-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "9137-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "9137-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9137-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDEYF
GYLRKH
FS" } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "9137-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9145" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name



                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {



                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9145 } ,
                descr {
                  title "Bat coronavirus HKU6 9145 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {



                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '3E5C338F20E3F59CE3FEAF7093B47EFB1E72E12BFCC877706
2FA542F7048AF373DC3AEBF717405E8AC4137AE39471E7CE50F7BBF0CFFD29EF2E50ED0CAF9FAE
F8C9044E4305C82F090F126C27F38F9E712B4DC3BE394BFEC8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9145_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9145 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9145 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {



                id {
                  local
                    str "9145_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9145_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9146" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,



                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9146 } ,
                descr {
                  title "Bat coronavirus HKU6 9146 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F79CE3FEAF7093B47EFB1E72E12BFC487750E
27A542DF048AF373DC3AEBFF17405E8AC51F7AE39451E4CE50F7BBF0CFFD29EF2E50ED0CAF9FAE
F8C9044E410DC82D090F126C27F38F9E712B4DC3BE394BFEC8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9146_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9146 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9146 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9146_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9146_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9151" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9151 } ,
                descr {
                  title "Bat coronavirus HKU6 9151 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 335 ,
                  seq-data
                    ncbi2na '3E5C338F20E3F59CE3FEAF7093B47EFB1E72E12BFCC877706
2FA542F7048AF373DC3AEBF717405E8AC4137AE39471E7CE50F7BBF0CFFD29EF2E50ED0CAF9FAE
F8C9044E4305C82F090F126C27F38F9E712B4DC38'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {



                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9151_1" ,
                          location
                            int {
                              from 0 ,
                              to 334 ,
                              strand plus ,
                              id
                                local
                                  id 9151 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 334 ,
                              strand plus ,
                              id
                                local
                                  id 9151 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9151_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 111 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSN" } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 110 ,
                              id
                                local
                                  str "9151_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9154" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,



                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,



                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9154 } ,
                descr {



                  title "Bat coronavirus HKU6 9154 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 338 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE3FEAF7091BC6E7B1E72E12BFCC877B0E
2FA542DF048AF373DC3AEBF717C05EBAC51F7AE39471E4C650F7B7F04FFD292F2E70ED04AF9FAE
F8C9044E410DF82D090F126C27F38F9E71234DCBBE0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9154_1" ,
                          location
                            int {
                              from 0 ,
                              to 337 ,
                              strand plus ,
                              id
                                local
                                  id 9154 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 337 ,
                              strand plus ,
                              id
                                local
                                  id 9154 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9154_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 112 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 111 ,
                              id
                                local
                                  str "9154_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9156" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,



                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,



                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9156 } ,
                descr {
                  title "Bat coronavirus HKU6 9156 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE37EAF7091B44E7B1E72E12BFCC877B0E
2FA542DF048AF373DC3AEBF717C05EBAC51B7AE39C71E4C650F7B7F04FFD292F2E70ED04AF9FAE
F8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9156_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9156 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9156 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9156_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9156_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9161" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis chinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9161 } ,
                descr {
                  title "Bat coronavirus HKU6 9161 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE3FEAF7091B46E7B1E72E12BFCC877B0E
2FA542FF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F04FFD292F2E70ED04AF9FAE
F8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8E2C'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9161_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9161 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9161 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9161_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data



                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9161_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9164" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {



                  local
                    id 9164 } ,
                descr {
                  title "Bat coronavirus HKU6 9164 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '3C5C338F20E3F59CE3FEAF7091B46E7B1E72E12BFCC877B0E
2FA542FF048AF373DC3AEBF717C05EBAC51F7AE39C71E4C650F7B7F04FFD292F2E70ED04AF9FAE
F8C9044E410DF82D090F126C27F38F9E71234DCBBE39CBFEE8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9164_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9164 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local



                                  id 9164 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9164_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9164_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9167" } ,



                      {
                        subtype nat-host ,
                        subname "Myotis chinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {



                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9167 } ,
                descr {
                  title "Bat coronavirus HKU6 9167 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 366 ,
                  seq-data
                    ncbi2na 'CA93E5C338F20E3F59CE3FEAF7093B47EFB1E72E12BFCC877
70E2FA542F7068AF373DC3AEBFF17405E8AC4177AE39471E5CE50F7BBF0CFFD29EF2E50EF0CAF9
FAEF8C9044E4105C8AD090F126C27F38F9E712B4DC3BE394BF6C8E2C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9167_1" ,
                          location
                            int {
                              from 0 ,
                              to 365 ,
                              strand plus ,



                              id
                                local
                                  id 9167 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 365 ,
                              strand plus ,
                              id
                                local
                                  id 9167 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9167_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 120 ,
                              id
                                local
                                  str "9167_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9170" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis chinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,



                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,



                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9170 } ,
                descr {
                  title "Bat coronavirus HKU6 9170 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 366 ,
                  seq-data
                    ncbi2na 'CA93C5C338F20E3F59CE3FEAF7093B47EFB1E72E12BFC4877
50E27A542DF048AF373DC3AEBFF17405EAAC51F7AE39471E5CE50F7BBF0CFFD29EF2E50ED0CAF9
FAEF8C9044E4105C82D090F126C27F38F9E712B4DC3BE394BF6C8E2C0'H } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9170_1" ,
                          location
                            int {
                              from 0 ,
                              to 365 ,
                              strand plus ,
                              id
                                local
                                  id 9170 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 365 ,
                              strand plus ,
                              id
                                local
                                  id 9170 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9170_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {



                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "9170_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9172" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,



                    authors {
                      names
                        std {
                          {
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                                first "Alice" ,
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                            name
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                                initials "B." } } ,
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                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {



                                last "Shi" ,
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 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,



                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9172 } ,
                descr {
                  title "Bat coronavirus HKU6 9172 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '3E5C338F20E3F59CE3FEAF7093B47EFB1E72E12BFCC877506
2FA542F7048AFB73DC3AEBF717405E8AC51F7AE39C71E4CE50F7BBF0CFFD29EF2E70ED04AF9FAE
F8C9044E4305C82D090F106C27F38F9E712B4DE3BE39CBFEE8E2C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9172_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9172 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9172 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9172_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSDVDASFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9172_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9175" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
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                        std {
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 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9175 } ,
                descr {
                  title "Bat coronavirus HKU6 9175 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 417 ,
                  seq-data
                    ncbi2na 'CA93C5C338F20E3F59CE3FEAF7093B47EFB1E72E12BFC4877
50E27A542FF048AF373DC3AEBFF17405EAAC51F7AE39471E7CE50F5BBF0CFFD29EF2E50ED0CAF9
FAEF8C9044E4105C82D090F126C27F38F9E712B6DC3BE394BF6C8E2CFFAF371B093FF738E3D378
E3A00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "9175_1" ,
                          location
                            int {
                              from 0 ,
                              to 416 ,
                              strand plus ,
                              id
                                local
                                  id 9175 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 416 ,
                              strand plus ,
                              id
                                local
                                  id 9175 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9175_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 138 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE
YFGYLR
KHFSMMIHLMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 137 ,
                              id
                                local
                                  str "9175_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9176" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
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                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,



                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,



                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9176 } ,
                descr {
                  title "Bat coronavirus HKU6 9176 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {



                  repr raw ,
                  mol rna ,
                  length 403 ,
                  seq-data
                    ncbi2na 'CA93E5C338F20E3F79CE3FEAF7093B47EFB1E72E12BFC4877
50E27A542DF048AF373DC3AEBFF17405E8AC51F7AE39451E4CE50F7BBF0CFFD29EF2E50ED0CAF9
FAEF8C9044E410DC82D090F126C27F38F9E712B4DC3BE394BFEC8E2CFFAF371B093FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9176_1" ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 9176 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 9176 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local



                    str "9176_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE
YFGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "9176_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9397" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,



                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 12 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 12 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9397 } ,
                descr {
                  title "Bat coronavirus 1 9397 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,
                  seq-data
                    ncbi2na 'FE5C338F6CE33594E3FEAF7093803EFB1C1DE16F3CC8F3B06
2FA442E70782EB73DC1A6BFF3F0052BAC6134AE3906127CE50F7BFF04DFD092F2E704F0D93FEA6
F0C90C7E4307E12F022F90674FB3843EF36472C7BE15E5FEC8460'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9397_1" ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 9397 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 9397 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9397_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVDT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9397_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } } } } }
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            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            email "huben@wh.iov.cn" ,
            phone "86-27-87197311" ,
            postal-code "430071" } } } ,
    cit {
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                name {
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                  first "Peter" ,
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        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            postal-code "430071" } } ,
      date
        std {
          year 2019 ,
          month 8 ,
          day 13 } } ,
    hup TRUE ,
    reldate
      std {



        year 2020 ,
        month 12 ,
        day 31 } ,
    subtype new ,
    tool "Sequin 15.10 - MS WINDOWS VISTA" } ,
  data
    entrys {
      set {
        class genbank ,
        seq-set {
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "CZ02" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
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                              name {
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                          {
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                      affil
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 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,



                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "CZ02" } ,
                descr {
                  title "Bat coronavirus 512 CZ02 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F9504E3C83AFDE438C7EBDC246F079ECBDCB8CAC712BEE



C181C910BFC1203AFCF406BA7FCED017AEB184DEB8E71049F3943D2FFC133F4A41CB903BC16FEF
8BBE32C113B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F6C047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "CZ02_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "CZ02" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "CZ02" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "CZ02_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMVSAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "CZ02_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "CZ18-1" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
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                  gen {
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                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
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                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,



              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "CZ18-1" } ,
                descr {
                  title "Bat coronavirus 512 CZ18-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC246F079ECBDC98CAC7123EE
C181C910BFC1203AFCF406BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF
8BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F6C047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "CZ18-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "CZ18-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "CZ18-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "CZ18-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "CZ18-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "CZ18-2" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
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                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
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                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {



                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
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                              name {
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                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data



                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "CZ18-2" } ,
                descr {
                  title "Bat coronavirus 512 CZ18-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC246F0F9ECBDC18CAC7123EE
C189C912BFC120BAFC7606BA7FCED017AEB184DEB8E71049F3943D2FFC133D4A41CB903BC167EF
8BBE32C113B041320BC243E49B0BEC63EFBCC8D342ED8D02FFB608B1FE7C5F6C047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "CZ18-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "CZ18-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "CZ18-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "CZ18-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSNDRYYRLCNELAQVLTEVVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FAYLR
KHFSMMI" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "CZ18-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "CZ20" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "CZ20" } ,
                descr {
                  title "Bat coronavirus 512 CZ20 RNA-dependent RNA polymerase



 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC246F079ECBDC98CAC7123EE
C181C910BFC1203AFCF406BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF
8BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F6C247FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "CZ20_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "CZ20" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "CZ20" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "CZ20_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "CZ20_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "CZ29" } ,
                      {
                        subtype nat-host ,



                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "CZ29" } ,
                descr {
                  title "Bat coronavirus 512 CZ29 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na '3B8C89FE54138F20E3F790E31FAF7091BC1E7B2F72632B1C4
8FBB06072442FF0480EBF3D01AE9FF3B405EBAC7137AE39C4127CE50F4BFF04CFD29072E40EF05
9FBE2EF8CB0C4EC104C82F090F926C2FB38FBEF3634D0BBA340BFEF822C7FAF17DB011FF738E3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "CZ29_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local



                                  str "CZ29" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "CZ29" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "CZ29_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSN
GGFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVE
EYFGY
LRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,



                              id
                                local
                                  str "CZ29_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HD131577" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat



 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HD131577" } ,
                descr {
                  title "Bat coronavirus HKU6 HD131577 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F170CE3C838FD6738DFABDC246D139EC79CB8CAFF321DE
C38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEDFC13FD4A4BCB9C3B412BE7
EBBE32411390437D0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3FE9CDC6CA4FFDCE38F0'H } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HD131577_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131577" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131577" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HD131577_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,



                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLQVKQLQRKLYDCCYRSSSVDASFVDE
YFGYLR
RHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "HD131577_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HD131580" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,



                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {



                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,



                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HD131580" } ,
                descr {
                  title "Bat coronavirus HKU6 HD131580 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F970CE3C838FD6738FFABDC24ED1FBEC79CB84AFF321DD
C38BC950BFC122BCDCF70EBAFFC5D017A2B107DEB8E51C7973943DEEFC33FF4A7B4B943B432BE7
E8BE32411390417E0B4243C49B09FCE3E79C4AD370EF8E72FFBA38B3FEBCDC6C24FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HD131580_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131580" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131580" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HD131580_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE
YFGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "HD131580_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,



                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HD131581" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,



                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label



                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HD131581" } ,
                descr {
                  title "Bat coronavirus HKU6 HD131581 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F170CE3C838FD6738DFABDC246D139EC79CB84AFF321DE
C38BE950B7C122BCDCF70EBAFDC5F017AEB147DEB8E71C7931943DEDFC337F4A4BCB9C3B412BE7
EBBE32411390437E0B4243C49B09FCE3E79C48D372EF8E72FFBA38B3FE9CDC6C24FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole



                              local
                                str "HD131581_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131581" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131581" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HD131581_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLCNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSSVDASFVDE
YFGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "HD131581_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HD131583" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {



                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy



 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HD131583" } ,
                descr {
                  title "Bat coronavirus HKU6 HD131583 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,



                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F1704E3C838FD6738DFABDC04ED1F9EC59CB84AFF321DD
C389C950B3C1A0B4FCF70EBABFC5D094A2B1C7D2B8E71C59B3943DEEFC33FF4A7BCB943B432BE7
6BBE324113B041720B4243C49B09FCE3E79C4AD350EC8E72FFB238B3FEBCDC6C24FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HD131583_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131583" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131583" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {



                  local
                    str "HD131583_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDE
YFGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "HD131583_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HD131585" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;



 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data



                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HD131585" } ,
                descr {
                  title "Bat coronavirus 1 HD131585 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 328 ,
                  seq-data
                    ncbi2na '227F970CE3DB38CD6538FFABDC24E00FBEC707785BCF323CE
C18BE910B9C1E0BADCF7069AFFCFC014AEB184D2B8E41849F3943DEFFC337F424BCB9C13C364FF
A9BC32431F90C1F84BC08BE419D3ECE10FBCD'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HD131585_1" ,
                          location
                            int {
                              from 0 ,
                              to 327 ,
                              strand plus ,
                              id
                                local
                                  str "HD131585" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 327 ,
                              strand plus ,
                              id
                                local
                                  str "HD131585" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HD131585_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 109 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCY" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 108 ,
                              id
                                local
                                  str "HD131585_1" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HD131586" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,



                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {



                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HD131586" } ,
                descr {
                  title "Bat coronavirus 1 HD131586 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F970CE35B38CD6538FFABDC04EA0FBEC707785BCF321CE
C18BC9D0B9C162BADCF70E9AFFCDC014AEB184DAB8E41869F3943D2EFC337F424BCB9C13C364FF
A9BC32431F90C1F84BC02FE499DFECE10FBCD91CB1EE85797FB2113FCEBC7C6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HD131586_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131586" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131586" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HD131586_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHGNCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFY



GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "HD131586_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU6" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HD131592" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis ricketti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {



                  local
                    str "HD131592" } ,
                descr {
                  title "Bat coronavirus HKU6 HD131592 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na 'FEAF7093B47EFB1E72E12BFCC87770E2F2542FF048AF373DC
3AEBFF17405E8AC41F7AE39471E5CE50F7BBF0CFFD29ED2E50ED0CAF9FA2F8C9044E4105F82D09
0F126C27F38F9E712B4DC3BE39CBFEE8E2CFFAF171B093FF738E0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HD131592_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  str "HD131592" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local



                                  str "HD131592" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HD131592_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "LGSKHVTCCTASDRFYRLSNELAQVLTEVIYSNGGFYLKPGGTTSGDAT
TAYANSVFNIFQAVSANVNRLLGVDSNTCNNLEVKQLQRKLYDCCYRSSNVDASFVDEYFGYLRKHFSMM" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "HD131592_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "HK140626" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HK140626" } ,
                descr {
                  title "Bat coronavirus 1 HK140626 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 411 ,
                  seq-data
                    ncbi2na '0EE3224F970CE3DB38CD6538FFABD424E20FBEC50778DBCF3
21CE438BC9D0B9C1E2BADCF70EBAFFC7C014AEB184DAB8E41849F3941DEEFC137F424B4B9C13C3
64CFA9BC32411FB0C1F84BC08FE499DBECE30FBCD91C91EC85797FB2113FCEBC7C6404FDDCE38F
4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HK140626_1" ,
                          location
                            int {
                              from 0 ,



                              to 410 ,
                              strand plus ,
                              id
                                local
                                  str "HK140626" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  str "HK140626" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HK140626_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVD
TFYGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "HK140626_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HK140640" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HK140640" } ,
                descr {
                  title "Bat coronavirus 1 HK140640 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 411 ,
                  seq-data



                    ncbi2na '0EE3224F970CE3DB38CD6538FFABD424E20FBEC50778DBCF3
21CE438BC9D0B9C1E2BADCF70EBAFFC7C014AEB184DAB8E41849F3941DEEFC137D424B4B9C13C3
64CFA9BC32411FB0C1F84BC08FE499DBECE30FBCD91C91EC85797FB2113FCEBC7C6404FDDCE38F
4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HK140640_1" ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  str "HK140640" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  str "HK140640" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HK140640_1" } ,
                descr {
                  molinfo {



                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSN
GGFYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVD
TFYGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "HK140640_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HK140703" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,



                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,



                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HK140703" } ,
                descr {
                  title "Bat coronavirus 1 HK140703 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 337 ,
                  seq-data
                    ncbi2na '79ECBDC98CAC7123EEC181C910BFC1203AFCF606BA7FCED01
7AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF8BBE32C313B041320BC243E49B0BECE
3EFBCD8D342EE8D02FFBE08B1FEBC5F64047FDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HK140703_1" ,
                          location
                            int {
                              from 0 ,
                              to 336 ,
                              strand plus ,
                              id
                                local
                                  str "HK140703" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 336 ,
                              strand plus ,
                              id
                                local
                                  str "HK140703" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HK140703_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 112 ,
                  seq-data
                    ncbieaa "CCSSSDRYYRLCNELAQVLTEMVYSNGGFYVKPGGTTSGDATTAYANSV
FNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEYFGYLRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 111 ,
                              id
                                local
                                  str "HK140703_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HK140706" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {



                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data



                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HK140706" } ,
                descr {
                  title "Bat coronavirus 512 HK140706 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC246F079ECBDC98CAC7123EE
C181C910BFC1203AFCF606BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF
8BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBCDF6C047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "HK140706_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HK140706" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HK140706" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HK140706_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMI" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "HK140706_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HK140714" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HK140714" } ,
                descr {
                  title "Bat coronavirus 512 HK140714 RNA-dependent RNA



 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'EE3227F9504E3C838FDE438C7EBDC246F079ECBDC98CAC712
3EEC181C910BFC1203AFCF406BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC16
7EF8BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F6C047FDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HK140714_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "HK140714" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "HK140714" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HK140714_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSN
GGFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVE
EYFGY
LRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "HK140714_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HK140715" } ,
                      {
                        subtype nat-host ,



                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HK140715" } ,
                descr {
                  title "Bat coronavirus 512 HK140715 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 395 ,
                  seq-data
                    ncbi2na '27F9504E3C838FDE438C7EBDC24EF079ECBDC98CAC7123EEC
181C910BFC1203AFCF606BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF8
BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F64047FDCE0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HK140715_1" ,
                          location
                            int {
                              from 0 ,
                              to 394 ,
                              strand plus ,
                              id
                                local



                                  str "HK140715" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 394 ,
                              strand plus ,
                              id
                                local
                                  str "HK140715" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HK140715_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 131 ,
                  seq-data
                    ncbieaa "ALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGGF
YVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEYF
GYLRK
HFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 130 ,



                              id
                                local
                                  str "HK140715_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HK140716" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat



 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HK140716" } ,
                descr {
                  title "Bat coronavirus 512 HK140716 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi4na '8484181414288842221121841881411841888284211841812
884488281142124881128428481488281424181448128121418848481124112814212114888811
214111844888188251124484428888184821112284484481281218284484184281211214288184
221188214888881121818882144211281484211184881122428848841484884181481181218481



121121814114881142118842142481148848184188488488182418218211484844182111488884
884114148128884488122882421112128888281841841'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HK140716_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "HK140716" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "HK140716" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HK140716_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSN
GGFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVE
EYFGY
LRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "HK140716_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HK140717" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {



                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,



                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,



              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HK140717" } ,
                descr {
                  title "Bat coronavirus 512 HK140717 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi4na '8484181414288842221121841881411841888284211841812
884488281142124881128428481488281424181448128121418848481124112814212114888811
214111844888188241124484428888184821112284484481281218284484184281211214288184
2211882148888811218188821442112814842111848811224288488414848841814811812184A1
121121814114881142118842142481148848184188488488182418218211484844182111488884
88411414812888448812288248111212888828184184188'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HK140717_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "HK140717" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "HK140717" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HK140717_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSN
GGFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVE
EYFGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "HK140717_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HK140720" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HK140720" } ,
                descr {
                  title "Bat coronavirus 512 HK140720 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 393 ,
                  seq-data
                    ncbi2na '7F9504E3C838FDE438C7EBDC24EF079ECBDC98CAC7123EEC1
81C910BFC1203AFCF606BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF8B
BE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F64047FDCE00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {



                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HK140720_1" ,
                          location
                            int {
                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  str "HK140720" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  str "HK140720" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HK140720_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 130 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGGFY
VKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEYFG
YLRKH



FSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 129 ,
                              id
                                local
                                  str "HK140720_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "LS140735" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {



                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {



                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local



                    str "LS140735" } ,
                descr {
                  title "Bat coronavirus 1 LS140735 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2247970CE3DB38CD6538FFABDC24E00FBEC70748DBCF321CE
C18BE9D2B9C1E0B2DCF7069AFFCFC014AEB144DAB8E41849F3943DEEFC337F424BCB9C13C360DF
A9BC32431F90C3F07BC00FE419D3ECE30FBCD91CBDEF85797FB2113FCEBC5C6404FFDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "LS140735_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "LS140735" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "LS140735" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "LS140735_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKNLQRSLYDNCYRTSSVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "LS140735_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "LS140741" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "LS140741" } ,
                descr {
                  title "Bat coronavirus 1 LS140741 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F970CE3DB38CD6538FFABD424E20FBEC50778DBCF321CE
438BC9D0B9C1E2BADCF70EBAFFC7C014AEB184DAB8E41849F3941DEEFC137F424B4B9C13C364CF
A9BC32411FB0C1F84BC08FE499DBECE30FBCD91C91EC85797FB2113FCEBC7C6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "LS140741_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,



                              strand plus ,
                              id
                                local
                                  str "LS140741" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "LS140741" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "LS140741_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "LS140741_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140002" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,



                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140002" } ,
                descr {
                  title "Bat coronavirus HKU2 ML140002 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na 'BB8CA9CE5CB38C6CE7E794EBDFA37091BC4EFB1212E32BFC4



87F70607E642F7C38AFB93DC3A2BFF3B005EBA47134AE39C41E7CE40F7BFF04DFD292F27704F04
A7DFDEF8CB0EEEC107ECED0027D2677373843EF32B72E7BE38478'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140002_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  str "ML140002" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  str "ML140002" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140002_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "ML140002_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140028" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name



                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140028" } ,
                descr {
                  title "Bat coronavirus HKU8 ML140028 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 355 ,
                  seq-data
                    ncbi2na '224F9704E3DB38FDE738FFABDC24EF0FBEC50F48DBCF321FE
C381F910BDF1E2BADCF706AAFDCCE097AEB1C7DEB8E51C79739C3DEFF4133D4A7BCB9C33C328FF
AB3C32C317B0C37C7BC2D1F49939DCE10FBCC82F796F8D7AFF8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140028_1" ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "ML140028" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "ML140028" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140028_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSLQRMLYDNCYRSSAVDPGF" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "ML140028_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140029" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {



                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140029" } ,
                descr {
                  title "Bat coronavirus 1 ML140029 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 328 ,
                  seq-data
                    ncbi2na '1DE36F3CC87390E2F2742E7078ACB73DC3AEBFF3F0052BAC6
136AE39061A7CE5077BBF0CDFD092D2E704F0D933EA6F0C90C7EC307E12F023F92676FB3843EF3
6472C7B215E5FEC846FF3AF1F19013F7738E3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "ML140029_1" ,
                          location
                            int {
                              from 0 ,
                              to 327 ,
                              strand plus ,
                              id
                                local
                                  str "ML140029" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 327 ,
                              strand plus ,
                              id
                                local
                                  str "ML140029" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140029_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 108 ,
                  seq-data
                    ncbieaa "SDRYYRLCNELAQVLTEVVYSNGGFYLKPGGTTSGDATTAYANSVFNIF
QAVSANINRILGVNSNTCNNLTVKDLQRSLYDNCYRTSTVDPAFVDTFYGYLRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 107 ,
                              id
                                local
                                  str "ML140029_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus ML140030" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140030" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140030" } ,
                descr {
                  title "Bat alphacoronavirus ML140030 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 355 ,
                  seq-data
                    ncbi2na '891F5C338C6CE33494E3DFAF5013BC1EFB1E5DE32B3CD97FB
0E2FA74AF7C782DB53D03AEBF733805E9AC71F7AE3944127CE70F7BBF04FF509EF2E50CF0DB33E
A4F0C90C4EC305F1EF0B73126CEFB1843EF36C7DE7BE1DE9FB4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140030_1" ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "ML140030" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "ML140030" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140030_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "ALPNMIRMISAMILGSKHVNCCTASDRYYRLCNELAQVLTEVVHSNGGF
YMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSIQRMLYDNCYRTSAVDSGLS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "ML140030_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus ML140031" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140031" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus schreibersii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140031" } ,
                descr {
                  title "Bat alphacoronavirus ML140031 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 375 ,
                  seq-data
                    ncbi2na '47D70CE31B38CD2538F7EBDC24EF0FBEC79778CAC7165FEC3
8BE9D2BDF1E0B6D4F40EBAFFC4E017AEB1C7DEB8E71049F3943DEEFC13FD427BCB9433436CCFA9
3C324113B0437C7BC2DCC49B3BEC610FBCDB1F59EF877A7FB6117FCEBCDF0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140031_1" ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  str "ML140031" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  str "ML140031" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140031_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVNCCTASDRYYRLCNELAQVLTEVVHSNGGFY
MKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSIQRMLYDNCYRTSAVDSGFVDTFYG
YL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "ML140031_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140033-1" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuscus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140033-1" } ,
                descr {
                  title "Bat coronavirus 1 ML140033-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na '3E5C338F6CE33594E3FEAF5093883EFB141DE36F3CC873B0E
2F2742E7078ACB73DC3AEBFF3F0052BAC6136AE39061A7CE5077BBF04FFD092D2E704F0D931EA6
F0C90C7EE307C12F02BF92676FB38C3EF3647247BA15E5FEC845FF3AF1F19013F74'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140033-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "ML140033-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "ML140033-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140033-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGGFY
LKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCDNLTVKGLQRSLYDNCYRTSTVDPAFVDTFYG
YLRKH
FS" } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "ML140033-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus ML140033-2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140033-2" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuscus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {



                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {



                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local



                    str "ML140033-2" } ,
                descr {
                  title "Bat alphacoronavirus ML140033-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na '1F5C338C6CE33494E3DFAF7093BC3EFB1E5DE32B1C597FB0E
2FA74AF7C782DB53D03AEBFF13805EBAC71F7AE39C4127CE50F7BBF04FF509EF2E50CD0DB33EA4
F0C9044EC10DF1EF0B73126CEFB1843EF36C7D67BE1DE9FED845FF3AF37CA09DFF4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140033-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "ML140033-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "ML140033-2" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140033-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "LPNMIRMISAMILGSKHVNCCTASDRYYRLCNELAQVLTEVVHSNGGFY
MKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSIQRMLYDNCYRTSAVDSGFVDTFYG
YLRKL
FS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "ML140033-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU8" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "ML140094" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuscus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140094" } ,
                descr {
                  title "Bat coronavirus HKU8 ML140094 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 352 ,
                  seq-data
                    ncbi2na '03B8DB93E5C138F6CE3F79CE3FEAF7093BC1EFB143D236F3C
C87FB0E07E442F7C78AEB73DC1AABF733825EBAC71F7AE39471E5CE70F7BFD04CF529EF2E70CF0
CA3FEACF0CB0C5EC30DF1EF0B47D264E773843EF320BDE7BE'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140094_1" ,
                          location
                            int {
                              from 0 ,
                              to 351 ,



                              strand plus ,
                              id
                                local
                                  str "ML140094" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 351 ,
                              strand plus ,
                              id
                                local
                                  str "ML140094" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140094_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 117 ,
                  seq-data
                    ncbieaa "KCDRALPNMIRMISAMILGSKHVNCCTNSDRYYRLCNELAQVLTEVVYS
NGGFYMKPGGTTSGDATTAYANSVFNIFQAVSANINRILGINSNTCNNLTVKSLQRMLYDNCYRSSAV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 116 ,
                              id
                                local
                                  str "ML140094_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus NL140456" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140456" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140456" } ,
                descr {
                  title "Bat alphacoronavirus NL140456 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE3224F970CE31938DD2438DFABD40445079EC45F68C8CF16
7EE438BC9D2B9F122BEDCF40EBA7FC7F097AEB1C7DEB8E71079F3901D6DFC337D4A7BC99C3BC12



1EFAB323D411FB0437C3B4043E49B63ECE10FBCC82F7AEE8E38BFBC18F3C7BCFC4804FFDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140456_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "NL140456" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "NL140456" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140456_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTNCCTPSDRYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGIDSNTCNNLNVKQLQRRLYDNCYRSSGVDDEFV
NDYYCY
LQKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "NL140456_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus NL140459" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140459" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140459" } ,
                descr {
                  title "Bat alphacoronavirus NL140459 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE1224F970CE31938DD2438DFABD40445079EC45F68C8CF16
7EE438BC9D2B9F122BEDCF40EBA7FC7F097AEB1C7DEB8E71079F3901D6DFC337D4A7BC99C3BC12
1EFAB323D411FB0437C3B4043E49B63ECE10FBCC82F7AEE8E38BFBC18F3C7BCFC4804FFDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140459_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "NL140459" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "NL140459" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140459_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTNCCTPSDRYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGIDSNTCNNLNVKQLQRRLYDNCYRSSGVDDEFV
NDYYCY
LQKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "NL140459_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus NL140460" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140460" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140460" } ,
                descr {
                  title "Bat alphacoronavirus NL140460 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 321 ,
                  seq-data
                    ncbi2na 'E31938DD2438DFABD40445079EC45F68C8CF167EE438BC9D2
B9F122BEDCF40EBA7FC7F097AEB1C7DEB8E71079F3901D6DFC337D4A7BC99C3BC121EFAB323D41
1FB0437C3B4043E49B63ECE10FBCC82F780'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {



                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140460_1" ,
                          location
                            int {
                              from 0 ,
                              to 320 ,
                              strand plus ,
                              id
                                local
                                  str "NL140460" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 320 ,
                              strand plus ,
                              id
                                local
                                  str "NL140460" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140460_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 106 ,
                  seq-data
                    ncbieaa "IRMISAMILGSKHTNCCTPSDRYYRLCNELAQVLTEVVYSNGGFYFKPG
GTTSGDATTAYANSVFNIFQAVSANVNRLLGIDSNTCNNLNVKQLQRRLYDNCYRSS" } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 105 ,
                              id
                                local
                                  str "NL140460_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus NL140461" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140461" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,



                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,



                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140461" } ,



                descr {
                  title "Bat alphacoronavirus NL140461 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 418 ,
                  seq-data
                    ncbi2na 'B84893E5C338C64E37490E37EAF4011141EFB117DE3233C59
FB90E2F274AE7C48AFB73D03A2BFF1FC25EBAC71F7AE39C71E7CE4074B7F0CDF529EF2670EF048
7BEACC8F50C7EC10DF0ED010F926D8FB1843EF320BDEBBA3862FEF0E3CF1EF3F12013FF738E3D0
78E30'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140461_1" ,
                          location
                            int {
                              from 0 ,
                              to 417 ,
                              strand plus ,
                              id
                                local
                                  str "NL140461" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 417 ,
                              strand plus ,
                              id
                                local
                                  str "NL140461" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140461_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 138 ,
                  seq-data
                    ncbieaa "DRALPNMIRMISAMILGSKHTNCCTPSDRYYRLCNELAQVLTEVVYSNG
GFYFKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGIDSNTCNNLNVKQLQRRLYDNCYRSSGVDDEFVN
DYYCYL
QKHFSMMIQLM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 137 ,
                              id
                                local
                                  str "NL140461_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus NL140463" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "NL140463" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,



                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140463" } ,
                descr {
                  title "Bat alphacoronavirus NL140463 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE1224F970CE31938DD2438DFABD40445079EC45F68C8CF16
7EE438BC9D2B9F122BEDCF40EBA7FC7F097AEB1C7DEB8E71079F3901D6DFC337D4A7BC99C3BC12
1EFAB323D411FB0437C3B4043E49B63ECE10FBCC82F7AEE8E38BFBC18F3C7BCFC4804FFDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140463_1" ,
                          location
                            int {
                              from 0 ,



                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "NL140463" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "NL140463" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140463_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTNCCTPSDRYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGIDSNTCNNLNVKQLQRRLYDNCYRSSGVDDEFV
NDYYCY
LQKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "NL140463_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus NL140464" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140464" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140464" } ,
                descr {
                  title "Bat alphacoronavirus NL140464 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,



                  seq-data
                    ncbi2na 'EE1224F970CE31938DD2438DFABD40445079EC45F68C8CF16
7EE438BC9D2B9F122BEDCF40EBA7FC7F097AEB1C7DEB8E71079F3901D6DFC337D4A7BC99C3BC12
1EFAB323D411FB0437C3B4043E49B63ECE10FBCC82F7AEE8E38BFBC18F3C7BCFC4804FFDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140464_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "NL140464" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "NL140464" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140464_1" } ,
                descr {



                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTNCCTPSDRYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGIDSNTCNNLNVKQLQRRLYDNCYRSSGVDDEFV
NDYYCY
LQKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "NL140464_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat alphacoronavirus NL140480" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140480" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" ,
                    gcode 1 } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140480" } ,
                descr {
                  title "Bat alphacoronavirus NL140480 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 419 ,
                  seq-data
                    ncbi2na 'EE1224F970CE31938DD2438DFABD0044507BEC45F78C8CF16
7EE438BC9D2B9F122BEDCF40E8AFFC7F097AEB1C7DEB8E71C79F3901D2DFC337D4A7BC99C3BC12
1EFAB323D431FB0437C3B4043E49B63EC610FBCC82F7AEE8E18BFBC38F3C7BCFC4804FFDCE38F4
1E38C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140480_1" ,
                          location
                            int {
                              from 0 ,
                              to 418 ,
                              strand plus ,
                              id
                                local
                                  str "NL140480" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 418 ,
                              strand plus ,
                              id
                                local
                                  str "NL140480" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140480_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 139 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTNCCTPSDRYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDATTAYANSVFNIFQAVSANVNRLLGIDSNTCNNLNVKQLQRRLYDNCYRSSGVDDEFV
NDYYCY
LQKHFSMMIQLM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 138 ,
                              id
                                local
                                  str "NL140480_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "QZ140904" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,



                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "QZ140904" } ,
                descr {
                  title "Bat coronavirus HKU2 QZ140904 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na 'EE32273972CE3D939F9E53AF7E9D824EF13BEC48CB84AFF12
1DD4381F910BDF0E0BEE477068ABFCEC017A6B144D2B8671049F3901DEEFC13FF4A4BC9DC13432
9F7F7BE32C3BB9041F33B4009D499DCDCE10FBCC8DC99ED8E10EFB448FDCC3C5F0824FDDCE38C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "QZ140904_1" ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140904" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140904" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "QZ140904_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN



GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
DFYNY
LKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "QZ140904_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "QZ140908" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {



                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {



                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {



                id {
                  local
                    str "QZ140908" } ,
                descr {
                  title "Bat coronavirus HKU2 QZ140908 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 404 ,
                  seq-data
                    ncbi2na 'EE32273972CE3D939F9E53AF7E9D824EF13BEC48CB84AFF12
1DD4381F910BDF0E0BEE477068ABFCEC017A6B144D2B8671049F3901DEEFC13FF4A4BC9DC13432
9F7F7BE32C3BB9041F33B4009D499DCDCE10FBCC8DC99ED8E10EFB448FDCC3C5F0824FDDCE3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "QZ140908_1" ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140908" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id



                                local
                                  str "QZ140908" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "QZ140908_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
DFYNY
LKKHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "QZ140908_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {



                      {
                        subtype isolate ,
                        subname "QZ140909" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "QZ140909" } ,
                descr {
                  title "Bat coronavirus HKU2 QZ140909 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273972CE3D939F9E53AF7E9D024EF13BEC48CB84AFF121DD
4381F910BDF0E0BEE4770E8ABFCEC015AEB1C4D2B8671049F3901DEEFC13FF4A4BC9DC13C329F7
F7BE32C3BB9041F33B4009D499DCDCE10FBCC8DC99EF8E10EFB448FDCC3CDF0824FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "QZ140909_1" ,
                          location
                            int {



                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140909" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140909" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "QZ140909_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTDF
YNYLK
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "QZ140909_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "QZ140920" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "QZ140920" } ,
                descr {
                  title "Bat coronavirus HKU2 QZ140920 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,



                  seq-data
                    ncbi2na 'EE32273972CE3D939F9E53AF7E9D024EF13BEC48CB84AFF12
1DD4381F910BDF0E0BEE4770E8ABFCEC015AEB1C4D2B8671049F3901DEEFC13FF4A4BC9DC13C32
9F7F7BE32C3BB9041F33B4009D499DCDCE10FBCC8DC99EF8E10EFB448FDCC3CDF0824FDDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "QZ140920_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140920" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140920" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "QZ140920_1" } ,
                descr {
                  molinfo {



                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
DFYNY
LKKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "QZ140920_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "QZ140932" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolphus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,



                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,



                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "QZ140932" } ,
                descr {
                  title "Bat coronavirus HKU2 QZ140932 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na 'B8C89CE5CB38F64E7E794EBDFA76093BC4EFB1232E12BFC48
7750E07E64AF7C182FB91DC1A2AFF3B00569AC5134AE19C4127CE4077BBF04FFD292F2770CF0CA
7DFDEF8CB0EEE4107CCED002752677373843EF3237267B63843BEF123F730F17C2093F7738E00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "QZ140932_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140932" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140932" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "QZ140932_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNG
GFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTD
FYNYL
KKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "QZ140932_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU10" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "QZ140937" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "QZ140937" } ,
                descr {
                  title "Bat coronavirus HKU10 QZ140937 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'EE3224F9704E31938DDE738C7EBD004471FBEC51E389AC736
BEEC383C9D0BFC122BEECF70EBA7FCFD014AEB1C7D6B864DC49739C1D2DFC33FF424B4BDC13C12
BE787361243BFB0C3BCBB401DE40883ECE107BCC8DF42ED86043D3230B3CF9CFC64247FDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "QZ140937_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140937" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140937" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "QZ140937_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHTTCCTTDERYYRLCNELAQVLTEVVYSN
GGFYFKPGGTTSGDASTAYANSVFNIFQAVSSNINRLLTIDSNVCNNVSVKTLQRELYDNCYRSSSVDEQFIDK
YYCY
LRKHFSMM" } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "QZ140937_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "QZ140941" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,



                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,



                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "QZ140941" } ,



                descr {
                  title "Bat coronavirus HKU2 QZ140941 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'EE32273972CE3D939F9E53AF7E9D824EF13BEC48CB84AFF12
1DD4381F992BDF060BEE477068ABFCEC015A6B146D2B8671049F3901DEEFC13FF4A4BC9DC13432
9F7F7B632C3BB9041F33B4009D499DCDCE10FBCC8DC99EF8E10EFB448FDCC3C5F0824FDDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "QZ140941_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140941" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140941" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "QZ140941_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
DFYNY
LKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "QZ140941_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "QZ140953" } ,



                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {



                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "QZ140953" } ,
                descr {
                  title "Bat coronavirus HKU2 QZ140953 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'EE32273972CE3D939F9E53AF7E9D024EF13BEC48CB84AFF12
1DD4381F910BDF0E0BEE4770E8ABFCEC015AEB1C4D2B8671049F3901DEEFC13FF4A4BC9DC13C32
9F7F7BE32C3BB9041F33B4009D499DCDCE10FBCC8DC99EF8E10EFB448FDCC3CDF0824FDDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "QZ140953_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,



                              id
                                local
                                  str "QZ140953" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140953" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "QZ140953_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
DFYNY
LKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "QZ140953_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "QZ140986" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "QZ140986" } ,
                descr {
                  title "Bat coronavirus 512 QZ140986 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC246F079ECBDC98CAC7123EE
C181C910BFC1203AFCF606BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF



8BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F64047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "QZ140986_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140986" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140986" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "QZ140986_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "QZ140986_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "QZ140993" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {



                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {



                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date



                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "QZ140993" } ,
                descr {
                  title "Bat coronavirus 512 QZ140993 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 377 ,
                  seq-data
                    ncbi2na '27F9504E3C838FDE438C7EBDC24EF079ECBDC98CAC7123EEC
181C910BFC1203AFCF606BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF8
BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "QZ140993_1" ,
                          location
                            int {
                              from 0 ,
                              to 376 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140993" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 376 ,
                              strand plus ,
                              id
                                local
                                  str "QZ140993" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "QZ140993_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "ALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSNGGF
YVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEYF
GYL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "QZ140993_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "SY141007" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "SY141007" } ,
                descr {
                  title "Bat coronavirus HKU2 SY141007 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'EE32273972CE31B3BE9273AF7E9DC24EC1FBE448CB8CAFF12
1C9C38BE910BDF0E0BEE4F70EBA7FCEF017AEB1C7DEB8E41079B3941D2FFC33FD4A7BC9DC3BC32
9FFB7B632C3B7B2C1733BC00BE49B8CDCE10FBCC8DCB92F8E3AEFBC68FFCC1CDF0024FFDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product



                            whole
                              local
                                str "SY141007_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "SY141007" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "SY141007" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "SY141007_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLANELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNVNRLLSVDSNVCSNLYVKKLQRDIYDNCYRSSAVDDGVV
TDFYNY
LKKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "SY141007_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "SY141032" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name



                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {



                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "SY141032" } ,
                descr {
                  title "Bat coronavirus HKU2 SY141032 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {



                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi4na '1814142818422814818418824218428842842218448828844
282411421848812184884812141814841214488881214128282211841128842421448828811841
148848421282811244144488881848111122244244812212482144841242812112142881842111
282848488811218888821442148814282811A18811814428828882848841814811848484211211
288181848211111428221424282818281841211884881814182814242848241841211848848812
14188828181188122881141142188828281841840'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "SY141032_1" ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  str "SY141032" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  str "SY141032" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "SY141032_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSNGG
FYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVTDF
YNYLK
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "SY141032_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "SY141049" } ,
                      {



                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name



                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "SY141049" } ,
                descr {
                  title "Bat coronavirus HKU2 SY141049 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE32273972CE3D939F9E53AF7E9D824EF13BEC48CB84AFF12
1DD4381F992BDF0E0BEE477068ABFCEC015A6B146D2B8671049F3901DEEFC13FF4A4BC9DC33C32
9F7F7BE32C3BB9041F33B4009D499DCDCE10FBCC8DC99ED8E10EFB448FDCC3C5F0824FDDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "SY141049_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id



                                local
                                  str "SY141049" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "SY141049" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "SY141049_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPSMIRMLAAMVLGSKHVTCCTDSDRFYRLSNELAQVLNEVVHSN
GGFYVKPGGTTSGDATTAYANSVFNIFQAVSSNINRLLSVDSNVCNNLYVKKLQRSIYDNCYRSSAVDDNVVT
DFYNY
LKKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 135 ,
                              id
                                local
                                  str "SY141049_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "SZ140292" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,



                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,



                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "SZ140292" } ,
                descr {
                  title "Bat coronavirus 512 SZ140292 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 322 ,
                  seq-data
                    ncbi2na '224F9504E3C838FDE738F7EBD4246D079EC39478DACF129DE
C38BE912BDF1203AFCF50EBAFFCCF014AE9107DEB8E41449F3943D2FF413FF4A41CB9C3BC123EF
8BBE32C11FB041322BC04BC4990BECE38F0'H } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "SZ140292_1" ,
                          location
                            int {
                              from 0 ,
                              to 321 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140292" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 321 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140292" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "SZ140292_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {



                  repr raw ,
                  mol aa ,
                  length 107 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCNATDRYYRLCNELAQVLTEMVYSNGG
FYIKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 106 ,
                              id
                                local
                                  str "SZ140292_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "SZ140296" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {



                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,



                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,



                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "SZ140296" } ,
                descr {
                  title "Bat coronavirus 1 SZ140296 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '224F970CE35B38CD6538FFABDC24E20FBEC707785BCF321CE
C18BE9D0B9C1E0B2DEF70EBAFFC5C014AEB184DAB8E41869F3943D2EFC337F424B4B9C13C364FF
A9BC32431F90C1F84BC02FE499DFECE10FBCD91CB1EC85797FB2113FCEBC7C6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "SZ140296_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140296" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140296" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "SZ140296_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVCSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "SZ140296_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "SZ140322" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {



                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "SZ140322" } ,
                descr {
                  title "Bat coronavirus 1 SZ140322 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 353 ,
                  seq-data
                    ncbi2na '224F970CE35B38CD6538FFABDC24E20FBEC707785BCF321CE
C18BE9D0B9C1E0B2DCF70EBAFFC5C014AEB184DAB8E41869F3943D2EFC337F424B4B9C13C364FF
A9BC32431F90C1F84BC02FE499DFECE10FBCD91CB1EC85797C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "SZ140322_1" ,
                          location
                            int {
                              from 0 ,
                              to 352 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140322" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 352 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140322" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "SZ140322_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 117 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHENCCTNSDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKSLQRSLYDNCYRTSTVDPA" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 116 ,
                              id
                                local
                                  str "SZ140322_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "XX13164-2" } ,
                      {
                        subtype nat-host ,
                        subname "Miniopterus fuliginosus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,



                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "XX13164-2" } ,
                descr {
                  title "Bat coronavirus 1 XX13164-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,



                  length 402 ,
                  seq-data
                    ncbi2na '227F970EE3DB38CD6538FFABDE04E00FBEC707F85BCF123CE
C18BE910B9C1E0BADCF706BAFFCFC014AEB184D2B8E41849F3943DEFFC137F424BCB9C13C364FF
A9BC32431F90C1F84BC08BE419D3ECE10FBCD91CB1EC85497FB211BFCE9C7C6404FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "XX13164-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "XX13164-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "XX13164-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "XX13164-2_1" } ,
                descr {



                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNVIRMISAMILGSEHENCCTNFDRYYRLCNELAQVLTEVVYSNGG
FYLKPGGTTSGDATTAYANSVFNIFQAVSANINRILGVNSNTCNNLTVKELQRSLYDNCYRTSTVDPAFVDTFY
GYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "XX13164-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "YY10" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "YY10" } ,
                descr {
                  title "Bat coronavirus 512 YY10 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '227F9504E3C838FDE438C7EBDC246F079ECBDC98CAC71236E
C181C910BFC1203AFCF406BA7FCED017AEB1C4DEB8E71049F3943D2FFC133F4A41CB903BC167EF
8BBE32C313B041320BC243E49B0BECE3EFBCD8D342EE8D02FFBE08B1FEBC5F6C247FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "YY10_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "YY10" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "YY10" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "YY10_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RALPNMIRMISAMILGSKHVNCCSSSDRYYRSCNELAQVLTEMVYSNGG
FYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVEEY
FGYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "YY10_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus 512" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "YY16" } ,
                      {
                        subtype nat-host ,
                        subname "Scotophilus kuhlii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Alphacoronavirus" } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 13 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 13 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "YY16" } ,
                descr {
                  title "Bat coronavirus 512 YY16 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na '3B8C89FE54138F20E3F790E31FAF7091BC1E7B2F72632B1C4
8FBB06072442FF0480EBF3D01AE9FF3B405EBAC7137AE39C4127CE50F4BFF04CFD29072E40EF05
9FBE2EF8CB0C4EC104C82F090F926C2FB38FBEF3634D0BBA340BFEF822C7FAF17D9011FF738E3C
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "YY16_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "YY16" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "YY16" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "YY16_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRALPNMIRMISAMILGSKHVNCCSSSDRYYRLCNELAQVLTEMVYSN
GGFYVKPGGTTSGDATTAYANSVFNIFQATSANVNRLLSVDSNTCNNIEVKQLQRKLYDCCYRSSSVDQSFVE



EYFGY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "YY16_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } } } } }
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Seq-submit ::= {
  sub {
    contact {
      contact {
        name
          name {
            last "Hu" ,
            first "Ben" ,
            initials "B." } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            email "huben@wh.iov.cn" ,
            phone "86-27-87197311" ,
            postal-code "430071" } } } ,
    cit {
      authors {
        names
          std {
            {



              name
                name {
                  last "Latinne" ,
                  first "Alice" ,
                  initials "A." } } ,
            {
              name
                name {
                  last "Hu" ,
                  first "Ben" ,
                  initials "B." } } ,
            {
              name
                name {
                  last "Zhu" ,
                  first "Guangjian" ,
                  initials "G." } } ,
            {
              name
                name {
                  last "Zhang" ,
                  first "Libiao" ,
                  initials "L." } } ,
            {
              name
                name {
                  last "Olival" ,
                  first "Kevin" ,
                  initials "K.J." } } ,
            {
              name
                name {
                  last "Zambrana-Torrelio" ,
                  first "Carlos" ,
                  initials "C." } } ,
            {
              name
                name {
                  last "Li" ,
                  first "Bei" ,
                  initials "B." } } ,
            {
              name
                name {
                  last "Zhang" ,
                  first "Wei" ,
                  initials "W." } } ,
            {
              name
                name {
                  last "Shi" ,
                  first "Zhengli" ,
                  initials "Z." } } ,
            {



              name
                name {
                  last "Daszak" ,
                  first "Peter" ,
                  initials "P." } } } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            postal-code "430071" } } ,
      date
        std {
          year 2019 ,
          month 7 ,
          day 25 } } ,
    hup TRUE ,
    reldate
      std {
        year 2020 ,
        month 12 ,
        day 31 } ,
    subtype new ,
    tool "Sequin 15.10 - MS WINDOWS VISTA" } ,
  data
    entrys {
      set {
        class genbank ,
        seq-set {
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6233" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6233 } ,
                descr {
                  title "Bat SARS-related coronavirus 6233 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 375 ,
                  seq-data
                    ncbi2na 'E322539704E7CA30E9777EF7E76404C91F9EC1FB445BF7123
C9C38BB990B3C2E23AD3BBA69D1CCEF014AE81B4D6B8E71079F39C32EDFC13FB427BC4943B0391
F7F41E3AC108C9E10B1B590DC41129FCE2EDDCC80CA8EF8D383DBA38BC670'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6233_1" ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 6233 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 6233 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6233_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "DRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGG
SLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVD
ELR" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "6233_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6255" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {



                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data



                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6255 } ,
                descr {
                  title "Bat SARS-related coronavirus 6255 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '22539704E7CA30E9777EF7E76404C91FBEC1F3445BF712BC9
C18BB990B3C2E23AD3BBA69D1CCEF014AE8134D6B8E71079F39C32EDFC13FB427BC4941B0391F7
F41E3AC308C9E10B3B590DC41129DCE2EDDCC80CA8EF8D183DBA38BFC67C5E6C04FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "6255_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 6255 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 6255 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6255_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6255_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6266" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6266 } ,
                descr {
                  title "Bat SARS-related coronavirus 6266 RNA-dependent RNA



 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '22539704E7CA30E9777EF7E76404C91F9EC1FB445BF7123C9
C38BB990B3C2E23AD3BBA69D1CCEF014AE81B4D6B8E71079F39C32EDFC13FB427BC4943B0391F7
F41E3AC108C9E10B1B590DC41129FCE2EDDCC80CA8EF8D383DBA38BFC67C5E6C04FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6266_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 6266 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 6266 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6266_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6266_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6278" } ,
                      {
                        subtype nat-host ,



                        subname "Hipposideros armiger" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6278 } ,
                descr {
                  title "Bat SARS-related coronavirus 6278 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 378 ,
                  seq-data
                    ncbi2na 'EE322539704E7CA30E9777EF7E76404C91F9EC1FB445BF712
BC9C38BB990B3C2E23AD3BBA69D9CCEF014AE8134D6B8E71079F39C32EDFC13FB427BC4943B039
1D7F41E3AC108C9E10B1B590DC41129FCE2EDDCC80CA8EF8D383DBA38BB19C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6278_1" ,
                          location
                            int {
                              from 0 ,
                              to 377 ,
                              strand plus ,
                              id
                                local



                                  id 6278 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 377 ,
                              strand plus ,
                              id
                                local
                                  id 6278 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6278_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DECTL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id



                                local
                                  str "6278_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6301" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6301 } ,
                descr {
                  title "Bat SARS-related coronavirus 6301 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 371 ,
                  seq-data
                    ncbi2na '3B8C894E5C139F28C3A5DDFBDF9D9013247EFB07CD116FDC4
AF27062EE642CF0B88EB4EEE9A74733BC052BA04D35AE39C41E7CE70CBB7F04FED09EF12506C0E
47DFD078EB0C2327842CED64371044A7738BB7732032A3BE3460F6E8E2C'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6301_1" ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 6301 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 370 ,
                              strand plus ,
                              id
                                local
                                  id 6301 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6301_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 123 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "6301_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6303" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,



            seq-set {
              seq {
                id {
                  local
                    id 6303 } ,
                descr {
                  title "Bat SARS-related coronavirus 6303 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '22539704E7CA30E9777EF7E76404C91F9EC1FB445BF7123C9
C38BB990B3C2E23AD3BBA69D1CCEF014AE81B4D6B8E71079F39C32EDFC13FB427BC4943B0391F7
F41E3AC108C9E10B1B590DC41129FCE2EDDCC80CA8EF8D383DBA38BFC67C5E6C04FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6303_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 6303 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,



                              strand plus ,
                              id
                                local
                                  id 6303 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6303_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6303_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6500" } ,
                      {
                        subtype nat-host ,
                        subname "Aselliscus stoliczkanus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6500 } ,
                descr {
                  title "Bat SARS-related coronavirus 6500 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 400 ,
                  seq-data
                    ncbi2na 'E122539704E7CA30E9777EF7E76404C91F9EC1FB445BF712B
C9C38BB990B3C2E23AD3BBA69D1CCEF014AE8134D6B8E71079F39C32EDFC13FB427BC4943B0391
D7F41E3AC108C9E10B1B590DC41129FCE2EDDCC80CA8EF8D383DBA38BFC67C5E6C04FDDCE'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6500_1" ,



                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6500 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 399 ,
                              strand plus ,
                              id
                                local
                                  id 6500 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6500_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "DRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGG
SLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVD
EFYAYL
RKHFSM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "6500_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6530" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6530 } ,
                descr {
                  title "Bat SARS-related coronavirus 6530 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '2539704E7CA30E9777EF7E76404C91F9EC1F3445BF712BC9C
18BB990B3C2E23AD3BBA69D1CCEF014AE8134D6B8E71079F39C32EDFC13FB427BC4941B0391F7F
41E3AC308C9E10B3B590DC41129DCE2EDDCC80CA8EF8D183DBA38BFC67C5E6C04FDDCE38C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6530_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 6530 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 6530 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6530_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "AMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGSL
YVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDEF
YAYLRK
HFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "6530_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "6533" } ,
                      {
                        subtype nat-host ,
                        subname "Aselliscus stoliczkanus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 6533 } ,
                descr {
                  title "Bat SARS-related coronavirus 6533 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'B8C894E5C139F28C3A5DDFBDF9D9013247E7B07ED116FDC4A
F270E2EE642CF0B88EB4EEE9A74733BC052BA04D35AE39C41E7CE70CBB7F04FED09EF1250EC0E4
75FD078EB042327842C6D64371044A7F38BB7732032A3BE34E0F6E8E2FF19F179B013F7738E30'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "6533_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6533 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  id 6533 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "6533_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGG
SLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVD
EFYAYL
RKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "6533_1" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7325" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,



                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {



                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7325 } ,
                descr {
                  title "Bat SARS-related coronavirus 7325 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na 'B8C894E5C139F28C3A5DDFBDF9D9013247E7B07ED116FDC4A
F270E2EE642CF0B88EB4EEE9A74733BC052BA04D35AE39C41E7CE70CBB7F04FED09EF1250EC0E4
75FD078EB042327842C6D64371044A7F38BB7732032A3BE34E0F6E8E2FF19F179B013F7738E00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7325_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 7325 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  id 7325 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7325_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "DRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGG
SLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVD



EFYAYL
RKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7325_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7326" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {



                  local
                    id 7326 } ,
                descr {
                  title "Bat SARS-related coronavirus 7326 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 403 ,
                  seq-data
                    ncbi2na '22539704E7CA30E9777EF7E76404C91F9EC1FB445BF712BC9
C38BB990B3C2E23AD3BBA69D1CCEF014AE8134D6B8E71079F39C32EDFC13FB427BC4943B0391D7
F41E3AC108C9E10B1B590DC41129FCE2EDDCC80CA8EF8D383DBA38BFC67C5E6C04FDDCE38F4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7326_1" ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  id 7326 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local



                                  id 7326 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7326_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7326_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {



                        subtype isolate ,
                        subname "7330" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,



                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7330 } ,
                descr {
                  title "Bat SARS-related coronavirus 7330 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '22539704E7CA30E9777EF7E76404C91F9EC1FB445BF712BC9
C38BB990B3C2E23AD3BBA69D1CCEF014AE8134D6B8E71079F39C32EDFC13FB427BC4943B0391D7
F41E3AC108C9E10B1B590DC41129FCE2EDDCC80CA8EF8D383DBA38BFC67C5E6C04FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7330_1" ,
                          location
                            int {
                              from 0 ,



                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7330 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7330 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7330_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7330_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7335" } ,
                      {
                        subtype nat-host ,
                        subname "Aselliscus stoliczkanus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7335 } ,
                descr {
                  title "Bat SARS-related coronavirus 7335 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data



                    ncbi2na '22539704E7CA30E9777EF7E76404C91F9EC1FB445BF712BC9
C38BB990B3C2E23AD3BBA69D1CCEF014AE8134D6B8E71079F39C32EDFC13FB427BC4943B0391D7
F41E3AC108C9E10B1B590DC41129FCE2EDDCC80CA8EF8D383DBA38BFC67C5E6C04FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7335_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7335 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7335 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7335_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7335_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 7519" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7519" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,



                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,



                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7519 } ,
                descr {
                  title "Bat betacoronavirus 7519 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 381 ,
                  seq-data
                    ncbi2na '03B8C890E5C33846CFF66D3E3FE9CA013AC7EFB19BAE063FC
597A70E2E6742CF8980EBBEEEBAE6FB3B8052BAC4D37A619C7166CE40F7B7D0CDE529EF1E70EF2
6771ED270E80423EE841C6E641F126D0FB3883BB36CBBD3BE34C2FEC820C71240'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7519_1" ,
                          location
                            int {
                              from 0 ,
                              to 380 ,
                              strand plus ,
                              id
                                local
                                  id 7519 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 380 ,
                              strand plus ,
                              id
                                local
                                  id 7519 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7519_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 127 ,
                  seq-data
                    ncbieaa "KCDRAMPNMTRIFASLILARKHGTCCTRGERFYRLANECAQVLSEMVLC
GGALYVKPGGTSSGDATTAYANSVFNICQAVTANVSALLSANGNKIVDNYVRNLQRQLYENVYRSVHVDHK
FVEEYYS
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 126 ,
                              id
                                local
                                  str "7519_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 7521" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7521" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7521 } ,
                descr {
                  title "Bat betacoronavirus 7521 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2243970CE11B3FD9B4F8FFA72804EB1FBEC66EB818FF165E9
C38B99D0B3E2603AEFBBAEB9BECEE014AEB134DE98671C59B3903DEDF433794A7BC79C3BC99DC7
B49C3A0108FBA1071B9907C49B43ECE20EECDB2EF4EF8D30BFB20831C49FFE2804FFDCE38F0'H } ,
                annot {
                  {
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                              strand plus ,
                              id
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                              fuzz-from
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                    ncbieaa "RAMPNMTRIFASLILARKHGTCCTRGERFYRLANECAQVLSEMVLCGGA
LYVKPGGTSSGDATTAYANSVFNICQAVTANVSALLSANGNKIVDNYVRNLQRQLYENVYRSVHVDHKFVEE
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KHFSMMI" } ,
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                          partial TRUE ,
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                              from 0 ,
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                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
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                      {
                        subtype isolate ,
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                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
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                  {
                    subtype country ,
                    name "Laos" } } } ,
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                    cit "Unpublished" ,
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                  str "NcbiCleanup" ,
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                  {
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                      str "SequinCleanup" } ,
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                      str "year" ,
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                      int 2019 } } } ,
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                  title "Bat coronavirus HKU9 7522 RNA-dependent RNA
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                  seq-data
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                              fuzz-from
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                                lim lt ,
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                  molinfo {
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                  mol aa ,
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                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
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                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7531 } ,
                descr {
                  title "Bat coronavirus HKU9 7531 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 379 ,
                  seq-data
                    ncbi2na '0EE32273970FCF9B33F9C97CFF276C24E41FBE43977888FF3
23E9C3839992BFE2E23AD77BA28ABFC6E017AEB14B2E88F51079339C12EFF413FB427BCB9C37C3
17FF37321AC308FC451F3B9283E48A6BCC7EACCC5B2C31EE8C38BCBDE8F3304'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "7531_1" ,
                          location
                            int {
                              from 0 ,
                              to 378 ,
                              strand plus ,
                              id
                                local
                                  id 7531 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 378 ,
                              strand plus ,
                              id
                                local
                                  id 7531 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7531_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
YIT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id
                                local
                                  str "7531_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7538" } ,
                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7538 } ,
                descr {
                  title "Bat coronavirus HKU9 7538 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 375 ,
                  seq-data
                    ncbi2na '0EE32273970FCF9B33F9497CFF276C24E41FBE4397788AFF3
2BE9C38399D2BDE2E03AD77BA28ABFC6E017AEB1CB2E88F51079339C12EFFC13FB427BCB9C37C3
17FF37323AC308FC471F3BD281E48A6BCC7EACFC5B2C11EE8C38BCBFC8F3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7538_1" ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 7538 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 374 ,
                              strand plus ,
                              id
                                local
                                  id 7538 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7538_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
Y" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "7538_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7540" } ,
                      {
                        subtype nat-host ,
                        subname "Eonycteris spelaea" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {



                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7540 } ,
                descr {
                  title "Bat coronavirus HKU9 7540 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 373 ,
                  seq-data
                    ncbi2na 'EE32273970FEF9B33F9497CFF276C24E41FBE43977888FF32
BE9C3839992BFE2E23AD77BA28ABFC6E017AEB14B2E88F51079339412EFFC137B427BCB9C37C31
7FF37321AC308FC45173B9281E48A6BCC7EACCC5B2C11EE8C38BCBDE8F3C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7540_1" ,
                          location
                            int {
                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 7540 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 7540 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7540_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
Y" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "7540_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7541" } ,
                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7541 } ,
                descr {
                  title "Bat coronavirus HKU9 7541 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na 'EE32273970FEF9B33F94B7CFF276C24E41FBE43977888FF32
BE9C3839992BFE2E23AF7FBA28ABFC6E017AEB14B2E88F51079339C12EFF4137B427BCB9C37C31
7FF37321AC308FC45173B9281E48A6BCC7EACCC5B2C11EE8C38BCBDE8F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7541_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 7541 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 7541 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7541_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
" } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "7541_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7542" } ,
                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,



                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,



                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7542 } ,
                descr {



                  title "Bat coronavirus HKU9 7542 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 374 ,
                  seq-data
                    ncbi2na '3B8C89CE5C3FBE6CCFE525F3FC9DB093907EF90E5DE223FCC
AFA70E0E664AFF8B88EBDFEE8A2AFF1B805EBAC52CBA23D441E4CE704BBFD04DED09EF2E70DF0C
5FFCDCC86B0C23F1145CEE4A079229AF31FAB3316CB047BA30E2F2F7A3CF0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7542_1" ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7542 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7542 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7542_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
Y" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "7542_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7553" } ,
                      {
                        subtype nat-host ,



                        subname "Eonycteris spelaea" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7553 } ,
                descr {
                  title "Bat coronavirus HKU9 7553 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 374 ,
                  seq-data
                    ncbi2na '3B8C89CE5C3FBE6CCFE525F3FC9DB093907EF90E5DE223FCC
AFA70E0E664AFF8B88EB5DEE8A2AFF1B805EBAC52CBA23D441E4CE704BBFF04DED09EF2E70DF0C
5FFCDCC86B0C23F1145CEE4A079229AF31FAB3316CB047BA30E2F2F7A3CF0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7553_1" ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local



                                  id 7553 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7553 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7553_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
Y" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id



                                local
                                  str "7553_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7558" } ,
                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7558 } ,
                descr {
                  title "Bat coronavirus HKU9 7558 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 374 ,
                  seq-data
                    ncbi2na '3B8C89CE5C3FBE6CCFE525F3FC9DB093907EF90E5DE223FCC
AFA70E0E664AFF8B88EB5DEE8A2AFF3B805EBAC52CBA23D441E4CE704BBFF04DED29EF2E70DF0C
5FFCDCC86B0C23F1145CEE4A079229AF31FAB3316CB047BA30E2F2F7A3CF0'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7558_1" ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7558 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7558 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7558_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 124 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
Y" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "7558_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7559" } ,
                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,



            seq-set {
              seq {
                id {
                  local
                    id 7559 } ,
                descr {
                  title "Bat coronavirus HKU9 7559 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 372 ,
                  seq-data
                    ncbi2na '3B8C89CE5C37BE6CCFE525F3FC9DB091907EF90E5DE223FCC
AFA70E0E664AFF8B80EB5DEE8A2AFF1B805EBAC52CBA23DC41E4CE704BBFD04DED09EF2E70DF0C
5FFCDCC86B0C23F1145CEE4A079229AF31FAB3316CB047BA30E2F2F7A3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7559_1" ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 7559 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 371 ,



                              strand plus ,
                              id
                                local
                                  id 7559 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7559_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "7559_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus GCCDC1" ,
                  orgname {



                    mod {
                      {
                        subtype isolate ,
                        subname "7564" } ,
                      {
                        subtype nat-host ,
                        subname "Eonycteris spelaea" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {



                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7564 } ,
                descr {
                  title "Bat coronavirus GCCDC1 7564 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 376 ,
                  seq-data
                    ncbi2na '0EE32273950FE71937F9C9F0CFA46C04CB1BBE431F789AF71
6DF9C38BB990BDF2E03ED779AE9ABFCEF097AE81C92E98F71C49B19C32EEFC133B427B8B943741
13FFB72A3A4308CCC1DF3B92A7C48A65EC7EACCCDB11112C84E83EBC68B31'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7564_1" ,
                          location



                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 7564 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 7564 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7564_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHSTCCNTSERFYRLANECAQVLSEIVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSRDGNKIYNSYVQGLQRRLYLGIYRTHTVDMELVT
EYT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "7564_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus GCCDC1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7566" } ,
                      {
                        subtype nat-host ,
                        subname "Eonycteris spelaea" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7566 } ,
                descr {
                  title "Bat coronavirus GCCDC1 7566 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 374 ,



                  seq-data
                    ncbi2na 'EE32273950FE7193FF9C9F0CFA46C24CB1BBE431F481AFF16
DF9C38BB990BDD2E03ED779AE9ABFC6F097AE81C92E98F71C49B19C32EEFC333B427B899437411
3FFB7223A4308CCC1DF3B92A7C48A65EC7EACCCDB11112C84E83EBC68B310'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7566_1" ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7566 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7566 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7566_1" } ,
                descr {
                  molinfo {



                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHSTCCNTSERFYRLANECAQVLSEIVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSRDGNKIYNSYVQGLQRRLYLGIYRTHTVDMELVT
EYT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "7566_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7569" } ,
                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7569 } ,
                descr {
                  title "Bat coronavirus HKU9 7569 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 374 ,
                  seq-data
                    ncbi2na '0EE32273970FCF9B33F9C97CFF276C24641FBE43977888FF3
2BE9C3839992BFE2E23AD77BA28ABFC6E017AEB14B2E88F51079339C32EFFC13FB427BCB9C37C3
17FF37321AC308FC451F3B9283C48A6FCC7EACCC5B2C31EE8C38BCBDE8F30'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7569_1" ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7569 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7569 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7569_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
Y" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "7569_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 7570" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7570" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7570 } ,
                descr {
                  title "Bat betacoronavirus 7570 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 380 ,
                  seq-data
                    ncbi2na '0EE32243970CE11B3FD9B4F8FFA72804EB1FBEC66EB818FF1
65E9C38B99D0B3E2603AEFBBAEB9BECEE014AEB134DE98671C59B3903DEDF433794A7BC79C3BC9
9DC7B49C3A0108FBA1071B9907C49B43ECE20EECDB2EF4EF8D30BFB20831C49'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7570_1" ,
                          location
                            int {
                              from 0 ,
                              to 379 ,
                              strand plus ,
                              id
                                local
                                  id 7570 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 379 ,
                              strand plus ,
                              id
                                local
                                  id 7570 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7570_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,
                  seq-data
                    ncbieaa "CDRAMPNMTRIFASLILARKHGTCCTRGERFYRLANECAQVLSEMVLCG
GALYVKPGGTSSGDATTAYANSVFNICQAVTANVSALLSANGNKIVDNYVRNLQRQLYENVYRSVHVDHKF
VEEYYS" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id
                                local
                                  str "7570_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7575" } ,
                      {
                        subtype nat-host ,
                        subname "unknown" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7575 } ,
                descr {
                  title "Bat coronavirus HKU9 7575 RNA-dependent RNA



 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 373 ,
                  seq-data
                    ncbi2na '0EE32273970FCF9B33F9C97CFF276C24E41FBE43977888FF3
23E9C3839992BFE2E23AD77BA28ABFC6E017AEB14B2E88F51079339C12EFF413FB427BCB9C37C3
17FF37321AC308FC451F3B9283E48A6BCC7EACCC5B2C31EE8C38BCBDE8F00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7575_1" ,
                          location
                            int {
                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 7575 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 7575 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7575_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "7575_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9 7579" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7579" } ,
                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,



                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,



                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label



                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7579 } ,
                descr {
                  title "Bat coronavirus HKU9 7579 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 374 ,
                  seq-data
                    ncbi2na '3B8C89CE5C3FBE6CCFE52DF3FC9DB093907EF90E5DE223FCC
AFA70E0E664AFF8B88EBDFEE8A2AFF1B805EBAC52CBA23D441E4CE704BBFD04DED09EF2E70DF0C
5FFCDCC86B0C23F1145CEE4A079229AF31FAB3316CB047BA30E2F2F7A3CF0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7579_1" ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7579 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7579 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7579_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
Y" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local



                                  str "7579_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7585" } ,
                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {



                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7585 } ,
                descr {
                  title "Bat coronavirus HKU9 7585 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 379 ,
                  seq-data
                    ncbi2na '3B8C89CE5C3F3E6CCFE725F3FC9DB091907EF90E5DE223FCC
AFA70E0E664AFF8B88EB5DEE8A2AFF1B805EBAC52CBA23D441E4CE70CBBFF04FED09EF2E70DF0C
5FFCDCC86B0C23F1147CEE4A0F1229BF31FAB3316CB0C7BA30E2F2F7A3CCC1C'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7585_1" ,
                          location
                            int {
                              from 0 ,
                              to 378 ,
                              strand plus ,
                              id
                                local
                                  id 7585 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 378 ,
                              strand plus ,
                              id
                                local
                                  id 7585 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7585_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,



                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
YIT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id
                                local
                                  str "7585_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7587" } ,
                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {



              seq {
                id {
                  local
                    id 7587 } ,
                descr {
                  title "Bat coronavirus HKU9 7587 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 374 ,
                  seq-data
                    ncbi2na '3B8C89CE5C3FBE6CCFE525F3FC9DB093907EF90E5DE223FCC
AFA70E0E664AFF8B88EB5DEE8A2AFF1B805EBAC52CBA23D441E4CE504BBFF04DED09EF2E70DF0C
5FFCDCC86B0C23F1145CEE4A079229AF31FAB3316CB047BA30E2F2F7A3CF0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7587_1" ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 7587 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,



                              id
                                local
                                  id 7587 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7587_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
Y" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "7587_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {



                      {
                        subtype isolate ,
                        subname "7588" } ,
                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7588 } ,
                descr {
                  title "Bat coronavirus HKU9 7588 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 372 ,
                  seq-data
                    ncbi2na '3B8C89CE5417FE64DFE725F33C9DB093D07EFB0E6DE26BFCC
A7A70E0EE64AFF8B80EB5DE68AEAFF1B025EBAC72CBAE3D471E7CE704BBFF04DED092F2E705F0C
4F5FDEE8EB0C23F11C7CEC420F9269AF31F2B3316CB0C4BE10E3FAFFA3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7588_1" ,
                          location
                            int {



                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 7588 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 371 ,
                              strand plus ,
                              id
                                local
                                  id 7588 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7588_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSVDGNKIYTTYVQELQRRLYLGIYRSNTVDNDLVL
D" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "7588_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7590" } ,
                      {
                        subtype nat-host ,
                        subname "Rousettus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7590 } ,
                descr {
                  title "Bat coronavirus HKU9 7590 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 378 ,
                  seq-data



                    ncbi2na 'EE32273970FEF9B33F9497CFF276C24E41FBE43977888FF32
BE9C3839992BFE2E23AF77BA28ABFC6E017AEB14B2E88F51079339C12EFF4137B427BCB9C37C31
7FF37321AC308FC45173B9281E48A6BCC7EACCC5B2C11EE8C38BCBDE8F3CC10'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7590_1" ,
                          location
                            int {
                              from 0 ,
                              to 377 ,
                              strand plus ,
                              id
                                local
                                  id 7590 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 377 ,
                              strand plus ,
                              id
                                local
                                  id 7590 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7590_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLD
YYN" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id
                                local
                                  str "7590_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 7905" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7905" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus spp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7905 } ,
                descr {
                  title "Bat betacoronavirus 7905 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 566 ,
                  seq-data
                    ncbi2na 'CE9747EF7E76404C61FBEC9FB645BF732BC9C18BB910B3C2E
03AF3BBA6BD1CCEF014AE8174D288E51079F39C32EDFC337B4273C6903BC391FF371E3AC100F9E
30313D90FE41321FCE2EDDCCA0C88EF84C87FB838BFC64CFE6C047DD0E38C7778639EDBBBFC324
5C66DD0AFCBA724C081FC2D2F7F3C500C3BFF3B7824039E8788785F1C0A174E0FF9DD04C738E3D
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7905_1" ,
                          location
                            int {
                              from 0 ,
                              to 565 ,
                              strand plus ,
                              id
                                local
                                  id 7905 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 565 ,
                              strand plus ,
                              id
                                local
                                  id 7905 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7905_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 188 ,
                  seq-data
                    ncbieaa "MASLVLARKHTTCCSLSHRFYRLANECAQVLSEMVMCGGSLYVKPGGTS
SGDATTAYANSVFNICQAITANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDIDFVNEFYAYLRKHFS
MMILS
DDAVVCFNSTYASQGLVASIKNFKSVLYYQNNVFMSEAKCWTETDLTKGPHEFCSQHTMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 187 ,
                              id
                                local
                                  str "7905_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 7907" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7907" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus spp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,



                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {



                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7907 } ,
                descr {
                  title "Bat betacoronavirus 7907 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 597 ,
                  seq-data
                    ncbi2na 'EE12253970CE7C83CE9747EF7E76404C61FBEC9FB645BF732
BC9C18BB910B3C2E03AF3BBA6BD1CCEF014AE8174D288E51079F39C32EDFC337B4273C6903BC39
1FF371E3AC100F9E30313D90FE41321FCE2EDDCCA0C88EF84C87FB838BFC64CFE6C047DD0E38C7
778639EDBBBFC3245C66DD0AFCBA724C081FC2D2F7F3C500C3BFF3B7824039E8788785F1C0A174
E0FF9DD04C738E3C0'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7907_1" ,
                          location
                            int {
                              from 0 ,
                              to 596 ,
                              strand plus ,
                              id
                                local
                                  id 7907 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 596 ,
                              strand plus ,
                              id
                                local
                                  id 7907 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7907_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 199 ,
                  seq-data



                    ncbieaa "CDRAMPNMLRIMASLVLARKHTTCCSLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAITANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDIDFVN
EFYAY
LRKHFSMMILSDDAVVCFNSTYASQGLVASIKNFKSVLYYQNNVFMSEAKCWTETDLTKGPHEFCSQHTMMI" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 198 ,
                              id
                                local
                                  str "7907_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 7909" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7909" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus affinis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {



                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,



                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,



                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7909 } ,
                descr {
                  title "Bat betacoronavirus 7909 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 592 ,
                  seq-data
                    ncbi2na '2253970CE7C83CE9747EF7E76404C61FBEC9FB645BF732BC9
C18BB910B3C2E03AF3BBA6BD1CCEF014AE8174D288E51079F39C32EDFC337B4273C6903BC391FF
371E3AC100F9E30313D90FE41321FCE2EDDCCA0C88EF84C87FB838BFC64CFE6C047DD0E38C7778
639EDBBBFC3245C66DD0AFCBA724C081FC2D2F7F3C500C3BFF3B7824039E8788785F1C0A174E0F
F9DD04C738E3D'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7909_1" ,
                          location
                            int {
                              from 0 ,
                              to 591 ,
                              strand plus ,
                              id
                                local
                                  id 7909 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 591 ,
                              strand plus ,
                              id
                                local
                                  id 7909 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7909_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 197 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHTTCCSLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAITANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDIDFVNEF
YAYLR
KHFSMMILSDDAVVCFNSTYASQGLVASIKNFKSVLYYQNNVFMSEAKCWTETDLTKGPHEFCSQHTMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 196 ,
                              id
                                local
                                  str "7909_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 7921" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7921" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus spp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,



                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,



                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7921 } ,
                descr {
                  title "Bat betacoronavirus 7921 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 588 ,
                  seq-data
                    ncbi2na '94E5C339F20F3A5D1FBDF9D9013187EFB27ED916FDCCAF270
62EE442CF0B80EBCEEE9AF4733BC052BA05D34A239441E7CE70CBB7F0CDED09CF1A40EF0E47FCD
C78EB0403E78C0C4F643F904C87F38BB773283223BE1321FEE0E2FF1933F9B011F7438E31DDE18
E7B6EEFF0C91719B742BF2E9C930207F0B4BDFCF14030EFFCEDE0900E7A1E21E17C70285D383FE
774131CE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7921_1" ,
                          location
                            int {
                              from 0 ,
                              to 587 ,
                              strand plus ,
                              id
                                local
                                  id 7921 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 587 ,
                              strand plus ,
                              id
                                local
                                  id 7921 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7921_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 196 ,
                  seq-data
                    ncbieaa "AMPNMLRIMASLVLARKHTTCCSLSHRFYRLANECAQVLSEMVMCGGSL
YVKPGGTSSGDATTAYANSVFNICQAITANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDIDFVNEFY
AYLRK
HFSMMILSDDAVVCFNSTYASQGLVASIKNFKSVLYYQNNVFMSEAKCWTETDLTKGPHEFCSQHTMMI" } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 195 ,
                              id
                                local
                                  str "7921_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 7924" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7924" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus spp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,



                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,



                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7924 } ,



                descr {
                  title "Bat betacoronavirus 7924 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 589 ,
                  seq-data
                    ncbi2na '2253970CE7C83CE9747EF7E76404C61FBEC9FB645BF732BC9
C18BB910B3C2E03AF3BBA6BD1CCEF014AE8174D288E51079F39C32EDFC337B4273C6903BC391FF
371E3AC100F9E30313D90FE41321FCE2EDDCCA0C88EF84C87FB838BFC64CFE6C047DD0E38C7778
639EDBBBFC3245C66DD0AFCBA724C081FC2D2F7F3C500C3BFF3B7824039E8788785F1C0A174E0F
F9DD04C738E00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7924_1" ,
                          location
                            int {
                              from 0 ,
                              to 588 ,
                              strand plus ,
                              id
                                local
                                  id 7924 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 588 ,
                              strand plus ,
                              id
                                local



                                  id 7924 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7924_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 196 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHTTCCSLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAITANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDIDFVNEF
YAYLR
KHFSMMILSDDAVVCFNSTYASQGLVASIKNFKSVLYYQNNVFMSEAKCWTETDLTKGPHEFCSQHTMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 195 ,
                              id
                                local
                                  str "7924_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {



                        subtype isolate ,
                        subname "141335" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,



                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141335 } ,
                descr {
                  title "Bat SARS-related coronavirus 141335 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 376 ,
                  seq-data
                    ncbi2na 'EE32253970CE7C834E9F57EF7E76404C91FBEC1FB44DBF732
3C9C38BB910B3C2E23AD3BBA69D3CCEE014AE8134D6B8E51079F39C32EEFC137B424B049C3B039
1F7741E3AC308F9E30B135905F41321FCE2EDDCC80C88EC8D38BDBA383B39'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141335_1" ,
                          location
                            int {
                              from 0 ,



                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 141335 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 141335 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141335_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDHEFV
DECM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "141335_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141341" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,



                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141341 } ,
                descr {
                  title "Bat SARS-related coronavirus 141341 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na '0EE32253970CE7C834E9F57EF7E76404C91FBEC1FB44DBF73



23C9C38BB910B3C2E23AD3BBA69D3CCEE014AE8134D6B8E51079F39C32EEFC137B424B049C3B03
91F7741E3AC308F9E30B135905F41321FCE2EDDCC80C88EC8D388'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141341_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 141341 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 141341 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141341_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDHE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "141341_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141342" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
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                                last "Latinne" ,
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                                initials "A." } } ,
                          {
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                          {
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                          {
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                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
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                                last "Zambrana-Torrelio" ,
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                          {
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                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
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                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
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                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141342 } ,
                descr {
                  title "Bat SARS-related coronavirus 141342 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 346 ,
                  seq-data
                    ncbi2na '3B8C894E5C339F20D3A7D5FBDF9D9013247EFB07ED136FDCC
8F270E2EE442CF0B88EB4EEE9A74F33B8052BA04D35AE39441E7CE70CBBBF04DED092C1270EC0E
47DDD078EB0C23E78C2C4D6417D04C87F38BB7732032230'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141342_1" ,
                          location
                            int {
                              from 0 ,
                              to 345 ,
                              strand plus ,
                              id
                                local
                                  id 141342 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 345 ,
                              strand plus ,
                              id
                                local
                                  id 141342 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141342_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 115 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRD" } ,
                annot {
                  {
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                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 114 ,
                              id
                                local
                                  str "141342_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141344" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
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                                last "Zambrana-Torrelio" ,
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                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141344 } ,
                descr {
                  title "Bat SARS-related coronavirus 141344 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na '0EE32253970CE7C834E9F57EF7E76404C91FBEC1FB44DBF73
33C9C38BB910B3C2E23AD3BBA69D3CCEE014AE8134D6B8E51079F39C32EEFC137B424B049C3B03
91F7741E3AC308F9E30B135905F41321FCE2EDDCC80C88EC8D38BDBA0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "141344_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 141344 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 141344 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141344_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYILANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDHEFV" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "141344_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141350" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
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                  gen {
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 biosafety, CAS" ,
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                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
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                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
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                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141350 } ,
                descr {
                  title "Bat SARS-related coronavirus 141350 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na '0EE32253970CE7C834E9F57EF7E76404C91FBEC1FB44DBF73
23C9C38BB910B3C2E23AD3BBA69D3CCEE014AE8134D6B8E51079F39C32EEFC137B424B049C3B03
91F7741E3AC308F9E30B135905F41321FCE2EDDCC80C88EC8D38BDBA0'H } ,
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                            int {
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                              strand plus ,
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                                local
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                              fuzz-from
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                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
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                          partial TRUE ,
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                            int {
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                                local
                                  id 141350 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
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                    str "141350_1" } ,
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                  molinfo {
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                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDHEFV" 
} ,
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                  {
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                      ftable {
                        {
                          data
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                                "RNA-dependent RNA polymerase" } } ,
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                                local
                                  str "141350_1" ,
                              fuzz-from
                                lim lt ,
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                                lim gt } } } } } } } } ,
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            class nuc-prot ,
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                genome genomic ,
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                  taxname "Bat SARS-related coronavirus" ,
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                        subtype isolate ,
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                      {
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                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
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                  {
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 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141352 } ,
                descr {
                  title "Bat SARS-related coronavirus 141352 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 349 ,
                  seq-data
                    ncbi2na '03B8C894E5C339F20D3A7D5FBDF9D9013247EFB07ED136FDC
C8F270E2EE442CF0B88EB4EEE9A74F33B8052BA04D35AE39441E7CE70CBBBF04DED092C1270EC0
E47DDD078EB0C23E78C2C4D6417D04C87F38BB77320322380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141352_1" ,
                          location
                            int {
                              from 0 ,
                              to 348 ,
                              strand plus ,
                              id
                                local
                                  id 141352 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 348 ,
                              strand plus ,
                              id
                                local
                                  id 141352 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141352_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 116 ,
                  seq-data
                    ncbieaa "KCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMC
GGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 115 ,
                              id
                                local
                                  str "141352_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141369" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141369 } ,
                descr {
                  title "Bat SARS-related coronavirus 141369 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 362 ,
                  seq-data
                    ncbi2na '0EE32253970CE7C834E9F57EF7E76404C91FBEC1FB44DBF73
23C9C38BB910B3C2E23AD3BBA69D3CCEE014AE8134D6B8E51079F39C32EEFC137B424B049C3B03
91F7741E3AC308F9E30B135905F41321FCE2EDDCC80C88EC8D38BD0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141369_1" ,
                          location
                            int {
                              from 0 ,
                              to 361 ,
                              strand plus ,
                              id
                                local
                                  id 141369 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 361 ,
                              strand plus ,
                              id
                                local
                                  id 141369 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141369_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDHEF" } 
,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "141369_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141375" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141375 } ,
                descr {
                  title "Bat SARS-related coronavirus 141375 RNA-dependent RNA



 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 362 ,
                  seq-data
                    ncbi2na '03B84894E5C339F20D3A7D5FBDF9D9013247EFB07ED136FDC
C8F270E2EE442CF0B88EB4EEE9A74F33B8052BA04D35AE39441E7CE70CBBBF04DED092C1270EC0
E47DDD078EB0C23E78C2C4D6417D04C87F38BB773203223B234E2F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141375_1" ,
                          location
                            int {
                              from 0 ,
                              to 361 ,
                              strand plus ,
                              id
                                local
                                  id 141375 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 361 ,
                              strand plus ,
                              id
                                local
                                  id 141375 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141375_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "KCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMC
GGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDHE" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "141375_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141376" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,



                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,



                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label



                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141376 } ,
                descr {
                  title "Bat SARS-related coronavirus 141376 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 379 ,
                  seq-data
                    ncbi2na '03B8C894E5C339F20D3A7D5FBDF9D9013247EFB07ED136FDC
C8F270E2EE442CF0B88EB4EEE9A74F33B8052BA04D35AE39441E7CE70CBBBF04DED092C1270EC0
E47DDD078EB0C23E78C2C4D6417D04C87F38BB773203223B234E2F6E8E0FCE4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141376_1" ,
                          location
                            int {
                              from 0 ,
                              to 378 ,
                              strand plus ,
                              id
                                local
                                  id 141376 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 378 ,
                              strand plus ,
                              id
                                local
                                  id 141376 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141376_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 126 ,
                  seq-data
                    ncbieaa "KCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMC
GGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDHEF
VDEFM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 125 ,
                              id
                                local



                                  str "141376_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU5" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141427" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {



                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 25 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 25 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141427 } ,
                descr {
                  title "Bat coronavirus HKU5 141427 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 376 ,
                  seq-data
                    ncbi2na '03B8D99CE5433BB20FFE7DDD33E9DB0932C7E7B1C33E323FC
59F240E2E6742E7CB8B3B5FEE9AEBCF3B405EBA052C9A63905127C650CBB3F04F7929841E40EF2
E47CEA670E90453EF84082F0A1392FE27B3B03BF12022525E35C0F6E84ACF'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141427_1" ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 141427 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 141427 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141427_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,



                  seq-data
                    ncbieaa "KCDRAMPNMCRIFASLILARKHSTCCTNIDRFYRLANECAQVLSEYVLC
GGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPK
FVDRY" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "141427_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 141431" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141431" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
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                inst {
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                  mol rna ,
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                            gene {
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                            int {
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                                local
                                  id 141431 ,
                              fuzz-from
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                              fuzz-to
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                  local
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                  molinfo {
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                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRNTTPDPKFV
DKY" } ,
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                  {
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                      ftable {
                        {
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                            prot {
                              name {
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                            int {
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                              to 123 ,
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                                  str "141431_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
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                genome genomic ,
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                      {
                        subtype isolate ,
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                      {
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                  molinfo {
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                  seq-data
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                                str "141441_1" ,
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                              from 0 ,
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                              strand plus ,
                              id
                                local
                                  id 141441 ,
                              fuzz-from
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                              fuzz-to
                                lim gt } } ,
                        {
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                            gene {
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                          partial TRUE ,
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                            int {
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                                lim lt ,
                              fuzz-to
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              seq {
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                descr {
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                    tech concept-trans ,
                    completeness no-ends } } ,
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                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "DRAMPNMCRIFASLILARKHGTCCTPTDRFYRLANECAQVLSEYVLCGG
GYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNMIVDKEVKDMQFELYVNVYRKSQPDPKFV
IAI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
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                            int {
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                                  str "141441_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
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            descr {
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                genome genomic ,
                org {
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                  orgname {
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                      {
                        subtype isolate ,
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                      {
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                        subname "Pipistrellus abramus" } } ,
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                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
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                      str "version" ,
                    data
                      int 8 } ,
                  {
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                      str "month" ,
                    data
                      int 7 } ,
                  {
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                      str "day" ,
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                      int 25 } ,
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                      int 2019 } } } ,
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                  year 2019 ,
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              seq {
                id {
                  local
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                descr {
                  title "Bat coronavirus HKU5 141442 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 368 ,



                  seq-data
                    ncbi2na '03B8C89CE5C33B920DFE7D5D33C95B0932C7EFB1C11E323FC
59F240E2E6742E7CB8B3B5FEE9AEBCF1B405EBA852C9A63905127C650CBB7F04F7929841640EF2
E47CEA670E90473EF84082F0A1392FE27B3B03BF12022505E35C0F6E8'H } ,
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                  {
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                      ftable {
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                          data
                            cdregion {
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                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141442_1" ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 141442 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 141442 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
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                id {
                  local
                    str "141442_1" } ,
                descr {
                  molinfo {



                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
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                  repr raw ,
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                  length 122 ,
                  seq-data
                    ncbieaa "KCDRAMPNMCRIFASLILARKHSTCCTNTDRFYRLANECAQVLSEYVLC
GGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPK
FV" } ,
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                  {
                    data
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                        {
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                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
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                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat



 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141456 } ,
                descr {
                  title "Bat SARS-related coronavirus 141456 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 366 ,
                  seq-data
                    ncbi2na '8C894E5C139F28C3A5DDFBDF9D9013247E7B07ED116FDCCA7
27062EE642EF0B88EB4EEE9A76733BC052BA04D36AE39C41E7CE70CBB7F04FED09EF1250EC0E47
DFD078EB0C2327842CED64371244A7718BB773203223BE34E0F6E8E20'H } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141456_1" ,
                          location
                            int {
                              from 0 ,
                              to 365 ,
                              strand plus ,
                              id
                                local
                                  id 141456 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 365 ,
                              strand plus ,
                              id
                                local
                                  id 141456 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141456_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,



                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "DRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGG
SLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVD
E" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "141456_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141460" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {



                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,



                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,



                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141460 } ,
                descr {
                  title "Bat SARS-related coronavirus 141460 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 327 ,
                  seq-data
                    ncbi2na 'EE32253970CE7C834E9F57EF7E76404C91FBEC1FB44DBF732
3C9C38BB910B3C2E23AD3BBA69D3CCEE014AE8134D6B8E51079F39C32EEFC137B424B049C3B039
1F7741E3AC308F9E30B135905F41321FCE2EC'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141460_1" ,
                          location
                            int {
                              from 0 ,
                              to 326 ,
                              strand plus ,
                              id
                                local
                                  id 141460 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 326 ,
                              strand plus ,
                              id
                                local
                                  id 141460 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141460_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 109 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYIRNLQHRLYEC" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 108 ,
                              id
                                local
                                  str "141460_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {



                    mod {
                      {
                        subtype isolate ,
                        subname "141464" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {



                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141464 } ,
                descr {
                  title "Bat SARS-related coronavirus 141464 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 374 ,
                  seq-data
                    ncbi2na 'E3CD403B8C894E5C139F28C3A5DDFBDF9D9013247E7B07ED1
16FDCCA727062EE642EF0B88EB4EEE9A76733BC052BA04D36AE39C41E7CE70CBB7F04FED09EF12
50EC0E47DFD078EB0C2327842CED64371244A7718BB773203223AE34E0F60'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141464_1" ,
                          location



                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 141464 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 373 ,
                              strand plus ,
                              id
                                local
                                  id 141464 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141464_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 124 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEM
VMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDG
DHEF" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 123 ,
                              id
                                local
                                  str "141464_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141470" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141470 } ,
                descr {
                  title "Bat SARS-related coronavirus 141470 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 364 ,



                  seq-data
                    ncbi2na '03B8C894E5C139F28C3A5DDFBDF9D9013247E7B07ED116FDC
CA727062EE642EF0B88EB4EEE9A76733BC052BA04D36AE39C41E7CE70CBB7F04FED09EF1250EC0
E47DFD078EB0C2327842CED64371244A7718BB773203223BE34E0F6'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141470_1" ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 141470 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 141470 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141470_1" } ,
                descr {
                  molinfo {



                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "KCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMC
GGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEF
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "141470_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141567" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141567 } ,
                descr {
                  title "Bat SARS-related coronavirus 141567 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C894E5C139F28C3A5DDFBDF9D9013247E7B07ED116FDCC
A727062EE642EF0B88EB4EEE9A76733BC052BA04D36AE39C41E7CE70CBB7F04FED09EF1250EC0E
47DFD078EB0C2327842CED64371244A7718BB773203223BE34E0F6E8E20'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141567_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 141567 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 141567 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141567_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141567_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141569" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {



                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data



                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141569 } ,
                descr {
                  title "Bat SARS-related coronavirus 141569 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 382 ,
                  seq-data
                    ncbi2na 'E3CD703B8C894E5C139F28C3A5DDFBDF9D9013247E7B07ED1
16FDCCA7A7062EE642EF0B88EB4EEE9A76733BC052BA04D36AE39C41E7CE70CBB7F04FED09EF12
50EC0E47DFD078EB0C2327842CED64371244A7718BB773203223BE34E0F6E8E20'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "141569_1" ,
                          location
                            int {
                              from 0 ,
                              to 381 ,
                              strand plus ,
                              id
                                local
                                  id 141569 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 381 ,
                              strand plus ,
                              id
                                local
                                  id 141569 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141569_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 127 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEM
VMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDV
DHEFVDE
" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 126 ,
                              id
                                local
                                  str "141569_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141570" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141570 } ,
                descr {
                  title "Bat SARS-related coronavirus 141570 RNA-dependent RNA



 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 384 ,
                  seq-data
                    ncbi2na 'F8F3500EE322539704E7CA30E9777EF7E76404C91F9EC1FB4
45BF7329C9C18BB990BBC2E23AD3BBA69D9CCEF014AE8134DAB8E71079F39C32EDFC13FB427BC4
943B0391F7F41E3AC308C9E10BBB590DC49129DC62EDDCC80C88EF8D383DBA38B'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141570_1" ,
                          location
                            int {
                              from 0 ,
                              to 383 ,
                              strand plus ,
                              id
                                local
                                  id 141570 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 383 ,
                              strand plus ,
                              id
                                local
                                  id 141570 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141570_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 127 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEM
VMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKCVRNLQHRLYECLYRNRDV
DHEFVDE
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 126 ,
                              id
                                local
                                  str "141570_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141575" } ,
                      {
                        subtype nat-host ,



                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141575 } ,
                descr {
                  title "Bat SARS-related coronavirus 141575 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '3B8C894E5C139F28C3A5DDFBDF9D9013247E7B07ED116FDCC
A727062EE642EF0B88EB4EEE9A76733BC052BA04D36AE39C41E7CE70CBB7F04FED09EF1250EC0E
47DFD078EB0C2327842CED64371244A7718BB773203223BE34E0F6E8E20'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141575_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local



                                  id 141575 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 141575 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141575_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id



                                local
                                  str "141575_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141577" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141577 } ,
                descr {
                  title "Bat SARS-related coronavirus 141577 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 383 ,
                  seq-data
                    ncbi2na 'E3CD5C0EE3225B9704E7CA30E9777EF7E76404C91F9EC1FB4
45BF7329C9C18BB990BBC2E23AD3BBA69D9CCEF014AE8134DAB8671079F39C32EDFC13FB427BC4
943B0391F7F41E3AC308C9E10B3B590DC49129DC62EDDCC80C88EF8D383DBA3A8'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141577_1" ,
                          location
                            int {
                              from 0 ,
                              to 382 ,
                              strand plus ,
                              id
                                local
                                  id 141577 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 382 ,
                              strand plus ,
                              id
                                local
                                  id 141577 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141577_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 127 ,
                  seq-data
                    ncbieaa "IIPKCDRAVPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEM
VMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDV
DHEFVDG
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 126 ,
                              id
                                local
                                  str "141577_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141579" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {



                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,



                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,



                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141579 } ,
                descr {
                  title "Bat SARS-related coronavirus 141579 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 383 ,
                  seq-data
                    ncbi2na 'E3CD540EE322539704E7CA30E9777EF7E76404C91F9EC1FB4
45BF7329C9C18BB990BBC2E23AD3BBA69D9CCEF014AE8134DAB8E71079F39C32EDFC13FB427BC4
943B0391F7F41E3AC308C9E10B3B590DC49129DC62EDDCC80C88EF8D383DBA388'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141579_1" ,
                          location
                            int {
                              from 0 ,
                              to 382 ,
                              strand plus ,
                              id
                                local
                                  id 141579 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 382 ,
                              strand plus ,
                              id
                                local
                                  id 141579 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141579_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 127 ,
                  seq-data
                    ncbieaa "IIPKCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEM
VMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDV
DHEFVDE
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 126 ,
                              id
                                local
                                  str "141579_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141582" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pomona" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {



                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141582 } ,
                descr {
                  title "Bat SARS-related coronavirus 141582 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 382 ,
                  seq-data
                    ncbi2na 'E3CD703B8C894E5C139F28C3A5DDFBDF9D9013247E7B07ED1
16FDCCA727062EE642EF0B88EB4EEE9A76733BC052BA04D36AE39C41E7CE70CBB7F04FED09EF12
50EC0E47DFD078EB0C2327842CED64371244A7718BB773203223BE34E0F6E8E20'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "141582_1" ,
                          location
                            int {
                              from 0 ,
                              to 381 ,
                              strand plus ,
                              id
                                local
                                  id 141582 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 381 ,
                              strand plus ,
                              id
                                local
                                  id 141582 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141582_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 127 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEM
VMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDV
DHEFVDE
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 126 ,
                              id
                                local
                                  str "141582_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141598" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,



                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,



                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141598 } ,
                descr {
                  title "Bat SARS-related coronavirus 141598 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {



                  repr raw ,
                  mol rna ,
                  length 373 ,
                  seq-data
                    ncbi2na '0EE322539704E7CA30E9777EF7E76404C91F9EC1FB445BF73
29C9C18BB990BBC2E23AD3BBA69D9CCEF014AE8134DAB8E71079F39C32EDFC13FB427BC4943B03
91F7F41E3AC308C9E10B3B590DC49129DC62EDDCC80C88EF8D383DBA38BC0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141598_1" ,
                          location
                            int {
                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 141598 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 372 ,
                              strand plus ,
                              id
                                local
                                  id 141598 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local



                    str "141598_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "141598_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141599" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141599 } ,
                descr {
                  title "Bat SARS-related coronavirus 141599 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 370 ,
                  seq-data
                    ncbi2na '0EE322539704E7CA30E9777EF7E76404C91F9EC1FB445BF73
29C9C18BB990BBC2E23AD3BBA69D9CCEF014AE8134DAB8E71079F39C32EDFC13FB427BC4943B03
91F7F41E3AC308C9E10B3B590DC49129DC62EDDCC80C88EF8D383DBA380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141599_1" ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 141599 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 369 ,
                              strand plus ,
                              id
                                local
                                  id 141599 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141599_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
D" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "141599_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "141600" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 141600 } ,
                descr {
                  title "Bat SARS-related coronavirus 141600 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 382 ,
                  seq-data
                    ncbi2na 'E3CD703B8C894E5C139F28C3A5DDFBDF9D9213247E7B07ED1
16FDCCA727062EE642EF0B88EB4EEE9A76733BC052BA04D36AE39C41E7CE70CBB7F04FED09EF12
50EC0E47DFD078EB0C2327842CED64371244A7718BB773203223BE34E0F6E8E20'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {



                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "141600_1" ,
                          location
                            int {
                              from 0 ,
                              to 381 ,
                              strand plus ,
                              id
                                local
                                  id 141600 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 381 ,
                              strand plus ,
                              id
                                local
                                  id 141600 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "141600_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 127 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPNMLRIMASLVLARRHSTCCNLSHRFYRLANECAQVLSEM
VMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDV
DHEFVDE



" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 126 ,
                              id
                                local
                                  str "141600_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU5" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "2014Bat01" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {



                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {



                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local



                    str "2014Bat01" } ,
                descr {
                  title "Bat coronavirus HKU5 2014Bat01 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE32263970CEEC83FF9F774CFA76C24CB1FBEC70C78C8FF16
7C9038B99D0B9F2E2CED77BA6BAF3C6D017AEA14B2698E41449F19432EDFC13DE4A6107903BCB9
1F3A99C3A411CFBE1020BC284E4BF89ECEC0EFC480894178D703FBA32B3CE5FDE0C247FDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "2014Bat01_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "2014Bat01" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "2014Bat01" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "2014Bat01_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRIFASLILARKHSTCCTNTDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPKF
VDRYYAF
LNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "2014Bat01_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "7544-1" } ,
                      {
                        subtype nat-host ,
                        subname "Eonycteris spelaea" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "7544-1" } ,
                descr {
                  title "Bat coronavirus HKU9 7544-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273970FCF9B33F9497CFF276C24E41FBE4397788BFF32BE9
C38399D2BDE2E03AD77BA28ABFC6E017AEB1CB2E88F51079339C12EFFC13FB427BCB9C37C317FF
37323AC308FC471F3BD281E48A6BCC7EACFC5B2C11EE8C38BCBFC8F3CC1CFE6C24FF2CE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7544-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,



                              strand plus ,
                              id
                                local
                                  str "7544-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7544-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7544-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNLLRIFASLILARKHATCCNASESFYRLANECAQVLSEMVLCGGG
FYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLDYY
NYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7544-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus GCCDC1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7544-2" } ,
                      {
                        subtype nat-host ,
                        subname "Eonycteris spelaea" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,



                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "7544-2" } ,
                descr {
                  title "Bat coronavirus GCCDC1 7544-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273970FE7193FF9C9F0CFA46C24CB1BBE431F781AF716DF9



C38BB990BDD2E03ED779AE9ABFC6F095AE81C92E98F71C49B19C32EEFC333B427B8B94374113FF
B7223A4308CCC1DF3B92A7C48A65EC7EACCCDB11112F84E83EB468B3C41CDE68247F2CE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7544-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7544-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7544-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7544-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNLLRIFASLILARKHSTCCNTSERFYRLANECAQVLSEIVLCGGG
FYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSRDGNKIYNSYVQGLQRRLYLGIYRTHTVDMELVTEY
YNYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7544-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7544-3" } ,
                      {
                        subtype nat-host ,
                        subname "Eonycteris spelaea" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {



                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,



                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,



              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "7544-3" } ,
                descr {
                  title "Bat coronavirus HKU9 7544-3 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273970FEF9B33F9497CFF276C24E41FBE43977888FF32BE9
C3839992BFE2E23AD77BA28ABFC6E017AEB14B2E88F51079339C12EFFC137B427BCB9C37C317FF
37321AC308FC45173B9281E48A6BCC7EACCC5B2C11EE8C38BCBDE8F3CC1CFE6424FF2CE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7544-3_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7544-3" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7544-3" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7544-3_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCGGG
FYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLDYY
NYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7544-3_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7554-1" } ,
                      {
                        subtype nat-host ,
                        subname "Eonycteris spelaea" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {



                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data



                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "7554-1" } ,
                descr {
                  title "Bat coronavirus HKU9 7554-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273970FCF9B33F9C97CFF276C24641FBE43977888FF32BE9
C3839992BFE2E23AD77BA28ABFC6E017AEB14B2E88F51079339C32EFFC13FB427BCB9C37C317FF
37321AC308FC451F3B9283C48A6FCC7EACCC5B2C31EE8C38BCBDE8F3CC1CFE6424FF2CE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "7554-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7554-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7554-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7554-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCGGG
FYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLDYY
NYLR
KHFSMMI" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7554-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU9" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7554-2" } ,
                      {
                        subtype nat-host ,
                        subname "Eonycteris spelaea" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "Laos" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "7554-2" } ,
                descr {
                  title "Bat coronavirus HKU9 7554-2 RNA-dependent RNA



 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273970FCF9B33F9C97CFF276C24E41FBE43977888FF32BE9
C3839992BFE2E23AD77BA28ABFC6E017AEB14B2E88F51079339412EFFC137B427BCB9C37C317FF
37321AC308FC45173B9281E48A6BCC7EACCC5B2C11EE8C38BCBDE8F3CC1CFE6424FF2CE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7554-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7554-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "7554-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7554-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNLLRIFASLILARKHATCCNASERFYRLANECAQVLSEMVLCGGG
FYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYLGIYRSNTVDNELVLDYY
NYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7554-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 7896" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7896" } ,
                      {
                        subtype nat-host ,



                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7896 } ,
                descr {
                  title "Bat betacoronavirus 7896 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 591 ,
                  seq-data
                    ncbi2na '2253970CE7C83CE9747EF7E76404C61FBEC9FB645BF732BC9
C18BB910B3C2E03AF3BBA6BD1CCEF014AE8174D288E51079F39C32EDFC337B4273C6903BC391FF
371E3AC100F9E30313D90FE41321FCE2EDDCCA0C88EF84C87FB838BFC64CFE6C047DD0E38C7778
639EDBBBFC3245C66DD0AFCBA724C081FC2D2F7F3C500C3BFF3B7824039E8788785F1C0A174E0F
F9DD04C738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7896_1" ,
                          location
                            int {
                              from 0 ,
                              to 590 ,
                              strand plus ,



                              id
                                local
                                  id 7896 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 590 ,
                              strand plus ,
                              id
                                local
                                  id 7896 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7896_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 197 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHTTCCSLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAITANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDIDFVNEF
YAYLR
KHFSMMILSDDAVVCFNSTYASQGLVASIKNFKSVLYYQNNVFMSEAKCWTETDLTKGPHEFCSQHTMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 196 ,
                              id
                                local
                                  str "7896_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 7931" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7931" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7931 } ,
                descr {
                  title "Bat betacoronavirus 7931 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2253970CE7C83CE9747EF7E76404C61FBEC9FB645BF732BC9
C18BB910B3C2E03AF3BBA6BD1CCEF014AE8174D288E51079F39C32EDFC337B4273C6903BC391FF



371E3AC100F9E30313D90FE41321FCE2EDDCCA0C88EF84C87FB838BFC64CFE6C047DDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7931_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7931 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7931 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7931_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHTTCCSLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAITANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDIDFVNEF
YAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7931_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 7952" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "7952" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {



                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {



                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date



                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 7952 } ,
                descr {
                  title "Bat betacoronavirus 7952 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2253970CE7C83CE9747EF7E76404C61FBEC9FB645BF732BC9
C18BB910B3C2E03AF3BBA6BD1CCEF014AE8174D288E51079F39C32EDFC337B4273C6903BC391FF
371E3AC100F9E30313D90DE41321FCE2EDDCCA0C88EF84C87FB838BFC64CFE6C047DDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "7952_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7952 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 7952 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "7952_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHTTCCSLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAITANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRDVDIDFVNEF
YAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "7952_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {



              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BH140216" } ,
                      {
                        subtype nat-host ,
                        subname "Cynopterus sphinx" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,



                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,



                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BH140216" } ,
                descr {
                  title "Bat coronavirus HKU4 BH140216 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273970CEED93FC9B4F8FFA46C24CB1FBEC70F78CAF7165C9
C38BB9D0BBC2E2CED739A2AAF3CEF014AEB18B2EB8E41C79F39432EFFC133C4251459C3BCB91C3
8B9C3AC318D3236E03028CE43F8FECCD0ECCC802CB978D703FBE10B1C64FDF0C047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,



                          product
                            whole
                              local
                                str "BH140216_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BH140216" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BH140216" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BH140216_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGG
YYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRKVVPDPKFVDKY
YAFLN
KHFSMMI" } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "BH140216_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus BY140519" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140519" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {



                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil



                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140519" } ,
                descr {
                  title "Bat betacoronavirus BY140519 RNA-dependent RNA
 polymerase mRNA, partial cds" ,



                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'EE322739507EF9B33F94B70FFA66004771F9E43977808FF32
BC9038BB950B9F2E23AFF3BA2BA3DCEC014A2B10B2E98F51479339032EEFC33F9426B8B9C3F011
7FFB7323AC300CC441F1B108BE41B2BECCEACFCD91C112E8C38FCBDE8F3CC1CFE6C24FF2CE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140519_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "BY140519" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "BY140519" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,



              seq {
                id {
                  local
                    str "BY140519_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDNDLVL
DYYNY
LRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "BY140519_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus BY140527" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140527" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus sp" } } ,



                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,



                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label



                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140527" } ,
                descr {
                  title "Bat betacoronavirus BY140527 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE322739507EF9B33F94B70FFA66004771F9E43977808FF32
BC9038BB950B9F2E23AFF3BA2BA3DCEC014A2B10B2E98F51479339032EEFC33F9426B8B9C3F011
7FFB7323AC300CC441F1B108BE41B2BECCEACFCD91C112E8C38FCBDE8F3CC1CFE6C24FF2CE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140527_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BY140527" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BY140527" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140527_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDNDLVL
DYYNY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id



                                local
                                  str "BY140527_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus BY140530" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140530" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140530" } ,
                descr {
                  title "Bat betacoronavirus BY140530 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na 'B8C89CE541FBE6CCFE52DC3FE998011DC7E790E5DE023FCCA
F240E2EE542E7CB88EBFCEE8AE8F73B00528AC42CBA63D451E4CE40CBBBF0CFE509AE2E70FC045
FFEDCC8EB0C0331107C6C422F906CAFB33AB3F3647044BA30E3F2F7A3CF3073F9B093FCB38E3C'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140530_1" ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  str "BY140530" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  str "BY140530" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140530_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 135 ,
                  seq-data
                    ncbieaa "DRAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCGG
GFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDNDLVLD
YYNYL
RKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "BY140530_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU5" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140535-1" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {



                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,



                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,



                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140535-1" } ,
                descr {
                  title "Bat coronavirus HKU5 BY140535-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE36673970CEE4833F93774CF256C24CB1FBEC70C78C8FF16
7C9038B99D2B9F2E2CED7FBA6BAF3C6D017AEA14B2698E41449F19432EDFC13FE4A6105903BCB9
1F3A99C3A411CFBE10A0BC284E4BF81ECEC0EFC4A0894178D703FBA12B1CE5FDE0C247FDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140535-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BY140535-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BY140535-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140535-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRIFASLILARKHSTCCTNTDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPKF
VDRYYAF
LNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "BY140535-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat coronavirus HKU5" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140535-2" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {



                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140535-2" } ,
                descr {
                  title "Bat coronavirus HKU5 BY140535-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE36673950CEE4833F93774CF256C24CB1FBEC70C78C8FF96
7C9038B99D2B9F2E2CED7FBA6BAF3C6D017AEA14B2698E41449F19432EDFC13FE4A6105903BCB9
1F3A99C3A411CFBE10A0BC284E4BF81ECEC0EFC4A0894178D703FBA12B1CE5FDE0C247FDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "BY140535-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BY140535-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BY140535-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140535-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRIFASLILARKHSTCCTNTDRFCRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPKF
VDRYYAF
LNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "BY140535-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus BY140551" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140551" } ,
                      {
                        subtype nat-host ,
                        subname "Myotis horsefieldii" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,



                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,



                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140551" } ,
                descr {
                  title "Bat betacoronavirus BY140551 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {



                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'EE322739507EF9B33F94B70FFA66004771F9E43977808FF32
BC9038BB950B9F2E23AFF3BA2BA3DCEC014A2B10B2E98F51479339032EEFC33F9426B8B9C3F011
7FFB7323AC300CC441F1B108BE41B2BECCEACFCD91C112E8C38FCBDE8F3CC1CFE6C24FF2CE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140551_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "BY140551" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "BY140551" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local



                    str "BY140551_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDNDLVL
DYYNY
LRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "BY140551_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU5" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140562" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,



                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140562" } ,
                descr {
                  title "Bat coronavirus HKU5 BY140562 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE32273970CEE483FF9F774CF256C24CB17BEC70C78C8FF16
7C9038B99D0B9F2E2CED7FBA6BAF3C6D017AEA14B2E98E41449F19432EFFC13DE4A6105903BCB9
1F3A99C3A411CFBE1020BC284E4BF89ECEC0EFC480894178D703FBA12B1CE5FDE0C247FDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140562_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "BY140562" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "BY140562" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140562_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRIFASLILARKHSTCCTNTDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPKF
VDRYYAF
LNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "BY140562_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU5" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140564" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140564" } ,
                descr {
                  title "Bat coronavirus HKU5 BY140564 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE36E63970CEEC83FF9F774CFA76C24CB1FBEC70C78C8FF16
7C9038B99D0B9F2E2CED77BA6BAF3C6D017AEA14B2698E41449F19432EDFC13DE4A6107903BCB9
1F3A99C3A411CFBE1020BC284E4BF89ECEC0EFC480894178D703FBA32B3CE5FDE0C247FDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140564_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BY140564" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BY140564" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140564_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data



                    ncbieaa "CDRAMPNMCRIFASLILARKHSTCCTNTDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPKF
VDRYYAF
LNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "BY140564_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU5" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140565-1" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {



              seq {
                id {
                  local
                    str "BY140565-1" } ,
                descr {
                  title "Bat coronavirus HKU5 BY140565-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2263970CEEC83FF9F774CFA76C24CB1FBEC70C78C8FF167C9
038B99D0B9F2E2CED77BA6BAF3C6D017AEA14B2698E41449F19432EDFC13DE4A6107903BCB91F3
A99C3A411CFBE1020BC284E4BF89ECEC0EFC480894178D703FBA32B3CE5FDE0C247FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140565-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BY140565-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,



                              id
                                local
                                  str "BY140565-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140565-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMCRIFASLILARKHSTCCTNTDRFYRLANECAQVLSEYVLCGGG
YYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPKFVD
RYYAFLN
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "BY140565-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus BY140565-2" ,
                  orgname {



                    mod {
                      {
                        subtype isolate ,
                        subname "BY140565-2" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {



                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140565-2" } ,
                descr {
                  title "Bat betacoronavirus BY140565-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '22739507EF9B33F94B70FFA66004771F9E43977808FF32BC9
038BB950B9F2E23AFF3BA2BA3DCEC014A2B10B2E98F51479339032EEFC33F9426B8B9C3F0117FF
B7323AC300CC441F1B108BE41B2BECCEACFCD91C112E8C38FCBDE8F3CC1CFE6C24FF2CE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140565-2_1" ,
                          location



                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BY140565-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "BY140565-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140565-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCGGG
FYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDNDLVLDY
YNYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "BY140565-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU5" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140568" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,



                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140568" } ,
                descr {
                  title "Bat coronavirus HKU5 BY140568 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,



                  length 408 ,
                  seq-data
                    ncbi2na 'EE32273970CEE4837F93774CF256C24CB1FBEC70C78C8FF16
7C9038B99D0B9F2E2CED7FBAEBAF3C6D017AEA14B2698E41C79F19432EFFC13DE4A61C5983BCB9
1F3A99C3A411CFBE10A0BC284E4BF89ECEC0EFC4A0894978D703FBA12B3CE5FDE0424FFDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140568_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BY140568" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "BY140568" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140568_1" } ,
                descr {



                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRIFASLILARKHSTCCTNTDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPKF
VDRYYAF
LNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "BY140568_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU5" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140575" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140575" } ,
                descr {
                  title "Bat coronavirus HKU5 BY140575 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 664 ,
                  seq-data
                    ncbi2na '0932C7EFB1C31E323FC59F240E2E6742E7C98B3B5FEE9AEBC
F1B405EBA852CBA63905127C650CBB7F04DF929871640EF2E47CEAE70E90473EF84082F0A1392F
E27B3B03BF12022505E35C0F6E84ACF397F783091FF538E31EDE386BB6CE730CB8F39470AAC4D9
353D00FF0A21DEC734810EDF4ED229C0E7ABA0163F8002B5138BFE7449311FF4C0A3AE18EBC7D7
17CD4857D083DEDE5AF9F6D8E336D08786B19D3AF888F6ED3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140575_1" ,
                          location
                            int {
                              from 0 ,
                              to 663 ,
                              strand plus ,
                              id
                                local
                                  str "BY140575" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 663 ,
                              strand plus ,
                              id
                                local
                                  str "BY140575" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140575_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 221 ,
                  seq-data
                    ncbieaa "KHSTCCTNTDRFYRLANECAQVLSEYVLCGGGYYVKPGGTSSGDATTAY
ANSVFNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPKFVDRYYAFLNKHFSMMILSDD
GVVCYN
SDYATKGYIASIQNFKETLYYQNNVFMSEAKCWVETDLKKGPHEFCSQHTLFIKDGDDGYFLPYPDPSRILSAG
CFVD
DIVKTDGTLMVERFVS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 220 ,
                              id
                                local



                                  str "BY140575_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU5" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "BY140576" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellus abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {



                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "BY140576" } ,
                descr {
                  title "Bat coronavirus HKU5 BY140576 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 406 ,
                  seq-data
                    ncbi2na 'E32273970CEEC837F9F774CFA66C24CB1FBEC70478C8FF167
C9C38B99D0B9F2E2C6D7FBA6BAF3C6D017AEA14B2698E41469F19432EDFC13DE4A61C5983BCB91
F3A99C3A411CFBE1020BC284E4BF89CCEC0EFC4808949785703FBA12B3CE5FDE0C24FFDCE38F0'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "BY140576_1" ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "BY140576" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 405 ,
                              strand plus ,
                              id
                                local
                                  str "BY140576" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "BY140576_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,



                  seq-data
                    ncbieaa "DRAMPNMCRIFASLILARKHSTCCTNTDRFYRLANECAQVLSEYVLCGG
GYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPKFV
DRYYAFL
NKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "BY140576_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8363" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,



            seq-set {
              seq {
                id {
                  local
                    id 8363 } ,
                descr {
                  title "Bat SARS-related coronavirus 8363 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 388 ,
                  seq-data
                    ncbi2na 'EBEA3CD703B84894E5C339F20D3A7D5FBDF9D9013247EFB07
ED136FDCC8F270E2EE442CF0B88EB4EEE9A74F33B8052BA04D35AE39441E7CE70CBBBF04DED092
C1270EC0E47DDD078EB0C23E78C2C4D6417D04C87F38BB773203223B234E2F6E8E0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8363_1" ,
                          location
                            int {
                              from 0 ,
                              to 387 ,
                              strand plus ,
                              id
                                local
                                  id 8363 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 387 ,



                              strand plus ,
                              id
                                local
                                  id 8363 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8363_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "GWDYPKCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLS
EMVMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYIRNLQHRLYECLYRNRD
VDHEFV
DE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "8363_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8824" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8824 } ,
                descr {
                  title "Bat coronavirus HKU4 8824 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 393 ,
                  seq-data
                    ncbi2na 'EBEA3CD70BB8DB9CE5C33BB64FF26D3E3FE91B0932C7EFB1C
3DE32BDC59F250E2EE742EF0B8B3B5CE68A2BCF3BC052BAC62CBAE39071E7CE50CBBFF04CF1094
51670EF2E47CE2E70EB0C634C8DB80C0A3390FE1FB3343B33200B2E5E35C0FEE90B1C40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8824_1" ,



                          location
                            int {
                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  id 8824 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 392 ,
                              strand plus ,
                              id
                                local
                                  id 8824 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8824_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 131 ,
                  seq-data
                    ncbieaa "GWDYPKCDRAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLS
EYVLCGGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRKVVP
DPKFV
ASTT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 130 ,
                              id
                                local
                                  str "8824_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8826" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 26 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 26 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8826 } ,
                descr {
                  title "Bat coronavirus HKU4 8826 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 388 ,
                  seq-data
                    ncbi2na 'BEA3CD703B8DB9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3
DE32BDC59F250E2EE742EF0B8B3B5CE68A2BCF3BC052BAC62CBAE39071E7CE50CBBFF04CF10945
1670EF2E47CE2E70EB0C634C8DB80C0A3390FE1FB3343B33200B2E5E35C0FEE90B1'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8826_1" ,
                          location
                            int {
                              from 0 ,
                              to 387 ,
                              strand plus ,
                              id
                                local
                                  id 8826 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 387 ,
                              strand plus ,
                              id
                                local
                                  id 8826 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8826_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "WDYPKCDRAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSE
YVLCGGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRKVVPD
PKFVA
ST" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "8826_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } } } } }
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Seq-submit ::= {
  sub {
    contact {
      contact {
        name
          name {
            last "Hu" ,
            first "Ben" ,
            initials "B." } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,



            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            email "huben@wh.iov.cn" ,
            phone "86-27-87197311" ,
            postal-code "430071" } } } ,
    cit {
      authors {
        names
          std {
            {
              name
                name {
                  last "Latinne" ,
                  first "Alice" ,
                  initials "A." } } ,
            {
              name
                name {
                  last "Hu" ,
                  first "Ben" ,
                  initials "B." } } ,
            {
              name
                name {
                  last "Zhu" ,
                  first "Guangjian" ,
                  initials "G." } } ,
            {
              name
                name {
                  last "Zhang" ,
                  first "Libiao" ,
                  initials "L." } } ,
            {
              name
                name {
                  last "Olival" ,
                  first "Kevin" ,
                  initials "K.J." } } ,
            {
              name
                name {
                  last "Zambrana-Torrelio" ,
                  first "Carlos" ,
                  initials "C." } } ,
            {
              name
                name {
                  last "Li" ,
                  first "Bei" ,
                  initials "B." } } ,
            {



              name
                name {
                  last "Zhang" ,
                  first "Wei" ,
                  initials "W." } } ,
            {
              name
                name {
                  last "Shi" ,
                  first "Zhengli" ,
                  initials "Z." } } ,
            {
              name
                name {
                  last "Daszak" ,
                  first "Peter" ,
                  initials "P." } } } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            postal-code "430071" } } ,
      date
        std {
          year 2019 ,
          month 7 ,
          day 28 } } ,
    hup TRUE ,
    reldate
      std {
        year 2020 ,
        month 12 ,
        day 31 } ,
    subtype new ,
    tool "Sequin 15.10 - MS WINDOWS VISTA" } ,
  data
    entrys {
      set {
        class genbank ,
        seq-set {
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {



                        subtype isolate ,
                        subname "151161" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,



                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151161 } ,
                descr {
                  title "Bat SARS-related coronavirus 151161 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na 'EE322539704E7C834E9F77EF7E76404C91F9EC1FB4459F732
3C9C18BB910B3C2E23AD3BBA29D1CCEC014A68134D2B8E51079F39C32EEFC13FB425B049C3B039
1F7F41E3AC108F9E10B3B990DF49121CCE2EDDCC80C886F8D38BFBA38BFC64CFE6C24FFDCE38C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151161_1" ,
                          location
                            int {
                              from 0 ,



                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 151161 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 151161 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151161_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "151161_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151162" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151162 } ,
                descr {
                  title "Bat SARS-related coronavirus 151162 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data



                    ncbi2na 'EE322539704E7C834E9F776F7E76404C91F9EC3FB445BF732
3C9C383B910B3C2E23AD3BBA69D1CCEC014AE8136D2B8E41879F39C32EEFC13FB427B04943B039
1F7F41E3AC108F9210B1B990DF49121CCE2EDDCC80C886F8D38BFBA38BFC64CFE6C24FFDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151162_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151162 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151162 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151162_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151162_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151199" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151199 } ,
                descr {
                  title "Bat SARS-related coronavirus 151199 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na 'EE122539704E7C834E9F77EF7E76C04C91FBEC1FB645BF732
3C9C38BB910B3C2E23AD3BBA69D1CCEE014AE9136DEB8E71079F39C32EEFC137B427B049C3B039
1D7F41E3A4108F9610B1B590DF41121FCE0EDDCC80CA8EC8D383DBA383FC64CFE64047DDCE38C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151199_1" ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 151199 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 151199 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151199_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "151199_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151200" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151200 } ,
                descr {
                  title "Bat SARS-related coronavirus 151200 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE12253970CE7C834E9F77EF7E76404C91FBEC1FB445BF732
3C9C383B910B3C2E23AD3BBA69D1CCEC014AE8136DAB8E41879F39C32EEFC13FB427B04943B039
1F7F41E3AC108F9E10B3BD90DD41129CCE2EDDCC80C886F8D183DBA383FC64CFE6C247DDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151200_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151200 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151200 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151200_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMMI" } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151200_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151239" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,



                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,



                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151239 } ,
                descr {



                  title "Bat SARS-related coronavirus 151239 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 411 ,
                  seq-data
                    ncbi2na '0EE322539704E7C834E9F77EF7E76404C91FBEC1FB445BF73
23C9C18BB992B3C2E23AD3BBA69D1CCEE014A681B4D2B8E71079F39C32EEF4137B425B049C3B03
91F7F41E3AC308F9E10B3B990DF49121CCE2EDDCC80C886D8D183DBA38BFC64CFE6C24FFDCE38F
4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151239_1" ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  id 151239 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  id 151239 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151239_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151239_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151256" } ,



                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {



                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data



                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151256 } ,
                descr {
                  title "Bat SARS-related coronavirus 151256 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE322539704E7C834E9F776F7E76404C91F9EC3FB445BF732
3C9C383B910B3C2E23AD3BBA69D1CCEC014AE8136D2B8E41879F39C32EEFC13FB427B04943B039
1F7F41E3AC108F9210B1B990DF49121CCE2EDDCC80C886F8D38BFBA38BFC64CFE6C24FFDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151256_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,



                              strand plus ,
                              id
                                local
                                  id 151256 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 151256 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151256_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151256_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151262" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,



                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151262 } ,
                descr {
                  title "Bat SARS-related coronavirus 151262 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 410 ,
                  seq-data
                    ncbi2na '0EE322539704E7C834E9F776F7E76404C91F9EC3FB445BF73



23C9C383B910B3C2E23AD3BBA69D1CCEC014AE8136D2B8E41879F39C32EEFC13FB427B04943B03
91F7F41E3AC108F9210B1B990DF49121CCE2EDDCC80C886F8D38BFBA38BFC64CFE6C24FFDCE38F
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151262_1" ,
                          location
                            int {
                              from 0 ,
                              to 409 ,
                              strand plus ,
                              id
                                local
                                  id 151262 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 409 ,
                              strand plus ,
                              id
                                local
                                  id 151262 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151262_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151262_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151267" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151267 } ,
                descr {
                  title "Bat SARS-related coronavirus 151267 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi4na '4841814142218422811218428814118218442882828248828
842824211121814212884284811888482121224888281814188142811841184842121148188114
841418448218484844244282128181848111122144844112182482144841842112412842881842
811814848488811218884821142848112142211848111842128828882112841844811211418842
141211481248424211828821421214128181841484828281814111814141248841821841488848
44184148898124218188842481142188888281841841882'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151267_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151267 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151267 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151267_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "DRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGG
SLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVD
EXYAYL
RKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "151267_1" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151268" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,



                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {



                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151268 } ,
                descr {
                  title "Bat SARS-related coronavirus 151268 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE322539704E7C834E9F776F7E76404C91F9EC3FB445BF732
3C9C383B910B3C2E23AD3BBA69D1CCEC014AE8136D2B8E41879F39C32EEFC13FB427B04943B039
1F7F41E3AC108F9210B1B990DF49121CCE2EDDCC80C886F8D38BFBA38BFC64CFE6C24FFDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151268_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 151268 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 151268 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151268_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG



GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151268_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151270" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {



                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {



                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {



                id {
                  local
                    id 151270 } ,
                descr {
                  title "Bat SARS-related coronavirus 151270 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 411 ,
                  seq-data
                    ncbi2na '0EE322539704E7C834E9F776F7E76404C91F9EC3FB445BF73
23C9C383B910B3C2E23AD3BBA69D1CCEC014AE8136D2B8E41879F39C32EEFC13FB427B04943B03
91F7F41E3AC108F9210B1B990DF49121CCE2EDDCC80C886F8D38BFBA38BFC64CFE6C24FFDCE38F
4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151270_1" ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  id 151270 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,



                              id
                                local
                                  id 151270 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151270_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151270_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {



                    mod {
                      {
                        subtype isolate ,
                        subname "151271" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {



                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151271 } ,
                descr {
                  title "Bat SARS-related coronavirus 151271 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE322539704E7C834E9F776F7E76404C91F9EC3FB445BF732
3C9C383B910B3C2E23AD3BBA69D1CCEC014AE8136D2B8E41879F39C32EEFC13FB427B04943B039
1F7F41E3AC108F9210B1B990DF49121CCE2EDDCC80C886F8D38BFBA38BFC64CFE6C24FFDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151271_1" ,



                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 151271 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 151271 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151271_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151271_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151334" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151334 } ,
                descr {
                  title "Bat SARS-related coronavirus 151334 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 411 ,
                  seq-data
                    ncbi2na '03B8C894E5C139F20D3A7DDDBDF9D9013247EFB0FED116FDC
C8F270E0EE442CF0B88EB4EEE9A74733B0052BA04DB4AE39061E7CE70CBBBF04FED09EC1250EC0
E47DFD078EB0423E5842C6E6437D24487338BB773203221BE34E2FEE8E2FF1933F9B093FF738E3
C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151334_1" ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  id 151334 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  id 151334 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local



                    str "151334_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 137 ,
                  seq-data
                    ncbieaa "KCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMC
GGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEF
VDEFYA
YLRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 136 ,
                              id
                                local
                                  str "151334_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151388" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,



                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151388 } ,
                descr {
                  title "Bat SARS-related coronavirus 151388 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE322539704E7C834E9F776F7E76404C91FBEC3FB445BF732
3C9C383B910B3C2E23AD3BBA69D1CCEC014AE8136D2B8E41879F39C32EEFC13FB427B04943B039
1F7F41E3AC108F9610B1B990DF49121CCE2EDDCC80C886F8D38BFBA38BFC64CFE6C24FFDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151388_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151388 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 151388 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151388_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151388_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151491" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,



                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151491 } ,
                descr {
                  title "Bat SARS-related coronavirus 151491 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 421 ,
                  seq-data
                    ncbi2na '8F35C0EE32253970CE7C834E9F77EF7E76404C91FBEC1FB44
5BF7323C9C383B910B3C2E23AD3BBA69D1CCEC014AE8136DAB8E41879F39C32EEFC13FB427B049
43B0391F7F41E3AC108F9E10B3BD90DD41129CCE2EDDCC80C886F8D183DBA383FC64CFE6C247DD
CE38F40'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151491_1" ,
                          location
                            int {
                              from 0 ,
                              to 420 ,
                              strand plus ,
                              id
                                local
                                  id 151491 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 420 ,
                              strand plus ,
                              id
                                local
                                  id 151491 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151491_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 140 ,
                  seq-data



                    ncbieaa "DYPKCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEM
VMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDV
DHEFVDE
FYAYLRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 139 ,
                              id
                                local
                                  str "151491_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151493" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {



              seq {
                id {
                  local
                    id 151493 } ,
                descr {
                  title "Bat SARS-related coronavirus 151493 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 410 ,
                  seq-data
                    ncbi2na '0EE12253970CE7C834E9F77EF7E76404C91FBEC1FB445BF73
23C9C383B910B3C2E23AD3BBA69D1CCEC014AE8136DAB8E41879F39C32EEFC13FB427B04943B03
91F7F41E3AC108F9E10B3BD90DD41129CCE2EDDCC80C886F8D183DBA383FC64CFE6C247DDCE38F
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "151493_1" ,
                          location
                            int {
                              from 0 ,
                              to 409 ,
                              strand plus ,
                              id
                                local
                                  id 151493 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 409 ,



                              strand plus ,
                              id
                                local
                                  id 151493 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151493_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "151493_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "151503" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151503 } ,
                descr {
                  title "Bat SARS-related coronavirus 151503 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE32253970CE7C834E9F77ED7E76404C91FBEC1FB445BF732
3C9C383B910B3C2E23AD3BBA69D1CCEC014AE8136DAB8E41879F39C32EEFC13FB427B04943B039
1F7F41E3AC108F9E10B3BD90DD41129CCE2EDDCC80C886F8D183DBA383FC64CFE6C247DDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
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                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label



                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 151569 } ,
                descr {
                  title "Bat SARS-related coronavirus 151569 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '22539704E7CA30E9777EF7E76404C91F9EC1F3445BF712BC9
C18BB990B3C2E23AD3BBA69D1CCEF014AE8134D2B8E71079F39C32EFFC13FB427BC49C3B0391F7
741E3AC308C9E10B3B590DC41129FCE2EDDCC80CA8EF8D383DBA38BFC67C5E6C04FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole



                              local
                                str "151569_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 151569 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 151569 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "151569_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "151569_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152609" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {



                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy



 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152609 } ,
                descr {
                  title "Bat coronavirus HKU4 152609 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,



                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152609_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152609 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152609 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {



                  local
                    str "152609_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152609_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152619" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;



 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data



                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152619 } ,
                descr {
                  title "Bat coronavirus HKU4 152619 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 388 ,
                  seq-data
                    ncbi2na '33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250E2EE7
42EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E2E70EB
04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152619_1" ,
                          location
                            int {
                              from 0 ,
                              to 387 ,
                              strand plus ,
                              id
                                local
                                  id 152619 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 387 ,
                              strand plus ,
                              id
                                local
                                  id 152619 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152619_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 128 ,
                  seq-data
                    ncbieaa "MCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGYYVKP
GGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKYYAFL
NKHFSM
M" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 127 ,
                              id
                                local
                                  str "152619_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152620" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152620 } ,
                descr {
                  title "Bat coronavirus HKU4 152620 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 302 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390F0'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152620_1" ,
                          location
                            int {
                              from 0 ,
                              to 301 ,
                              strand plus ,
                              id
                                local
                                  id 152620 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 301 ,
                              strand plus ,
                              id
                                local
                                  id 152620 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152620_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 100 ,
                  seq-data



                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQ" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 99 ,
                              id
                                local
                                  str "152620_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152626" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {



                  local
                    id 152626 } ,
                descr {
                  title "Bat coronavirus HKU4 152626 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152626_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152626 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local



                                  id 152626 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152626_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152626_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {



                        subtype isolate ,
                        subname "152628" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,



                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152628 } ,
                descr {
                  title "Bat coronavirus HKU4 152628 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE32273970CEED93FC9B4F8FFA46C24CB1FBEC70F78C8FF16
7C9438BB9D0BBC2E2CEDF39A2AAF3CEF014AEB18B2EB8E41C79F39432EFFC133C4251C59C3BCB9
1C38B9C3AC118DB236E03028CE43F87ECC50EECC802CB978D703FBE10B1C64FDF0C047FDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152628_1" ,
                          location
                            int {
                              from 0 ,



                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 152628 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 152628 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152628_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFV
DKYYAF
LNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "152628_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152649" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152649 } ,
                descr {
                  title "Bat coronavirus HKU4 152649 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data



                    ncbi2na '2273970CEED93FC9B4F8FFA46C24CB1FBEC70F78C8FF167C9
438BB9D0BBC2E2CEDF39A2AAF3CEF014AEB18B2EB8E41C79F39432EFFC133C4251C59C3BCB91C3
8B9C3AC118DB236E03028CE43F87ECC50EECC802CB978D703FBE10B1C64FDF0C047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152649_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 152649 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 152649 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152649_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGG
YYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDK
YYAFLN
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "152649_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152656" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152656 } ,
                descr {
                  title "Bat coronavirus HKU4 152656 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 336 ,
                  seq-data
                    ncbi2na 'CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250E
2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E2E
70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152656_1" ,
                          location
                            int {
                              from 0 ,
                              to 335 ,
                              strand plus ,
                              id
                                local
                                  id 152656 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 335 ,
                              strand plus ,
                              id
                                local
                                  id 152656 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152656_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 112 ,
                  seq-data
                    ncbieaa "MPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVP" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 111 ,
                              id
                                local
                                  str "152656_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {



              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152658" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,



                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,



                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152658 } ,
                descr {
                  title "Bat coronavirus HKU4 152658 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na '3B8C89CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC5
9F250E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E
470E2E70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "152658_1" ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 152658 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  id 152658 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152658_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFV
DKYYAF
LNKHFSMMI" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "152658_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152659" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152659 } ,
                descr {
                  title "Bat coronavirus HKU4 152659 RNA-dependent RNA



 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152659_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152659 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152659 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152659_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152659_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152660" } ,
                      {
                        subtype nat-host ,



                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152660 } ,
                descr {
                  title "Bat coronavirus HKU4 152660 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 410 ,
                  seq-data
                    ncbi2na '0EE12273970CEED93FC9B4F8FFA46C24CB1FBEC70F78C8FF1
67C9438BB9D0BBC2E2CEDF39A2AAF3CEF014AEB18B2EB8E41C79F39432EFFC133C4251C59C3BCB
91C38B9C3AC118DB236E03028CE43F87ECC50EECC802CB978D703FBE10B1C64FDF0C047FDCE38F
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152660_1" ,
                          location
                            int {
                              from 0 ,
                              to 409 ,
                              strand plus ,
                              id



                                local
                                  id 152660 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 409 ,
                              strand plus ,
                              id
                                local
                                  id 152660 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152660_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFV
DKYYAF
LNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 135 ,
                              id
                                local
                                  str "152660_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152684" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,



                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,



                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152684 } ,
                descr {
                  title "Bat coronavirus HKU4 152684 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 398 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E30'H } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152684_1" ,
                          location
                            int {
                              from 0 ,
                              to 397 ,
                              strand plus ,
                              id
                                local
                                  id 152684 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 397 ,
                              strand plus ,
                              id
                                local
                                  id 152684 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152684_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {



                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "152684_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152686" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name



                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152686 } ,
                descr {
                  title "Bat coronavirus HKU4 152686 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na '26D3E3FE91B0932C7EFB1C3DE323FC59F250E2EE742EF0B8B
3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E2E70EB04636C8D
B80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152686_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 152686 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 152686 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152686_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "ASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGYYVKPGGTSS
GDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKYYAFLNKHFS
M" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "152686_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,



                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152687" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,



                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label



                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152687 } ,
                descr {
                  title "Bat coronavirus HKU4 152687 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole



                              local
                                str "152687_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152687 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152687 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152687_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152687_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152688" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {



                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy



 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152688 } ,
                descr {
                  title "Bat coronavirus HKU4 152688 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,



                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273970CEED93FC9B4F8FFA46C24CB1FBEC70F78C8FF167C9
438BB9D0BBC2E2CEDF39A2AAF3CEF014AEB18B2EB8E41C79F39432EFFC133C4251C59C3BCB91C3
8B9C3AC118DB236E03028CE43F87ECC50EECC802CB978D703FBE10B1C64FDF0C047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152688_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 152688 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  id 152688 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {



                  local
                    str "152688_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGG
YYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDK
YYAFLN
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "152688_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152689" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;



 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data



                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152689 } ,
                descr {
                  title "Bat coronavirus HKU4 152689 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152689_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152689 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152689 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152689_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152689_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152690" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152690 } ,
                descr {
                  title "Bat coronavirus HKU4 152690 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi2na '89CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F25
0E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E
2E70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C0'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152690_1" ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 152690 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 152690 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152690_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data



                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152690_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152691" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {



              seq {
                id {
                  local
                    id 152691 } ,
                descr {
                  title "Bat coronavirus HKU4 152691 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 411 ,
                  seq-data
                    ncbi2na '03B8489CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC
59F250E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2
E470E2E70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3
C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152691_1" ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  id 152691 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 410 ,



                              strand plus ,
                              id
                                local
                                  id 152691 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152691_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 137 ,
                  seq-data
                    ncbieaa "KCDRAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLC
GGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKF
VDKYYA
FLNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 136 ,
                              id
                                local
                                  str "152691_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152692" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152692 } ,
                descr {
                  title "Bat coronavirus HKU4 152692 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 401 ,
                  seq-data
                    ncbi2na '89CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F25
0E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E
2E70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152692_1" ,



                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 152692 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 400 ,
                              strand plus ,
                              id
                                local
                                  id 152692 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152692_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152692_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152694" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152694 } ,
                descr {
                  title "Bat coronavirus HKU4 152694 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE32273970CEED93FC9B4F8FFA46C24CB1FBEC70F78C8FF16
7C9438BB9D0BBC2E2CEDF39A2AAF3CEF014AEB18B2EB8E41C79F39432EFFC133C4251C59C3BCB9
1C38B9C3AC118DB236E03028CE43F87ECC50EECC802CB978D703FBE10B1C64FDF0C047FDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152694_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 152694 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  id 152694 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152694_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFV
DKYYAF
LNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "152694_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152715" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152715 } ,
                descr {
                  title "Bat coronavirus HKU4 152715 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 389 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B7CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE1FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152715_1" ,
                          location
                            int {
                              from 0 ,
                              to 388 ,
                              strand plus ,
                              id
                                local
                                  id 152715 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 388 ,
                              strand plus ,
                              id
                                local
                                  id 152715 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152715_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 130 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 129 ,
                              id
                                local
                                  str "152715_1" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152762" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,



                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {



                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152762 } ,
                descr {
                  title "Bat coronavirus HKU4 152762 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B5CE68AABCF3BC052BAC62CBAE19071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE3FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152762_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152762 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152762 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152762_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY



YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152762_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152767" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {



                  local
                    id 152767 } ,
                descr {
                  title "Bat coronavirus HKU4 152767 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B5CE68AABCF3BC052BAC62CBAE19071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE3FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152767_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152767 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local



                                  id 152767 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152767_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152767_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {



                        subtype isolate ,
                        subname "152768" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,



                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152768 } ,
                descr {
                  title "Bat coronavirus HKU4 152768 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B5CE68AABCF3BC052BAC62CBAE19071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE3FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152768_1" ,
                          location
                            int {
                              from 0 ,



                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152768 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152768 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152768_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152768_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152769" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152769 } ,
                descr {
                  title "Bat coronavirus HKU4 152769 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data



                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B5CE68AABCF3BC052BAC62CBAE19071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE3FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152769_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152769 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152769 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152769_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152769_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152770" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152770 } ,
                descr {
                  title "Bat coronavirus HKU4 152770 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B5CE68AABCF3BC052BAC62CBAE19071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE3FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152770_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152770 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152770 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152770_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152770_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "152771" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
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                          {
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                              name {
                                last "Zhang" ,
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                              name {
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                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
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                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
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                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
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                              name {
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                                first "Wei" ,
                                initials "W." } } ,
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                            name
                              name {
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                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 152771 } ,
                descr {
                  title "Bat coronavirus HKU4 152771 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE323FC59F250
E2EE742EF0B8B3B5CE68AABCF3BC052BAC62CBAE19071E7CE50CBBFF04CF109471670EF2E470E2
E70EB04636C8DB80C0A3390FE3FB3143BB3200B2E5E35C0FEF842C7193F7C3011FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "152771_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152771 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 152771 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "152771_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDPKFVDKY
YAFLNK
HFSMMI" } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "152771_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8548" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
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                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8548 } ,
                descr {



                  title "Bat SARS-related coronavirus 8548 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 377 ,
                  seq-data
                    ncbi2na '3B8C894E5C139F20CFA5DDFBDF9D9013247E7B07CD116FDC4
AF27062EE74ACF0B88EB4EEE9AF4733BC052BA04D34AE39C41E7CE70CBBFF04FED09EF1250EC0E
47DFD078E9042365842CEF6437D04487F38BB7712032A3B234E0F6E8E0FC640'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8548_1" ,
                          location
                            int {
                              from 0 ,
                              to 376 ,
                              strand plus ,
                              id
                                local
                                  id 8548 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 376 ,
                              strand plus ,
                              id
                                local
                                  id 8548 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8548_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRILASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "8548_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8561" } ,
                      {
                        subtype nat-host ,



                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
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                        std {
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                              name {
                                last "Latinne" ,
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                          {
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                                first "Guangjian" ,
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                          {
                            name
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                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8561 } ,
                descr {
                  title "Bat SARS-related coronavirus 8561 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 376 ,
                  seq-data
                    ncbi2na '3B8C894E5C139F20CFA5DDFBDF9D9013247E7B07CD116FDC4
AF27062EE74ACF0B88EB4EEE9AF4733BC052BA04D34AE39C41E7CE70CBBFF04FED09EF1250EC0E
47DFD078E9042365842CEF6437D04487F38BB7712032A3B234E0F6E8E0F19'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8561_1" ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local



                                  id 8561 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 8561 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8561_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRILASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DELR" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id



                                local
                                  str "8561_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8572" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8572 } ,
                descr {
                  title "Bat SARS-related coronavirus 8572 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 376 ,
                  seq-data
                    ncbi2na '3B8C894E5C139F20CFA5DDFBDF9D9013247E7B07CD116FDC4
AF27062EE74ACF0B88EB4EEE9AF4733BC052BA04D34AE39C41E7CE70CBBFF04FED09EF1250EC0E
47DFD078E9042365842CEF6437D04487F38BB7712032A3B234E0F6E8E0F19'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8572_1" ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 8572 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 8572 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8572_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 125 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRILASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DELR" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "8572_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8586" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,



            seq-set {
              seq {
                id {
                  local
                    id 8586 } ,
                descr {
                  title "Bat SARS-related coronavirus 8586 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 377 ,
                  seq-data
                    ncbi2na '0EE322539704E7C833E9777EF7E76404C91F9EC1F3445BF71
2BC9C18BB9D2B3C2E23AD3BBA6BD1CCEF014AE8134D2B8E71079F39C32EFFC13FB427BC4943B03
91F7F41E3A4108D9610B3BD90DF41121FCE2EDDC480CA8EC8D383DBA383C640'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8586_1" ,
                          location
                            int {
                              from 0 ,
                              to 376 ,
                              strand plus ,
                              id
                                local
                                  id 8586 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 376 ,



                              strand plus ,
                              id
                                local
                                  id 8586 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8586_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRILASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DELR" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "8586_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {



                    mod {
                      {
                        subtype isolate ,
                        subname "8794" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {



                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8794 } ,
                descr {
                  title "Bat SARS-related coronavirus 8794 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 343 ,
                  seq-data
                    ncbi2na '22539704E7CA30E9777EF7E76404C91F9E41F3445BF732BC9
C18BB990B3C2E23AD3BBA69D1CCEF014AE8134D2B8E71079F39C32EFFC33FB427BC49C3B0391F7
741E3AC308C9E10B3B590DC41121FC62EDDC480CA8EC8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8794_1" ,
                          location



                            int {
                              from 0 ,
                              to 342 ,
                              strand plus ,
                              id
                                local
                                  id 8794 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 342 ,
                              strand plus ,
                              id
                                local
                                  id 8794 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8794_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 114 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 113 ,
                              id
                                local
                                  str "8794_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8807" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8807 } ,
                descr {
                  title "Bat coronavirus HKU4 8807 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 368 ,
                  seq-data



                    ncbi2na '2273970CEED93FC9B4F8FFA46C24CB1FBEC70F78CAF7165C9
C38BB9D0BBC2E2CED739A2AAF3CEF014AEB18B2EB8E41C79F39432EFFC133C4251459C3BCB91C3
8B9C3AC318D3236E03028CE43F8FECCD0ECCC802CB978D703FB842C71'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8807_1" ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 8807 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 367 ,
                              strand plus ,
                              id
                                local
                                  id 8807 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8807_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "RAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGG
YYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRKVVPDPKFVTSTT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8807_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8819" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {



                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,



                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,



              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8819 } ,
                descr {
                  title "Bat coronavirus HKU4 8819 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 376 ,
                  seq-data
                    ncbi2na '03B8DB9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE32BDC
59F250E2EE742EF0B8B3B5CE68A2BCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109451670EF2
E47CE2E70EB0C634C8DB80C0A3390FE1FB3343B33200B2E5E35C0FBA42C71'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8819_1" ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 8819 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 8819 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8819_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "KCDRAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLC
GGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRKVVPDPKL
WQVL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "8819_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {



              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8820" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,



                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,



                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8820 } ,
                descr {
                  title "Bat coronavirus HKU4 8820 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 391 ,
                  seq-data
                    ncbi2na 'AFA8FF5C0EE36E73970CEED93FC9B4F8FFA46C24CB1FBEC70
F78CAF7167C9438BB9D0BBC2E2CED739A28AF3CEF014AEB18B2EB8E41C79F39432EFFC133C4251
459C3BCB91F38B9C3AC318D3236E03028CE43F87ECCD0ECCC802CB978D703EE90B1C4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,



                          product
                            whole
                              local
                                str "8820_1" ,
                          location
                            int {
                              from 0 ,
                              to 390 ,
                              strand plus ,
                              id
                                local
                                  id 8820 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 390 ,
                              strand plus ,
                              id
                                local
                                  id 8820 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8820_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 130 ,
                  seq-data
                    ncbieaa "GWDFPKCDRAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLS
EYVLCGGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRKVVP
DPKLW
QVL" } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 129 ,
                              id
                                local
                                  str "8820_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8821" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {



                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil



                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8821 } ,
                descr {
                  title "Bat coronavirus HKU4 8821 RNA-dependent RNA
 polymerase mRNA, partial cds" ,



                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 376 ,
                  seq-data
                    ncbi2na '03B8DB9CE5C33BB64FF26D3E3FE91B0932C7EFB1C3DE32BDC
59F250E2EE742EF0B8B3B5CE68A2BCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109451670EF2
E47CE2E70EB0C634C8DB80C0A3390FE1FB3343B33200B2E5E35C0FBA42C71'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8821_1" ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 8821 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 375 ,
                              strand plus ,
                              id
                                local
                                  id 8821 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,



              seq {
                id {
                  local
                    str "8821_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 125 ,
                  seq-data
                    ncbieaa "KCDRAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLC
GGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRKVVPDPKL
WQVL" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 124 ,
                              id
                                local
                                  str "8821_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8822" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand



 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,



                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8822 } ,
                descr {
                  title "Bat coronavirus HKU4 8822 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 369 ,
                  seq-data
                    ncbi2na '5C0EE36E73970CEED93FC9B4F8FFA46C24CB1FBEC70F78CAF
7167C9438BB9D0BBC2E2CED739A28AF3CEF014AEB18B2EB8E41C79F39432EFFC133C4251459C3B
CB91F38B9C3AC318D3236E03028CE43F87ECCD0ECCC802CB9785C0FBA40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8822_1" ,
                          location
                            int {
                              from 0 ,
                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 8822 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 368 ,
                              strand plus ,
                              id
                                local
                                  id 8822 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8822_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 123 ,
                  seq-data
                    ncbieaa "PKCDRAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVL
CGGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRKVVPDLNC
G" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 122 ,
                              id
                                local
                                  str "8822_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8823" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 28 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 28 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8823 } ,
                descr {
                  title "Bat coronavirus HKU4 8823 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,
                  seq-data
                    ncbi2na 'EECD70CEED93FCAB4F8FFA46C24CB1FBEC70F78CAF7167C94
38BB9D0BBC2E2CED739A28AF3CEF014AEB18B2EB8E41C79F39432EFFC133C4251459C3BCB91F38
B9C3AC318D3236E03028CE43F87ECCD0ECCC802CB978D703EE900'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8823_1" ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 8823 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 8823 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8823_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data



                    ncbieaa "VYPNMCRILGSLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGY
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                org {
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                  orgname {
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                        subtype isolate ,
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                      {
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                    data
                      int 8 } ,
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              seq {
                id {
                  local
                    id 8846 } ,
                descr {
                  title "Bat MERS-related coronavirus 8846 RNA-dependent RNA
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                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 362 ,
                  seq-data
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                      ftable {
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                            cdregion {
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                                id 1 } } ,
                          partial TRUE ,
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                            whole
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                                str "8846_1" ,
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                            int {
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                              strand plus ,
                              id
                                local
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                              fuzz-from
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                              fuzz-to
                                lim gt } } ,
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                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
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                            int {
                              from 0 ,
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                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
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                      ftable {
                        {
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                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
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                            int {
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                                  str "8846_1" ,
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                                lim gt } } } } } } } } ,
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            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8859" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand



 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
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                  {
                    subtype country ,
                    name "China" } } } ,
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                pub {
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 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
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                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,



                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8859 } ,
                descr {
                  title "Bat MERS-related coronavirus 8859 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
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                  {
                    data
                      ftable {
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                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
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                                str "8859_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8859 ,
                              fuzz-from
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                              fuzz-to
                                lim gt } } ,
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                          partial TRUE ,
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                            int {
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                                  id 8859 ,
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                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
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                  {
                    data
                      ftable {
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                              name {
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                          partial TRUE ,
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                            int {
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                              id
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                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8863" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
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                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8863 } ,
                descr {
                  title "Bat MERS-related coronavirus 8863 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 322 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221393FE37B3BC3BF30'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8863_1" ,
                          location
                            int {
                              from 0 ,
                              to 321 ,
                              strand plus ,
                              id
                                local
                                  id 8863 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 321 ,
                              strand plus ,
                              id
                                local
                                  id 8863 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8863_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 107 ,
                  seq-data



                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMHFDLYVNVY" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 106 ,
                              id
                                local
                                  str "8863_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8863" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8866" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {



                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {



                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {



                id {
                  local
                    id 8866 } ,
                descr {
                  title "Bat betacoronavirus 8863 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 345 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8866_1" ,
                          location
                            int {
                              from 0 ,
                              to 344 ,
                              strand plus ,
                              id
                                local
                                  id 8866 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 344 ,
                              strand plus ,
                              id



                                local
                                  id 8866 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8866_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 114 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDY" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 113 ,
                              id
                                local
                                  str "8866_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8867-1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "8867-1" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,



                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "8867-1" } ,
                descr {
                  title "Bat betacoronavirus 8867-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE19051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7193FF9B011FF4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8867-1_1" ,
                          location
                            int {
                              from 0 ,



                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "8867-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "8867-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8867-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
AFLRKH
FS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "8867-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8867-2" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8867-2" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "8867-2" } ,
                descr {
                  title "Bat betacoronavirus 8867-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 411 ,



                  seq-data
                    ncbi2na 'E3CD703B8C89CE5C33BE6CFF64D3E3FC948091186EFB1EC2E
0631C487A70E2C6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A
504D2E5F9C9270E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7193FF9B011FF
4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8867-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  str "8867-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  str "8867-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8867-2_1" } ,
                descr {



                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 137 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPNMLRIFASLILARKHTTCCTVSERYYRLANEYAQVLSEM
VLCGGALYVKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVD
YKFVDE
YYAFLRKHFS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 136 ,
                              id
                                local
                                  str "8867-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8868" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8868 } ,
                descr {
                  title "Bat MERS-related coronavirus 8868 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE4DDE3FE919013AC7E791C522323FCD9F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402F6E12B1'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8868_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8868 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8868 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8868_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8868_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8869-1" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "8869-1" } ,
                descr {
                  title "Bat MERS-related coronavirus 8869-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 411 ,
                  seq-data
                    ncbi2na 'E3CD703B8C89CE5C13BB28FFE4DDE3FE919013AC7E791C522
323FCD9F250E2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E
70EE2647CEAE70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402F6F84AC7393F7C3083F7
4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {



                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8869-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  str "8869-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 410 ,
                              strand plus ,
                              id
                                local
                                  str "8869-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8869-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 137 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEY
VLCGGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMP
DQKFVDR



YYAFLNKNFS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 136 ,
                              id
                                local
                                  str "8869-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8869-2" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {



                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {



                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local



                    str "8869-2" } ,
                descr {
                  title "Bat MERS-related coronavirus 8869-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE4DDE3FE919013AC7E791C522323FCD9F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402F6F84AC7393F7C3083F74'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8869-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "8869-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "8869-2" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8869-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVDRY
YAFLNKN
FS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "8869-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "8870" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8870 } ,
                descr {
                  title "Bat MERS-related coronavirus 8870 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 365 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BFCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B1CE40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8870_1" ,
                          location
                            int {
                              from 0 ,
                              to 364 ,



                              strand plus ,
                              id
                                local
                                  id 8870 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 364 ,
                              strand plus ,
                              id
                                local
                                  id 8870 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8870_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT
M" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8870_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8874" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8874 } ,
                descr {
                  title "Bat MERS-related coronavirus 8874 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 361 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE



70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B1C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8874_1" ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8874 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8874 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8874_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8874_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8875" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name



                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8875 } ,
                descr {
                  title "Bat MERS-related coronavirus 8875 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8875_1" ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 8875 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 8875 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8875_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTG" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8875_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,



                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8889" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,



                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label



                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8889 } ,
                descr {
                  title "Bat MERS-related coronavirus 8889 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 361 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70690423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B1C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole



                              local
                                str "8889_1" ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8889 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8889 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8889_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8889_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8891" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,



                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,



                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8891 } ,
                descr {
                  title "Bat MERS-related coronavirus 8891 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {



                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE4DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAEBC71B42528AC62CBAE3944164CE50CBBBF04FF929841E70EE26474EAE
70E90423EF84080D221392FE37B3BC3BF321B0CE5E1402FEE12B0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8891_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8891 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8891 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local



                    str "8891_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTG" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8891_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8892" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8892 } ,
                descr {
                  title "Bat MERS-related coronavirus 8892 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE4DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAEBC71B42528AC62CBAE3944164CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF84080D221392FE37B3BC3BF321B0CE5E1402FEE12B1'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8892_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8892 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8892 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8892_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8892_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8895" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8895 } ,
                descr {
                  title "Bat MERS-related coronavirus 8895 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 363 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B1CC'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {



                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8895_1" ,
                          location
                            int {
                              from 0 ,
                              to 362 ,
                              strand plus ,
                              id
                                local
                                  id 8895 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 362 ,
                              strand plus ,
                              id
                                local
                                  id 8895 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8895_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8895_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8896" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,



                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,



                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8896 } ,



                descr {
                  title "Bat MERS-related coronavirus 8896 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE6DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B425A8AC62CBAE39441E4CE50CBBBF04FF929841E70EE2667CEAE
70E90423EF84080F221392FE37B3BC3BF321B0CE5E3402FEE12B1'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8896_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8896 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8896 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8896_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8896_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8904" } ,
                      {



                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name



                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,



                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8904 } ,
                descr {
                  title "Bat MERS-related coronavirus 8904 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 361 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE4DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAEBC71B42528AC62CBAE3944164CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF84080D221392FE37B3BC3BF321B0CE5E1402FEE12B1C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8904_1" ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id



                                local
                                  id 8904 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8904 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8904_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,



                              id
                                local
                                  str "8904_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8905" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat



 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8905 } ,
                descr {
                  title "Bat MERS-related coronavirus 8905 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 361 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B1C0'H } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8905_1" ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8905 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8905 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8905_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,



                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8905_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8906" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {



                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,



                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,



                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8906 } ,
                descr {
                  title "Bat MERS-related coronavirus 8906 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 361 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B1C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8906_1" ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8906 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8906 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8906_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8906_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8907" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8907 } ,
                descr {
                  title "Bat MERS-related coronavirus 8907 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 352 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70690423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8907_1" ,



                          location
                            int {
                              from 0 ,
                              to 350 ,
                              strand plus ,
                              id
                                local
                                  id 8907 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 350 ,
                              strand plus ,
                              id
                                local
                                  id 8907 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8907_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 117 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 116 ,
                              id
                                local
                                  str "8907_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8909" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8909 } ,
                descr {
                  title "Bat MERS-related coronavirus 8909 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,



                  seq-data
                    ncbi2na 'CE5C13BB28FFE4DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAEBC71B42528AC62CBAE3944164CE50CBBBF04FF929841E70EE26474EAE
70E90423EF84080D221392FE37B3BC3BF321B0CE5E1402FEE12B0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8909_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8909 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8909 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8909_1" } ,
                descr {
                  molinfo {



                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTG" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8909_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8911" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8911 } ,
                descr {
                  title "Bat MERS-related coronavirus 8911 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 361 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE6DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B425A8AC62CBAE39441E4CE50CBBBD04FF929841E70EE2667CEAE
70E90423EF84080D221392FE37B3BC3BF321B0CE5E3402FEE12B1C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8911_1" ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8911 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8911 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8911_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8911_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8917" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {



                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data



                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8917 } ,
                descr {
                  title "Bat MERS-related coronavirus 8917 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B1'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "8917_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8917 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8917 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8917_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8917_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8918" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {



                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil



                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8918 } ,
                descr {
                  title "Bat MERS-related coronavirus 8918 RNA-dependent RNA
 polymerase mRNA, partial cds" ,



                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 361 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE6DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B425A8AC62CBAE39441E4CE50CBBBD04FF929841E70EE2667CEAE
70E90423EF84080D221392FE37B3BC3BF321B0CE5E3402FEE12B1C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8918_1" ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8918 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8918 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,



              seq {
                id {
                  local
                    str "8918_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8918_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8920" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand



 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,



                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8920 } ,
                descr {
                  title "Bat MERS-related coronavirus 8920 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B1'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8920_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8920 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8920 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8920_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8920_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8921" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
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                          {
                            name
                              name {
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                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8921 } ,
                descr {
                  title "Bat MERS-related coronavirus 8921 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 348 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402F'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8921_1" ,
                          location
                            int {
                              from 0 ,
                              to 347 ,
                              strand plus ,
                              id
                                local
                                  id 8921 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 347 ,
                              strand plus ,
                              id
                                local
                                  id 8921 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8921_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 115 ,
                  seq-data



                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQK" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 114 ,
                              id
                                local
                                  str "8921_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8923" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
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                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
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                              name {
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                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
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                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
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              seq {
                id {



                  local
                    id 8923 } ,
                descr {
                  title "Bat MERS-related coronavirus 8923 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na 'E8F35C0EE322739704EECA3FD9B778FFA46404EB1F9E47148
8C8FF167C9438B99D2BFC2E2CEEF39AEBA71C6D094A2B18B2EB8E51079339432EEFC13FE4A6107
9C3B8991F3AB9C3A4108FBE302034884E4BF8DECEF0EFCC86C33978D00BFB84AC7393DF3EA254'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8923_1" ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  id 8923 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local



                                  id 8923 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8923_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEY
VLCGGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMP
DQKFVTG
TMHSYWEP" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "8923_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {



                        subtype isolate ,
                        subname "8924" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
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                        std {
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                                initials "A." } } ,
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                              name {
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                                initials "P." } } } ,
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                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8924 } ,
                descr {
                  title "Bat MERS-related coronavirus 8924 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE4DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAEBC71B42528AC62CBAE3944164CE50CBBBF04FF929841E70EE26474EAE
70E90423EF84080D221392FE37B3BC3BF321B0CE5E1402FEE12B1'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8924_1" ,
                          location
                            int {
                              from 0 ,



                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8924 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8924 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8924_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8924_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8933" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
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                                last "Latinne" ,
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                      affil
                        std {
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 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,



                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8933 } ,
                descr {
                  title "Bat MERS-related coronavirus 8933 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 361 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E



2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70690423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B1C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8933_1" ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8933 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 360 ,
                              strand plus ,
                              id
                                local
                                  id 8933 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8933_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
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                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8933_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8935" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
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                  {
                    subtype country ,
                    name "China" } } } ,
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                          {
                            name
                              name {
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                        std {
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 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date



                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8935 } ,
                descr {
                  title "Bat MERS-related coronavirus 8935 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE4DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAEBC71B42528AC62CBAE3944164CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF84080D221392FE37B3BC3BF321B0CE5E1402F6E12B1'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8935_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8935 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 8935 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8935_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8935_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8937" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,



                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {



                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8937 } ,
                descr {
                  title "Bat MERS-related coronavirus 8937 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product



                            whole
                              local
                                str "8937_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8937 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8937 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8937_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTG" } 
,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8937_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8941" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {



                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy



 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8941 } ,
                descr {
                  title "Bat MERS-related coronavirus 8941 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,



                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '9CE5C13BB28FFE4DDE3FE919013AC7E791C522323FCD9F250
E2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEA
E70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402F6F84AC7393F7C3083F7738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8941_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 8941 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  id 8941 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {



                  local
                    str "8941_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "AMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVDR
YYAFLNK
NFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "8941_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8942" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;



 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data



                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8942 } ,
                descr {
                  title "Bat MERS-related coronavirus 8942 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 366 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE4DDE3FE919013AC7E791C522323FCD9F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402F6E12B1CE40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8942_1" ,
                          location
                            int {
                              from 0 ,
                              to 365 ,
                              strand plus ,
                              id
                                local
                                  id 8942 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 365 ,
                              strand plus ,
                              id
                                local
                                  id 8942 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8942_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT
M" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8942_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8946" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,



                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8946 } ,
                descr {
                  title "Bat MERS-related coronavirus 8946 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8946_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8946 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  id 8946 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8946_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY



VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTG" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "8946_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8947" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {



                  local
                    id 8947 } ,
                descr {
                  title "Bat MERS-related coronavirus 8947 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 364 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FFE4DDE3FE919013AC7E791C522323FCD9F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402F6E12B1CE'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8947_1" ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 8947 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local



                                  id 8947 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8947_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT
M" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8947_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "8952" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8952 } ,
                descr {
                  title "Bat MERS-related coronavirus 8952 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 364 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF929841E70EE2647CEAE
70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B1CE'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8952_1" ,
                          location
                            int {
                              from 0 ,
                              to 363 ,



                              strand plus ,
                              id
                                local
                                  id 8952 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 8952 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8952_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT
M" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8952_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8955" } ,
                      {
                        subtype nat-host ,
                        subname "Vespertilio sinensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8955 } ,
                descr {
                  title "Bat MERS-related coronavirus 8955 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 365 ,
                  seq-data
                    ncbi2na 'CE5C13BB28FF66DDE3FE919013AC7E791C522323FC59F250E
2E674AFF0B8B3BBCE6BAE9C71B42528AC62CBAE39441E4CE50CBBBF04FF9298C1E70EE2647CEAE



70E90423EF8C080D221392FE37B3BC3BF321B0CE5E3402FEE12B1CE40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8955_1" ,
                          location
                            int {
                              from 0 ,
                              to 364 ,
                              strand plus ,
                              id
                                local
                                  id 8955 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 364 ,
                              strand plus ,
                              id
                                local
                                  id 8955 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8955_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGGYY
VKPGGTSSGDATTAYANSVFNILQAITANVSALMGANGNKIVDKEIRDMQFDLYVNVYRRNMPDQKFVTGT
M" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8955_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8956" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8956" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {



                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {



                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date



                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8956 } ,
                descr {
                  title "Bat betacoronavirus 8956 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 364 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C71'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8956_1" ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 8956 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 8956 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8956_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8956_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {



                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8958" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8958" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,



                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,



                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8958 } ,
                descr {
                  title "Bat betacoronavirus 8958 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 345 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5FEC92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC00'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,



                          product
                            whole
                              local
                                str "8958_1" ,
                          location
                            int {
                              from 0 ,
                              to 344 ,
                              strand plus ,
                              id
                                local
                                  id 8958 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 344 ,
                              strand plus ,
                              id
                                local
                                  id 8958 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8958_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 114 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISAFVAANGNKIVDVYIRDLQRKLYANVYRSVHVDY" } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 113 ,
                              id
                                local
                                  str "8958_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8959" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8959" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name



                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {



                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8959 } ,
                descr {
                  title "Bat betacoronavirus 8959 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {



                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 364 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE19051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C71'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8959_1" ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 8959 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 8959 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {



                id {
                  local
                    str "8959_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8959_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8960" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8960" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;



 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,



                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8960 } ,
                descr {
                  title "Bat betacoronavirus 8960 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7190'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8960_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8960 ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8960 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8960_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8960_1" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8966" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8966" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {



                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8966 } ,
                descr {
                  title "Bat betacoronavirus 8966 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7190'H } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8966_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8966 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8966 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8966_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,



                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8966_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8967" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8967" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,



            seq-set {
              seq {
                id {
                  local
                    id 8967 } ,
                descr {
                  title "Bat betacoronavirus 8967 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 364 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C71'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8967_1" ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 8967 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 363 ,



                              strand plus ,
                              id
                                local
                                  id 8967 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8967_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "8967_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8978" ,
                  orgname {



                    mod {
                      {
                        subtype isolate ,
                        subname "8978" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name



                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8978 } ,
                descr {
                  title "Bat betacoronavirus 8978 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 363 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5FDC92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C70'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8978_1" ,



                          location
                            int {
                              from 0 ,
                              to 362 ,
                              strand plus ,
                              id
                                local
                                  id 8978 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 362 ,
                              strand plus ,
                              id
                                local
                                  id 8978 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8978_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISAFLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEY" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8978_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8986" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8986" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8986 } ,
                descr {
                  title "Bat betacoronavirus 8986 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 363 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C70'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8986_1" ,
                          location
                            int {
                              from 0 ,
                              to 362 ,
                              strand plus ,
                              id
                                local
                                  id 8986 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 362 ,
                              strand plus ,
                              id
                                local
                                  id 8986 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8986_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 120 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEY" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 119 ,
                              id
                                local
                                  str "8986_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8991" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8991" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {



                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {



                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8991 } ,
                descr {
                  title "Bat betacoronavirus 8991 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7190'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8991_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8991 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,



                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8991 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8991_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8991_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8993" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8993" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,



                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {



                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8993 } ,
                descr {
                  title "Bat betacoronavirus 8993 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7190'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8993_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8993 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8993 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8993_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY



A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8993_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8996" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8996" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name



                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name



                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {



                  local
                    id 8996 } ,
                descr {
                  title "Bat betacoronavirus 8996 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7190'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8996_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8996 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local



                                  id 8996 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8996_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8996_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8998" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "8998" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,



                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label



                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8998 } ,
                descr {
                  title "Bat betacoronavirus 8998 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7190'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8998_1" ,
                          location
                            int {
                              from 0 ,



                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8998 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8998 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8998_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8998_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 8999" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "8999" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 8999 } ,
                descr {
                  title "Bat betacoronavirus 8999 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data



                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE19051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7190'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "8999_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8999 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 8999 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "8999_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "8999_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 9000" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9000" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9000 } ,
                descr {
                  title "Bat betacoronavirus 9000 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7190'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9000_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 9000 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 9000 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9000_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "9000_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 9006" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9006" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9006 } ,
                descr {
                  title "Bat betacoronavirus 9006 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 364 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C71'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9006_1" ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 9006 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 9006 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9006_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY" 
} ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "9006_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 9007" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9007" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,



                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,



                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9007 } ,
                descr {



                  title "Bat betacoronavirus 9007 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7190'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9007_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 9007 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 9007 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9007_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "9007_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 9012" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9012" } ,
                      {
                        subtype nat-host ,



                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
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                      int 30 } ,
                  {
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                      str "year" ,
                    data
                      int 2019 } } } ,
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                  title "Bat betacoronavirus 9012 RNA-dependent RNA polymerase
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                                lim lt ,
                              fuzz-to
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                  local
                    str "9012_1" } ,
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                  molinfo {
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                    completeness no-ends } } ,
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                  length 107 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVY" } ,
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                      ftable {
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                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
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                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
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              source {
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                      {
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                      {
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                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
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                subtype {
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                    biomol mRNA } } ,
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                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
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                    mod {
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                      {
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                        subname "Hipposideros pratti" } } ,
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                  molinfo {
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                    tech concept-trans ,
                    completeness no-ends } } ,
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                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
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                              fuzz-from
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                      {
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                  molinfo {
                    biomol mRNA } } ,



                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
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                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {



                  local
                    str "9032_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "9032_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 9037" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9037" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,



                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,



                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data



                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9037 } ,
                descr {
                  title "Bat betacoronavirus 9037 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 364 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C71'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9037_1" ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 9037 ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 9037 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9037_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY" 
} ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 120 ,
                              id
                                local
                                  str "9037_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 9041" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9041" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9041 } ,
                descr {
                  title "Bat betacoronavirus 9041 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE19051E4CE40F7BFD04DED092C1A504D2E5FDC92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9041_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9041 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9041 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9041_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data



                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISAFLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDE" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9041_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 9042" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9042" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {



                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {



                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {



                id {
                  local
                    id 9042 } ,
                descr {
                  title "Bat betacoronavirus 9042 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7190'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9042_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 9042 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id



                                local
                                  id 9042 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9042_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "9042_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 9043" ,
                  orgname {
                    mod {
                      {



                        subtype isolate ,
                        subname "9043" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideroa pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,



                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9043 } ,
                descr {
                  title "Bat betacoronavirus 9043 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A71E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A524D2E5F9C92
70E804232D8EFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7193FF9B011FF4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9043_1" ,
                          location
                            int {



                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 9043 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 9043 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9043_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLATECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTASISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDEYY
AFLRKH
FS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "9043_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9201" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,



                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9201 } ,
                descr {
                  title "Bat SARS-related coronavirus 9201 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,



                  seq-data
                    ncbi2na '4E5C339F28D3A7DDFBDF9D9013246E7B07ED916FDCC8F270E
2EE442CF0B88EBCEEE9A74733B8052BA44DB7AE39C41E7CE70CBBBF04DE509EC1270EC0E4757D0
78EB0423E5842C6D6437D04C87F38BB7732032A3B234E0F6E8E2FF1933F99011F74'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9201_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 9201 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 9201 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9201_1" } ,
                descr {
                  molinfo {



                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "MPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGSLY
VKPGGTSSGDATTAYANSVFNICQAVTANVNALPSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDEFY
AYLRKH
FS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "9201_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9214" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,



                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,



                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9214 } ,
                descr {
                  title "Bat SARS-related coronavirus 9214 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na '4E5C339F28D3A7DDFBDF9D9013246E7B07ED916FDCC8F270E
2EE442CF0B88EBCEEE9A74733B8052BA44DB7AE39C41E7CE70CBBBF04DE509EC1270EC0E475FD0
78EB0423E5842C6D6437D04C87F38BB7732032A3B234E0F6E8E2FF1933F99011F74'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9214_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 9214 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 9214 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9214_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "MPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGSLY
VKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDEFY
AYLRKH
FS" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "9214_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9215" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9215 } ,
                descr {
                  title "Bat SARS-related coronavirus 9215 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na '4E5C339F28D3A7DD7BDF9D9013246E7B07ED916FDCC8F270E
2EE442CF0B88EBCEEE9A74733B8052BA44DB7AE39C41E7CE70CBBBF04DE509EC1270EC0E475FD0
78EB0423E5842CED6437D04C87F38BB7732032A3B234E0F6E8E2FF1933F99011F74'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9215_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 9215 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  id 9215 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9215_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 129 ,
                  seq-data
                    ncbieaa "MPNMLRIMASPVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGSLY
VKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDEFY
AYLRKH
FS" } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 128 ,
                              id
                                local
                                  str "9215_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus 9287" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9287" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros armiger" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {



                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {



                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local



                    id 9287 } ,
                descr {
                  title "Bat betacoronavirus 9287 RNA-dependent RNA polymerase
 mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 367 ,
                  seq-data
                    ncbi2na 'CE5C33BE6CFF64D3E3FC948091186EFB1EC2E0631C487A70E
2E6742CF8B88EBDCEEBAE7FB3B8052BAC7D75AE39051E4CE40F7BFD04DED092C1A504D2E5F9C92
70E804232DAEFC4F621F126C07B3983B736CBB53BE3CC2F6C8E2C7190'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9287_1" ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 9287 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 366 ,
                              strand plus ,
                              id
                                local
                                  id 9287 ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9287_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 122 ,
                  seq-data
                    ncbieaa "MPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGALY
VKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVGVYIRDLQRKLYANVYRSVHVDYKFVDEYY
A" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 121 ,
                              id
                                local
                                  str "9287_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9400" } ,



                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {



                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data



                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9400 } ,
                descr {
                  title "Bat SARS-related coronavirus 9400 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 364 ,
                  seq-data
                    ncbi2na '4E5C139F28C3A5DDFBDF9D9013247E7B07ED116FDC4AF270E
2EE642CF0B88EB4EEE9A74733BC052BA04D35AE39C41E7CE70CBB7F04FED09EF1250EC0E475FD0
78EB042327842C6D64371044A7F38BB7732032A3BE34E0F6E8E2FC6'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9400_1" ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,



                              id
                                local
                                  id 9400 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 363 ,
                              strand plus ,
                              id
                                local
                                  id 9400 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9400_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 121 ,
                  seq-data
                    ncbieaa "MPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGSLY
VKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDEFT
" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 120 ,
                              id
                                local
                                  str "9400_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9403" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,



                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,



                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9403 } ,
                descr {
                  title "Bat SARS-related coronavirus 9403 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '4E5C139F28C3A5DDFBDF9D9013247E7B07ED116FDC4AF270E
2EE642CF0B88EB4EEE9A74733BC052BA04D35AE39C41E7CE70CBB7F04FED09EF1250EC0E475FD0
78EB042327842C6D64371044A7F38BB7732032A3BE34E0F6E8E2F'H } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9403_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9403 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9403 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9403_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {



                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "MPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGSLY
VKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9403_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9406" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,



                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {



                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,



                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9406 } ,
                descr {
                  title "Bat SARS-related coronavirus 9406 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 360 ,
                  seq-data
                    ncbi2na '4E5C139F28C3A5DDFBDF9D9013247E7B07ED116FDC4AF270E
2EE642CF0B88EB4EEE9A74733BC052BA04D35AE39C41E7CE70CBB7F04FED09EF1250EC0E475FD0
78EB042327842C6D64371044A7F38BB7732032A3BE34E0F6E8E2F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "9406_1" ,
                          location
                            int {
                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9406 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 359 ,
                              strand plus ,
                              id
                                local
                                  id 9406 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9406_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "MPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGSLY
VKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9406_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "9408" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {



                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    id 9408 } ,
                descr {
                  title "Bat SARS-related coronavirus 9408 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,
                  seq-data
                    ncbi2na '4E5C139F28C3A5DDFBDF9D9013247E7B07ED116FDC4AF270E
2EE642CF0B88EB4EEE9A74733BC052BA04D35AE39C41E7CE70CBB7F04FED09EF1250EC0E475FD0
78EB042327842C6D64371044A7F38BB7732032A3BE34E0F6E8E20'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "9408_1" ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 9408 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  id 9408 ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "9408_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "MPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGSLY
VKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "9408_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "GZ131656" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "GZ131656" } ,
                descr {
                  title "Bat coronavirus HKU4 GZ131656 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 352 ,
                  seq-data
                    ncbi2na 'B0932C7EFB1C3DE32BDC597270E2EE742EF0B8B3B5CE68AAB
CF3BC052BAC62CBAE39071E7CE50CBBFF04CF109451670EF2E470E2E70EB0C634C8DB80C0A3390
FE3FB3343B33200B2E5E35C0FEF842C7193F7C3011FF738E3'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "GZ131656_1" ,
                          location
                            int {
                              from 0 ,
                              to 351 ,
                              strand plus ,
                              id
                                local
                                  str "GZ131656" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 351 ,
                              strand plus ,
                              id
                                local
                                  str "GZ131656" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "GZ131656_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 116 ,
                  seq-data
                    ncbieaa "KHSTCCTNSDRFYRLANECAQVLSEYVLCGGGYYVKPGGTSSGDATTAY
ANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRKVVPDPKFVDKYYAFLNKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 115 ,
                              id
                                local
                                  str "GZ131656_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "GZ131657" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,



                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,



                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,



                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "GZ131657" } ,
                descr {
                  title "Bat coronavirus HKU4 GZ131657 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 352 ,
                  seq-data
                    ncbi2na '6C24CB1FBEC70F78CAF7165C9C38BB9D0BBC2E2CED739A2AA
F3CEF014AEB18B2EB8E41C79F39432EFFC133C4251459C3BCB91C38B9C3AC318D3236E03028CE4
3F8FECCD0ECCC802CB978D703FBE10B1C64FDF0C047FDCE38'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "GZ131657_1" ,
                          location
                            int {
                              from 0 ,
                              to 351 ,
                              strand plus ,
                              id
                                local
                                  str "GZ131657" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 351 ,
                              strand plus ,
                              id
                                local
                                  str "GZ131657" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "GZ131657_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 117 ,
                  seq-data
                    ncbieaa "RKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGYYVKPGGTSSGDATTA
YANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRKVVPDPKFVDKYYAFLNKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 116 ,
                              id
                                local
                                  str "GZ131657_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "GZ131658" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {



                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data



                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "GZ131658" } ,
                descr {
                  title "Bat coronavirus HKU4 GZ131658 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 327 ,
                  seq-data
                    ncbi2na 'E5C33BB64FF26D3E3FE91B0932C7EFB1C3DE32BDC597270E2
EE742EF0B8B3B5CE68AABCF3BC052BAC62CBAE39071E7CE50CBBFF04CF109451670EF2E470E2E7
0EB0C634C8DB80C0A3390FE3FB3343B332008'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "GZ131658_1" ,
                          location
                            int {
                              from 0 ,
                              to 326 ,
                              strand plus ,
                              id
                                local
                                  str "GZ131658" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 326 ,
                              strand plus ,
                              id
                                local
                                  str "GZ131658" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "GZ131658_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 108 ,
                  seq-data
                    ncbieaa "PNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGGYYV
KPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRK" } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 107 ,
                              id
                                local
                                  str "GZ131658_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "GZ131660" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name



                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {



                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "GZ131660" } ,
                descr {
                  title "Bat coronavirus HKU4 GZ131660 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {



                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 348 ,
                  seq-data
                    ncbi2na '0932C7EFB1C3DE32BDC597270E2EE742EF0B8B3B5CE68AABC
F3BC052BAC62CBAE39071E7CE50CBBFF04CF109451670EF2E470E2E70EB0C634C8DB80C0A3390F
E3FB3343B33200B2E5E35C0FEF842C7193F7C3011FF738E'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "GZ131660_1" ,
                          location
                            int {
                              from 0 ,
                              to 347 ,
                              strand plus ,
                              id
                                local
                                  str "GZ131660" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 347 ,
                              strand plus ,
                              id
                                local
                                  str "GZ131660" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {



                id {
                  local
                    str "GZ131660_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 116 ,
                  seq-data
                    ncbieaa "KHSTCCTNSDRFYRLANECAQVLSEYVLCGGGYYVKPGGTSSGDATTAY
ANSVFNILQATTANVSALMSANGNTIIDREIKDMQFDLYINVYRKVVPDPKFVDKYYAFLNKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 115 ,
                              id
                                local
                                  str "GZ131660_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HD131601" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,



                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HD131601" } ,
                descr {
                  title "Bat SARS-related coronavirus HD131601 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '22539704E7C83CE9F77EF7E76404C91FBEC1FB445BF7323C9
C38BB910B3C2E23AD3B9A29D1CCEC014AE8534D2B8E51079719C32EEFC13FB427B849C3B0391F7
741E3AC108F9E10B1BD905D41129CCE2EDDCC80C886F8D383FBA383FC66CFE6C247DDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HD131601_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131601" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "HD131601" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HD131601_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGPSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "HD131601_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus HK140592" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HK140592" } ,
                      {
                        subtype nat-host ,
                        subname "Cynopterus sphinx" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HK140592" } ,
                descr {
                  title "Bat betacoronavirus HK140592 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE322739507EF9B33F94B70FFA66004771F9E43977808FF32
BC9038BB950B9F2E23AFF3BA2BA3DCEC014A2B10B2E98F51479339032EEFC33F9426B8B9C3F011
7FFB7323AC300CC441F1B108BE41B2BECCEACFCD91C112E8C38FCBDE8F3CC1CFE6C24FF2CE38F'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HK140592_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "HK140592" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "HK140592" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HK140592_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data



                    ncbieaa "CDRAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCG
GGFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDNDLVL
DYYNY
LRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "HK140592_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus HK140594" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HK140594" } ,
                      {
                        subtype nat-host ,
                        subname "Cynopterus sphinx" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 7 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 30 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 7 ,
                  day 30 } } ,



            seq-set {
              seq {
                id {
                  local
                    str "HK140594" } ,
                descr {
                  title "Bat betacoronavirus HK140594 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 405 ,
                  seq-data
                    ncbi2na '8C89CE541FBE6CCFE52DC3FE998011DC7E790E5DE023FCCAF
240E2EE542E7CB88EBFCEE8AE8F73B00528AC42CBA63D451E4CE40CBBBF0CFE509AE2E70FC045F
FEDCC8EB0C0331107C6C422F906CAFB33AB3F3647044BA30E3F2F7A3CF3073F9B093FCB38E3C0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HK140594_1" ,
                          location
                            int {
                              from 0 ,
                              to 404 ,
                              strand plus ,
                              id
                                local
                                  str "HK140594" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 404 ,



                              strand plus ,
                              id
                                local
                                  str "HK140594" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HK140594_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "DRAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCGG
GFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDNDLVLD
YYNYL
RKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "HK140594_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } } } } }
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Seq-submit ::= {



  sub {
    contact {
      contact {
        name
          name {
            last "Hu" ,
            first "Ben" ,
            initials "B." } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            email "huben@wh.iov.cn" ,
            phone "86-27-87197311" ,
            postal-code "430071" } } } ,
    cit {
      authors {
        names
          std {
            {
              name
                name {
                  last "Latinne" ,
                  first "Alice" ,
                  initials "A." } } ,
            {
              name
                name {
                  last "Hu" ,
                  first "Ben" ,
                  initials "B." } } ,
            {
              name
                name {
                  last "Zhu" ,
                  first "Guangjian" ,
                  initials "G." } } ,
            {
              name
                name {
                  last "Zhang" ,
                  first "Libiao" ,
                  initials "L." } } ,
            {
              name
                name {
                  last "Olival" ,
                  first "Kevin" ,
                  initials "K.J." } } ,
            {



              name
                name {
                  last "Zambrana-Torrelio" ,
                  first "Carlos" ,
                  initials "C." } } ,
            {
              name
                name {
                  last "Li" ,
                  first "Bei" ,
                  initials "B." } } ,
            {
              name
                name {
                  last "Zhang" ,
                  first "Wei" ,
                  initials "W." } } ,
            {
              name
                name {
                  last "Shi" ,
                  first "Zhengli" ,
                  initials "Z." } } ,
            {
              name
                name {
                  last "Daszak" ,
                  first "Peter" ,
                  initials "P." } } } ,
        affil
          std {
            affil "Wuhan Institute of Virology, Chinese Academy of Sciences" ,
            div "Key laboratory of special pathogens and biosafety, CAS" ,
            city "Wuhan" ,
            sub "Hubei" ,
            country "China" ,
            street "No.44 Xiao Hong Shan" ,
            postal-code "430071" } } ,
      date
        std {
          year 2019 ,
          month 8 ,
          day 2 } } ,
    hup TRUE ,
    reldate
      std {
        year 2020 ,
        month 12 ,
        day 31 } ,
    subtype new ,
    tool "Sequin 15.10 - MS WINDOWS VISTA" } ,
  data
    entrys {
      set {



        class genbank ,
        seq-set {
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HZ13479" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,



                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {



                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HZ13479" } ,
                descr {
                  title "Bat SARS-related coronavirus HZ13479 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 423 ,
                  seq-data
                    ncbi2na 'A8F3540EE122539704E7CA30E9777EF7E76404C91F9EC1F34
45BF712BC9C38BB910BBC2E23AD3BBA69D1CCEF014AE8134D2B8E71079F39C32EDFC13FB427BC4
943B0391F7F41E3AC300C9E10B1B590FC41129FCE2EDDCC80CA8EF8D383DBA38BFC67C5E6C04FD
D4E38F4'H } ,
                annot {
                  {
                    data
                      ftable {
                        {



                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HZ13479_1" ,
                          location
                            int {
                              from 0 ,
                              to 422 ,
                              strand plus ,
                              id
                                local
                                  str "HZ13479" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 422 ,
                              strand plus ,
                              id
                                local
                                  str "HZ13479" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HZ13479_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 140 ,
                  seq-data
                    ncbieaa "DYPKCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEM



VMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDV
DHEFVDE
FYAYLRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 139 ,
                              id
                                local
                                  str "HZ13479_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "HZ13484" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {



                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {



                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {



                id {
                  local
                    str "HZ13484" } ,
                descr {
                  title "Bat SARS-related coronavirus HZ13484 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 442 ,
                  seq-data
                    ncbi2na '7CEAFA8F3540EE1225397A4E7CA30E9777EF3E7A404C91F9E
C1F3465BF712BCAC38BB910BBC2E23AD3BBA69D1CCEF014AE8134D2B8E71079F39C32EDFC13FB4
27BC4943B0391F7F41E3AC300C9E10B1B590FC41129FCE2EDDCC80CA8EF8D383DBA38BFC67C5E6
C04FDD4E38F7F78E0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HZ13484_1" ,
                          location
                            int {
                              from 0 ,
                              to 441 ,
                              strand plus ,
                              id
                                local
                                  str "HZ13484" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 441 ,
                              strand plus ,



                              id
                                local
                                  str "HZ13484" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HZ13484_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 147 ,
                  seq-data
                    ncbieaa "LMGWDYPKCDRAMPGMLRIMASLVIAGKHSTCCNLSRRFYRLGNECAQV
LSEMVMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYR
NRDVDHE
FVDEFYAYLRKHFSMMILSD" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 146 ,
                              id
                                local
                                  str "HZ13484_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {



                    mod {
                      {
                        subtype isolate ,
                        subname "HZ13488" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {



                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "HZ13488" } ,
                descr {
                  title "Bat SARS-related coronavirus HZ13488 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 433 ,
                  seq-data
                    ncbi2na '7CEAFA8F3540EE122539704E7CA30E9777EF7E76404C91F9E
C1F3445BF712BC9C38BB910BBC2E23AD3BBA69D1CCEF014AE8134D2B8E71079F39C32EDFC13FB4
27BC4943B0391F7F41E3AC300C9E10B1B590FC41129FCE2EDDCC80CA8EF8D383DBA38BFC67C5E6
C04FDD4E38F40'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "HZ13488_1" ,



                          location
                            int {
                              from 0 ,
                              to 432 ,
                              strand plus ,
                              id
                                local
                                  str "HZ13488" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 432 ,
                              strand plus ,
                              id
                                local
                                  str "HZ13488" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "HZ13488_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 144 ,
                  seq-data
                    ncbieaa "LMGWDYPKCDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQV
LSEMVMCGGSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYR
NRDVDHE
FVDEFYAYLRKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {



                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 143 ,
                              id
                                local
                                  str "HZ13488_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "LQ131405" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus ferrumequinum" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "LQ131405" } ,
                descr {
                  title "Bat SARS-related coronavirus LQ131405 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 359 ,
                  seq-data
                    ncbi2na '22539704E7C83CE9F77EF7E76C04C91F9EC1FB445BF7323C9
C38BB910B3C2E23AD3BBA29D1CCEC014AE8134D2B8E51079F39C32EEFC13FB426B849C3B0391F7
F41E3AC108F9E10B1BD905D41129CCE2EDDCC80C886F8D383FBA0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "LQ131405_1" ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  str "LQ131405" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 358 ,
                              strand plus ,
                              id
                                local
                                  str "LQ131405" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "LQ131405_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV" } 
,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "LQ131405_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "LQ131406" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus ferrumequinum" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {



                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label



                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "LQ131406" } ,
                descr {
                  title "Bat SARS-related coronavirus LQ131406 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 355 ,
                  seq-data
                    ncbi2na '22539704E7C83CE9F77EF7E76C04C91F9EC1FB445BF7323C9
C38BB910B3C2E23AD3BBA29D1CCEC014AE8134D2B8E51079F39C32EEFC13FB426B849C3B0391F7
F41E3AC108F9E10B1BD905D41129CCE2EDDCC80C886F8D383F8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "LQ131406_1" ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "LQ131406" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {



                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "LQ131406" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "LQ131406_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEF" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "LQ131406_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "LQ131407" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus ferrumequinum" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "LQ131407" } ,
                descr {
                  title "Bat SARS-related coronavirus LQ131407 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 355 ,
                  seq-data
                    ncbi2na '22539704E7C83CE9F77EF7E76C04C91F9EC1FB445BF7323C9
C38BB910B3C2E23AD3BBA29D1CCEC014AE8134D2B8E51079F39C32EEFC13FB426B849C3B0391F7
F41E3AC108F9E10B1BD905D41129CCE2EDDCC80C886F8D383F8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "LQ131407_1" ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "LQ131407" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "LQ131407" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "LQ131407_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEF" } ,
                annot {
                  {
                    data



                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "LQ131407_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "LQ131412" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus ferrumequinum" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {



                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil



                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "LQ131412" } ,
                descr {
                  title "Bat SARS-related coronavirus LQ131412 RNA-dependent
 RNA polymerase mRNA, partial cds" ,



                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '22539704E7C83CE9F77EF7E76C04C91F9EC1FB645BF7323C9
C38BB910B3C2E23AD3BBA29D1CCEC014AE8134D2B8E51079F39C32EEFC13FB426B849C3B0391F7
F41E3AC108F9E10B1BD905D41129CCE2EDDCC80C886F8D383FBA383FC64CFE6C24FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "LQ131412_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "LQ131412" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "LQ131412" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,



              seq {
                id {
                  local
                    str "LQ131412_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "LQ131412_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus ML140134" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140134" } ,
                      {
                        subtype nat-host ,
                        subname "Cynopterus sphinx" } } ,



                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {



                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {



                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140134" } ,
                descr {
                  title "Bat betacoronavirus ML140134 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 343 ,
                  seq-data
                    ncbi2na '8C89CE541FBE6CCFE52DC3FE998011DC7E790E5DE023FCCAF
240E2EE542E7CB88EBFCEE8AE8F73B00528AC42CBA63D451E4CE40CBBBF0CFE509AE2E70FC045F
FEDCC8EB0C0331107C6C422F906CAFB33AB3F36470448'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140134_1" ,
                          location
                            int {
                              from 0 ,
                              to 342 ,
                              strand plus ,
                              id
                                local



                                  str "ML140134" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 342 ,
                              strand plus ,
                              id
                                local
                                  str "ML140134" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140134_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 114 ,
                  seq-data
                    ncbieaa "DRAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCGG
GFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 113 ,
                              id
                                local



                                  str "ML140134_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus ML140136" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140136" } ,
                      {
                        subtype nat-host ,
                        subname "Cynopterus sphinx" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,



              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140136" } ,
                descr {
                  title "Bat betacoronavirus ML140136 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 347 ,
                  seq-data
                    ncbi2na 'E322739507EF9B33F94B70FFA66004771F9E43977808FF32B
C9038BB950B9F2E23AFF3BA2BA3DCEC014A2B10B2E98F51479339032EEFC33F9426B8B9C3F0117
FFB7323AC300CC441F1B108BE41B2BECCEACFCD91C112E8'H } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140136_1" ,
                          location
                            int {
                              from 0 ,
                              to 346 ,
                              strand plus ,
                              id
                                local
                                  str "ML140136" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 346 ,
                              strand plus ,
                              id
                                local
                                  str "ML140136" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140136_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,



                  length 115 ,
                  seq-data
                    ncbieaa "DRAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCGG
GFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 114 ,
                              id
                                local
                                  str "ML140136_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus ML140137-1" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140137-1" } ,
                      {
                        subtype nat-host ,
                        subname "Cynopterus sphinx" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names



                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,



                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,



            seq-set {
              seq {
                id {
                  local
                    str "ML140137-1" } ,
                descr {
                  title "Bat betacoronavirus ML140137-1 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na 'CE541FBE6CCFE52DC3FE998011DC7E790E5DE023FCCAF240E
2EE542E7CB88EBFCEE8AE8F73B00528AC42CBA63D451E4CE40CBBBF0CFE509AE2E70FC045FFEDC
C8EB0C0331107C6C422F906CAFB33AB3F3647044BA30E3F2F7A3CF3073F9B093FC8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140137-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "ML140137-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,



                              strand plus ,
                              id
                                local
                                  str "ML140137-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140137-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 128 ,
                  seq-data
                    ncbieaa "MPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCGGGFY
VKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDNDLVLDYYN
YLRKH
F" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 127 ,
                              id
                                local
                                  str "ML140137-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus ML140137-2" ,



                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140137-2" } ,
                      {
                        subtype nat-host ,
                        subname "Cynopterus sphinx" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {



                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140137-2" } ,
                descr {
                  title "Bat betacoronavirus ML140137-2 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 387 ,
                  seq-data
                    ncbi2na 'CC545FBE6CCFF51EC3FE998011DC7E790E5DE023FCCAF240E
22E542E7C888EBFCEE8AA8FF3B00518AC42C8A63D555E44E40CBBBF0CFE509AE2E70FC045FFEDC
C8EB0C0331107C6C422F906CAFB33AB3F3647044BA30E3F2F7A3CF3073F9B093FC8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "ML140137-2_1" ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "ML140137-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 386 ,
                              strand plus ,
                              id
                                local
                                  str "ML140137-2" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140137-2_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 128 ,
                  seq-data
                    ncbieaa "IPTLLRIFSTVILARKHSTCCNASERFYRLANESAQVLREMVLCGGGFY
VKPRGTSRGDSPPAHANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDNDLVLDYYN
YLRKH
F" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data



                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 127 ,
                              id
                                local
                                  str "ML140137-2_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus ML140139" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140139" } ,
                      {
                        subtype nat-host ,
                        subname "Cynopterus sphinx" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {



                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy



 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140139" } ,
                descr {
                  title "Bat betacoronavirus ML140139 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,



                inst {
                  repr raw ,
                  mol rna ,
                  length 358 ,
                  seq-data
                    ncbi2na 'B8C89CE541FBE6CCFE52DC3FE998011DC7E790E5DE023FCCA
F240E2EE542E7CB88EBFCEE8AE8F73B00528AC42CBA63D451E4CE40CBBBF0CFE509AE2E70FC045
FFEDCC8EB0C0331107C6C422F906CAFB33AB3F3647044BA30E3F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140139_1" ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  str "ML140139" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 357 ,
                              strand plus ,
                              id
                                local
                                  str "ML140139" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {



                  local
                    str "ML140139_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "DRAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCGG
GFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDND" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "ML140139_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus ML140140" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "ML140140" } ,
                      {
                        subtype nat-host ,
                        subname "Cynopterus sphinx" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,



                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "ML140140" } ,
                descr {
                  title "Bat betacoronavirus ML140140 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 342 ,
                  seq-data
                    ncbi2na 'E322739507EF9B33F94B70FFA66004771F9E43977808FF32B
C9038BB950B9F2E23AFF3BA2BA3DCEC014A2B10B2E98F51479339032EEFC33F9426B8B9C3F0117
FFB7323AC300CC441F1B108BE41B2BECCEACFCD91C110'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "ML140140_1" ,
                          location
                            int {
                              from 0 ,
                              to 341 ,
                              strand plus ,
                              id
                                local
                                  str "ML140140" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 341 ,
                              strand plus ,
                              id
                                local
                                  str "ML140140" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "ML140140_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 114 ,
                  seq-data
                    ncbieaa "DRAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCGG
GFYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNT" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 113 ,
                              id
                                local
                                  str "ML140140_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL13884-1" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo pulveratus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,



                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {



                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL13884-1" } ,
                descr {
                  title "Bat MERS-related coronavirus NL13884-1 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '22739704EECA3FF93770F7E46424E81F9E471C88C8FF167C9
C38BB9D2B1C260CEF77BA6BAF3CED017A681492698651449F39412EFFC13FE4A6107903BCB91F3
A99C3A4100FBE30A23CA84E43D8FECED0EFC4A0C51D785703FB23033CE7FDD0C247DDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {



                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL13884-1_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "NL13884-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "NL13884-1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL13884-1_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGG
YYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRNTTPDPKFVDK
YYAFLN



KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "NL13884-1_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140346" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {



                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {



                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local



                    str "NL140346" } ,
                descr {
                  title "Bat SARS-related coronavirus NL140346 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 399 ,
                  seq-data
                    ncbi2na '894E5C139F28C3A5DDFBDF9D9013247E7907CD116FDCCAF27
062EE642CF0B88EB4EEE9A74733BC052BA04D34AE39C41E7CE70CBBFF0CFED09EF1270EC0E47DD
D078EB0C2327842CED6437104487F18BB7712032A3B234E0F6E8E0FF1933F99013FF738E0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140346_1" ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  str "NL140346" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 398 ,
                              strand plus ,
                              id
                                local
                                  str "NL140346" ,



                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140346_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "AMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGSL
YVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDEF
YAYLRK
HFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "NL140346_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,



                        subname "NL140352" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus pusillus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140352" } ,
                descr {
                  title "Bat SARS-related coronavirus NL140352 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na '122539704E7CA30E9777EF7E76404C91F9E41F3445BF732BC
9C18BB990B3C2E23AD3BBA69D1CCEF014AE8134D2B8E71079F39C32EFFC33FB427BC49C3B0391F
7741E3AC308C9E10B3B590DC41121FC62EDDC480CA8EC8D383DBA383FC64CFE6404FFDCE38F4C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140352_1" ,
                          location
                            int {
                              from 0 ,
                              to 406 ,



                              strand plus ,
                              id
                                local
                                  str "NL140352" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  str "NL140352" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140352_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMIH" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "NL140352_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140391" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {



                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,



                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140391" } ,
                descr {
                  title "Bat SARS-related coronavirus NL140391 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 404 ,
                  seq-data
                    ncbi2na '122539704E7CA30E9777EF7E76404491F9EC1F2445BF712BC



9C38BB910BBC2E23AD3BBA69D1CCEF014AE8134D2B8E71079F39C32EDFC13F9427BC4943B0391F
7F41E3AC300C9E10B3B590FC41129FCE2EDDCC80CA8EF8D383DBAB8BFC67C5E6C04FDDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140391_1" ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  str "NL140391" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 403 ,
                              strand plus ,
                              id
                                local
                                  str "NL140391" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140391_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLAHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVGE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "NL140391_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140400" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {



                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,



                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,



              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140400" } ,
                descr {
                  title "Bat SARS-related coronavirus NL140400 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 407 ,
                  seq-data
                    ncbi2na 'EE12253970CE7CA34E9F77EF7E76404C91B9EC1FB645BF712
3C9C38BB910B3C2E23AD3BBA69D1CCEE014AE9136DEB8E71079F39C32EEFC137B427B049C1B019
1D7F41E3AC108F9610B1B1B0DF41121FCE2EDDCC80CA8EC8D383FBA38BFC64C7E64047DDCE38C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140400_1" ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  str "NL140400" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,



                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 406 ,
                              strand plus ,
                              id
                                local
                                  str "NL140400" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140400_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 135 ,
                  seq-data
                    ncbieaa "CDRAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCG
GSLYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFV
DEFYAY
LRKHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 134 ,
                              id
                                local
                                  str "NL140400_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,



            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140450" } ,
                      {
                        subtype nat-host ,
                        subname "Ia io" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {



                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data



                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140450" } ,
                descr {
                  title "Bat MERS-related coronavirus NL140450 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 397 ,
                  seq-data
                    ncbi2na '2739704EECA3FF93478CF276424EB1F9E7714B8DBFF167C9C
38BB9D2BBC2E0CEEFBBAEBA71CEF097AE91092EB8E51C59339432EDFC13DE4261C7943B8B91F3A
81C3A4108FBE3020BC884E4BF8FECED0EFC4A6C4D178D70BFBE3033CE7FDF0C247FDCE380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,



                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140450_1" ,
                          location
                            int {
                              from 0 ,
                              to 396 ,
                              strand plus ,
                              id
                                local
                                  str "NL140450" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 396 ,
                              strand plus ,
                              id
                                local
                                  str "NL140450" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140450_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 132 ,
                  seq-data
                    ncbieaa "AMPNMCRIFASLILARKHGTCCSTSDRFYRLANECAQVLSEYVLCGGGY
YVKPGGTSSGDATTAYANSVFNILQATTANVSALMGTNGNKIVDKEVRDMQFDLYVNVYRRTSPDPKFVDK
YYAFLNK
HFSMM" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 131 ,
                              id
                                local
                                  str "NL140450_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus NL140452" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140452" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo pulveratus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,



                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,



                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140452" } ,
                descr {



                  title "Bat betacoronavirus NL140452 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 412 ,
                  seq-data
                    ncbi2na 'C0EE36E739704EECA3FF93770F7E46424E81F9E471C88C8FF
167C9C38BB9D2B1C260CEF77BA6BAF3CED017A681492698651449F39412EFFC13FE4A6107903BC
B91F3A99C3A4100FBE30A23CA84E43D8FECED0EFC4A0C51D785703FB23033CE7FDD0C247DDCE38
F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140452_1" ,
                          location
                            int {
                              from 0 ,
                              to 411 ,
                              strand plus ,
                              id
                                local
                                  str "NL140452" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 411 ,
                              strand plus ,
                              id
                                local
                                  str "NL140452" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140452_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 137 ,
                  seq-data
                    ncbieaa "KCDRAMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLC
GGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRNTTPDPKF
VDKYYA
FLNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 136 ,
                              id
                                local
                                  str "NL140452_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140454" } ,



                      {
                        subtype nat-host ,
                        subname "Hypsugo pulveratus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {



                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data



                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140454" } ,
                descr {
                  title "Bat MERS-related coronavirus NL140454 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 408 ,
                  seq-data
                    ncbi2na 'EE322739704EECA3FF93770F7E46424E81F9E471C88C8FF16
7C9C38BB9D2B1C260CEF77BA6BAF3CED017A681492698651449F39412EFFC13FE4A6107903BCB9
1F3A99C3A4100FBE30A23CA84E43D8FECED0EFC4A0C51D785703FB23033CE7FDD0C247DDCE38F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140454_1" ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,



                              id
                                local
                                  str "NL140454" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 407 ,
                              strand plus ,
                              id
                                local
                                  str "NL140454" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140454_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRNTTPDPKFV
DKYYAF
LNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {



                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "NL140454_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140455" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140455" } ,
                descr {
                  title "Bat MERS-related coronavirus NL140455 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 418 ,
                  seq-data
                    ncbi2na 'EE322739704EECA3FF93770F7E46424E81F9E471C88C8FF16
7C9C38B99D2B1C260CED77BAEBAF3C6D017A681492E98E51449F39412EDFC13FE4A6107903BCB9



1F3A99C3A4100FBE30223CA84E43D8FECED0EFC4A0C71D785503FB23033CE6FDD04247FDCE38F4
1E380'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140455_1" ,
                          location
                            int {
                              from 0 ,
                              to 417 ,
                              strand plus ,
                              id
                                local
                                  str "NL140455" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 417 ,
                              strand plus ,
                              id
                                local
                                  str "NL140455" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140455_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,



                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 139 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRNTTPDPKFV
DKYYAF
LNKHFSMMIQLM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 138 ,
                              id
                                local
                                  str "NL140455_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus NL140458" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140458" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo sp" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140458" } ,
                descr {
                  title "Bat betacoronavirus NL140458 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 440 ,
                  seq-data
                    ncbi2na 'AFA8F3500EE36E739704EECA3FF93770F7E46424E81F9E471
C88C8FF167C9C38BB9D2B1C260CEF77BA6BAF3CED017A681492698651449F39412EFFC13FE4A61
07903BCB91F3A99C3A4100FBE30A23CA84E43D8FECED0EFC4A0C51D785703FB23033CE7FDD0C24
7DDCE38F4DE38E8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140458_1" ,
                          location
                            int {
                              from 0 ,
                              to 439 ,
                              strand plus ,
                              id
                                local
                                  str "NL140458" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data



                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 439 ,
                              strand plus ,
                              id
                                local
                                  str "NL140458" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140458_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 146 ,
                  seq-data
                    ncbieaa "GWDYPKCDRAMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLS
EYVLCGGGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRNT
TPDPKFV
DKYYAFLNKHFSMMIHLMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 145 ,
                              id
                                local
                                  str "NL140458_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140460" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo pulveratus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140460" } ,
                descr {
                  title "Bat MERS-related coronavirus NL140460 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 403 ,
                  seq-data
                    ncbi2na 'C89CE5C13BB28FFE4DDC3DF919093A07E791C722323FC59F2
70E2EE74AC709833BDDEE9AEBCF3B405E9A05249A61945127CE504BBFF04FF929841E40EF2E47C
EA670E90403EF8C288F2A1390F63FB3B43BF12831475E15C0FEC8C0CF39FF743091F7738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140460_1" ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  str "NL140460" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  str "NL140460" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140460_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGG
YYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRNTTPDPKFVDK
YYAFLN
KHFSMMI" } ,



                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "NL140460_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat MERS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140462" } ,
                      {
                        subtype nat-host ,
                        subname "Hypsugo pulveratus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,



                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,



                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140462" } ,



                descr {
                  title "Bat MERS-related coronavirus NL140462 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '22739704EECA3FF93770F7E46424E81F9E471C88C8FF167C9
C38BB9D2B1C260CEF77BA6BAF3CED017A681492698651449F39412EFFC13FE4A6107903BCB91F3
A99C3A4100FBE30A23CA84E43D8FECED0EFC4A0C51D785703FB23033CE7FDD0C247DDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140462_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "NL140462" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "NL140462" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140462_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCGGG
YYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRNTTPDPKFVDK
YYAFLN
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "NL140462_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus NL140465" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140465" } ,



                      {
                        subtype nat-host ,
                        subname "Hypsugo pulveratus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,



                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140465" } ,
                descr {
                  title "Bat betacoronavirus NL140465 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 409 ,
                  seq-data
                    ncbi2na 'EE322739704EECA3FF93770F7E46424E81F9E471C88C8FF16
7C9C38BB9D2B1C260CEF77BA6BAF3CED017A681492698651449F39412EFFC13FE4A6107903BCB9
1F3A99C3A4100FBE30A23CA84E43D8FECED0EFC4A0C51D785703FB23033CE7FDD0C247DDCE38F4
0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140465_1" ,
                          location
                            int {
                              from 0 ,



                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "NL140465" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 408 ,
                              strand plus ,
                              id
                                local
                                  str "NL140465" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140465_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 136 ,
                  seq-data
                    ncbieaa "CDRAMPNMCRIFASLILARKHGTCCTTRDRFYRLANECAQVLSEYVLCG
GGYYVKPGGTSSGDATTAYANSVFNILQATTANVSALMGANGNKIVDKEIRDMQFDLYVNVYRNTTPDPKFV
DKYYAF
LNKHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,



                          location
                            int {
                              from 0 ,
                              to 135 ,
                              id
                                local
                                  str "NL140465_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140478" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name



                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,



                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140478" } ,
                descr {
                  title "Bat SARS-related coronavirus NL140478 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 403 ,
                  seq-data



                    ncbi2na 'C894E5C139F28C3A5DDFBDF9D9013247E7907CD116FDCCAF2
7062EE642CF0B88EB46EE9A74733BC052BA04D34AE39C41E7CE70CBBFF0CFED09EF1270EC0E47D
DD078EB0C2327842CED6437104487F18BB7712032A3B234E0F6E8E0FF1933F99013FF738E3C'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140478_1" ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  str "NL140478" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 402 ,
                              strand plus ,
                              id
                                local
                                  str "NL140478" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140478_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,



                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVTCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "NL140478_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "NL140494" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros armiger" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,



              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,



                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data



                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "NL140494" } ,
                descr {
                  title "Bat SARS-related coronavirus NL140494 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '4894E5C139F28C3A5DDFBDF9D9013247E7907CD116FDCCAF2
7062EE642CF0B88EB4EEE9A74733BC052BA04D34AE39C41E7CE70CBBFF0CFED09EF1270EC0647D
DD278EB0C2327842CED6437104487F18BB7712032A3B234E0F6E8E0FF1933F99013FF738E30'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "NL140494_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "NL140494" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {



                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "NL140494" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "NL140494_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 133 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSADGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMM" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 132 ,
                              id
                                local
                                  str "NL140494_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {



            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "QS131514" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus ferrumequinum" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name



                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,



                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "QS131514" } ,
                descr {
                  title "Bat SARS-related coronavirus QS131514 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '22539704E7C83CE9F77EF7E76404C91F9EC1FB445BF7323C9
C38BB910B3C2E23AD3BBA29D1CCEC014AE8134D2B8E51079F39C32EEFC13FB426B849C3B0391F7
F41E3AC108F9E10B1BD905D41129CCE2EDDCC80C886F8D303FBA383FC64CFE6C24FDDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {



                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "QS131514_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "QS131514" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "QS131514" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "QS131514_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHKFVDE
FYAYLR
KHFSMMI" } ,
                annot {



                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "QS131514_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "SZ140288" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,



                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,



                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "SZ140288" } ,
                descr {



                  title "Bat SARS-related coronavirus SZ140288 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2253970CE7C834E9F57EF7E76404C91FBEC1FB445BF7323C9
C38BB910B3C2E23AD3BBA69D3CC6E014AE8134D6B8E51079F39C32EEFC137B424B049C3B0391F7
741E3AC308F9E30B1B5905F41321FCE2EDDCC80C88EC8D38BDBA383FCE4CFE6C247DDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "SZ140288_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140288" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140288" ,
                              fuzz-from
                                lim lt ,



                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "SZ140288_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "SZ140288_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "SZ140289" } ,
                      {



                        subtype nat-host ,
                        subname "Rhinolophus sinicus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name



                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,



                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "SZ140289" } ,
                descr {
                  title "Bat SARS-related coronavirus SZ140289 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2253970CE7C834E9F57EF7E76404C91FBEC1FB445BF7323C9
C38BB910B3C2E23AD3BBA69D3CC6E014AE8134D6B8E51079F39C32EEFC137B424B049C3B0391F7
741E3AC308F9230B1B5905F41321FCE2EDDCC80C88EC8D38BDBA383FCE4CFE6C247DDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "SZ140289_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id



                                local
                                  str "SZ140289" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140289" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "SZ140289_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEFVDE
FYAYLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,



                              to 133 ,
                              id
                                local
                                  str "SZ140289_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus SZ140311" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "SZ140311" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros terasensis" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,



                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,



                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "SZ140311" } ,
                descr {
                  title "Bat betacoronavirus SZ140311 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 357 ,
                  seq-data
                    ncbi2na '22739507EF9B33F94B70FFA66004771F9E43977808FF32BC9
038BB950B9F2E23AFF3BA2BA3DCEC014A2B10B2E98F51479339032EEFC33F9426B8B9C3F0117FF



B7323AC300CC441F1B108BE41B2BECCEACFCD91C112E8C38FCBC0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "SZ140311_1" ,
                          location
                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140311" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140311" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "SZ140311_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,



                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "RAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCGGG
FYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDNDLV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "SZ140311_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus SZ140312" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "SZ140312" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros armiger" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {



                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name



                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {



                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "SZ140312" } ,
                descr {
                  title "Bat betacoronavirus SZ140312 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 357 ,
                  seq-data
                    ncbi2na '22739507EF9B33F94B70FFA66004771F9E43977808FF32BC9
038BB950B9F2E23AFF3BA2BA3DCEC014A2B10B2E98F51479339032EEFC33F9426B8B9C3F0117FF
B7323AC300CC441F1B108BE41B2BECCEACFCD91C112E8C38FCBC0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "SZ140312_1" ,
                          location
                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140312" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 356 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140312" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "SZ140312_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 119 ,
                  seq-data
                    ncbieaa "RAMPNLLRIFASLILARKHSTCCNASERFYRLANECAQVLSEMVLCGGG
FYVKPGGTSSGDSTTAYANSVFNICQAVSANLNTFLSIDGNKIYTTYVQELQRRLYMGIYRTNTVDNDLV" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 118 ,
                              id
                                local
                                  str "SZ140312_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {



                  taxname "Bat coronavirus HKU4" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "SZ140324" } ,
                      {
                        subtype nat-host ,
                        subname "Tylonycteris pachypus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {



                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,



                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "SZ140324" } ,
                descr {
                  title "Bat coronavirus HKU4 SZ140312 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 348 ,
                  seq-data
                    ncbi2na '2273970CEED93FC9B4F8FFA46C24CB1FBEC70F78CAF7167C9
438BB9D0B9C2E2CED739AEBA73CEF014A2B18B2EB8E41C79F39412EFFC133C4251C49C3BCB91F3
8B9C3AC118FB236E03028CE43F8FECC50EECC802CB978D7'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local



                                str "SZ140324_1" ,
                          location
                            int {
                              from 0 ,
                              to 347 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140324" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 347 ,
                              strand plus ,
                              id
                                local
                                  str "SZ140324" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "SZ140324_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 116 ,
                  seq-data
                    ncbieaa "RAMPNMCRILASLILARKHSTCCTNSDRFYRLANECAQVLSEYVLCGGG
YYVKPGGTSSGDATTAYANSVFNILQATTANVSALMSANGNTIVDREIKDMQFDLYTNVYRKVVPDP" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {



                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 115 ,
                              id
                                local
                                  str "SZ140324_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus TL13269" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "TL13269" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and



 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "TL13269" } ,
                descr {
                  title "Bat betacoronavirus TL13269 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,



                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273970CEF9B3FD9F4F8FF252024411BBEC3B0B808C7121E9
C38B99D0B3E2E23AF73BAEB9FECEE014AEB1F5D6B864147933903DEFF4337B424B069413CB97E7
249C3A0108CB63BF13D887C49B01ECE60EFCDB2ED4EF8F30BDB238B1C64FFE6C047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "TL13269_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "TL13269" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "TL13269" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "TL13269_1" } ,



                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIFASLILARKHNTCCNVSERYYRLANECAQVLSEMVLCGGA
LYVKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDE
YYAFLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "TL13269_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus TL13272" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "TL13272" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,



                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {



                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,



                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "TL13272" } ,
                descr {
                  title "Bat betacoronavirus TL13272 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273970CEF9B3FD934F8FF252024451BBEC7B0B808C7121E9
C38B99D0B3E2E23AF73BAEB9FECEE014AEB1F5D6B864147933903DEFF4137B424B069413CB97E7
249C3A0108CB63BF13D887C49B01ECE60EFCDB2ED4EF8F30BDB238B1C65FFE6C047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "TL13272_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "TL13272" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "TL13272" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "TL13272_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data
                    ncbieaa "RAMPNMLRIFASLILARKHTTCCTVSERYYRLANECAQVLSEMVLCGGA
LYVKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDE
YYAFLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "TL13272_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat betacoronavirus TL13277" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "TL13277" } ,
                      {
                        subtype nat-host ,
                        subname "Hipposideros pratti" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." ,
                    gcode 1 } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {



                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type



                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "TL13277" } ,
                descr {
                  title "Bat betacoronavirus TL13277 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 402 ,
                  seq-data
                    ncbi2na '2273970CEF9B3FD9F4F8FF252024411BBEC3B0B808C7121E9
C38B99D0B3E2E23AF73BAEB9FECEE014AEB1F5D6B864147933903DEFF4337B424B069413CB97E7
249C3A0108CB63BF13D887C49B01ECE60EFCDB2ED4EF8F30BDB238B1C64FFE6C047FDCE38F0'H } ,
                annot {
                  {
                    data
                      ftable {



                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "TL13277_1" ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "TL13277" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 401 ,
                              strand plus ,
                              id
                                local
                                  str "TL13277" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "TL13277_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 134 ,
                  seq-data



                    ncbieaa "RAMPNMLRIFASLILARKHNTCCNVSERYYRLANECAQVLSEMVLCGGA
LYVKPGGTSSGDATTAYANSVFNICQAVTANISALLAANGNKIVDVYIRDLQRKLYANVYRSVHVDYKFVDE
YYAFLR
KHFSMMI" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 133 ,
                              id
                                local
                                  str "TL13277_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat coronavirus HKU5" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "XW140589" } ,
                      {
                        subtype nat-host ,
                        subname "Pipistrellys abramus" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {



                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,



                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {



              seq {
                id {
                  local
                    str "XW140589" } ,
                descr {
                  title "Bat coronavirus HKU5 XW140589 RNA-dependent RNA
 polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 912 ,
                  seq-data
                    ncbi2na '7E7B1C31E323FC59F240E2E6742E7CB8B3B5FEEBAEBC71B40
5EBA852C9A639051E7C670CBBFF04F7929871640EF2E47CEA670E90473EF84082F0A1392FE27B3
BC3BF12022505E15C2FEE8CACF397F783091F7538E31EDA386BB6CE730CB8F394402ACCD9373D0
0FF0A21DECF34830EDF4ED229C0E7ABA0D63F8002B5138BDE7749311FF4C0A1AE18EBC7D717CD4
857D083FEDE5AF9F6F8E136D08486B19D3AF888F6ED3E90C867CD77460938E35E0C500ECF7ABB3
F12CCC8007B3021704A1139F84BCF7B4E73BAE30F4940FFA82227DCC885DCC79D71447D29EFA37
EEFBB9477486D9F6F'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame three ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "XW140589_1" ,
                          location
                            int {
                              from 0 ,
                              to 911 ,
                              strand plus ,
                              id
                                local
                                  str "XW140589" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location



                            int {
                              from 0 ,
                              to 911 ,
                              strand plus ,
                              id
                                local
                                  str "XW140589" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "XW140589_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 303 ,
                  seq-data
                    ncbieaa "CCTNTDRFYRLANECAQVLSEYVLCGGGYYVKPGGTSSGDATTAYANSV
FNILQATTANVSALMGANGNTIVDKEVKDMQFELYVNVYRKSQPDPKFVDRYYAFLNKHFSMMILSDDGVV
CYNSDYA
TKGYIASIQNFKETLYYQNNVFMSEAKCWVESDLKKGPHEFCSQHTLFIKDGDDGYFLPYPDPSRILSAGCFVD
DIVK
TDGTLMVERFVSLAIDAYPLTKHDDPEYQNVFWVYLQYIEKLYKDLTGHMLDSYSVMLCGDNSAKFWEESF
YRDLYTA
PTTLQAVGSCVVCHSQTSLR" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 302 ,
                              id
                                local
                                  str "XW140589_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,



          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "YC131468" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus ferrumequinum" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {



                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label



                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "YC131468" } ,
                descr {
                  title "Bat SARS-related coronavirus YC131468 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 355 ,
                  seq-data
                    ncbi2na '22539704E7C83CE9F77EF7E76404C91F9EC1FB445BF7323C9
C38BB910B3C2E23AD3BBA29D1CCEC014AE8134D2B8E51079F39C32EEFC13FB426B849C3B0391F7
F41E3AC108F9E10B1BD905D41129CCE2EDDCC80C886F8D303F8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,



                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "YC131468_1" ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "YC131468" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "YC131468" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "YC131468_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHKF" } ,
                annot {
                  {



                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "YC131468_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "YC131481" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus ferrumequinum" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand
 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,



                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,



                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,
                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "YC131481" } ,
                descr {
                  title "Bat SARS-related coronavirus YC131481 RNA-dependent



 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 355 ,
                  seq-data
                    ncbi2na '22539704E7C83CE9F77EF7E76404C91FBEC1FB445BF7323C9
C38BB910B3C2E23AD3B9A29D1CCEC014AE8134D2B8E51079719C32EEFC13FB427B849C3B0391F7
741E3AC108F9E10B1BD905D41129CCE2EDDCC80C886F8D383F8'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame one ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "YC131481_1" ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "YC131481" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 354 ,
                              strand plus ,
                              id
                                local
                                  str "YC131481" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to



                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "YC131481_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 118 ,
                  seq-data
                    ncbieaa "RAMPNMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGS
LYVKPGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEF" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 117 ,
                              id
                                local
                                  str "YC131481_1" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } ,
          set {
            class nuc-prot ,
            descr {
              source {
                genome genomic ,
                org {
                  taxname "Bat SARS-related coronavirus" ,
                  orgname {
                    mod {
                      {
                        subtype isolate ,
                        subname "YX131457" } ,
                      {
                        subtype nat-host ,
                        subname "Rhinolophus ferrumequinum" } } ,
                    lineage "Viruses; ssRNA viruses; ssRNA positive-strand



 viruses, no DNA  stage; Nidovirales; Coronaviridae; Coronavirinae;
 Betacoronavirus." } } ,
                subtype {
                  {
                    subtype country ,
                    name "China" } } } ,
              pub {
                pub {
                  gen {
                    cit "Unpublished" ,
                    authors {
                      names
                        std {
                          {
                            name
                              name {
                                last "Latinne" ,
                                first "Alice" ,
                                initials "A." } } ,
                          {
                            name
                              name {
                                last "Hu" ,
                                first "Ben" ,
                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhu" ,
                                first "Guangjian" ,
                                initials "G." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Libiao" ,
                                initials "L." } } ,
                          {
                            name
                              name {
                                last "Olival" ,
                                first "Kevin" ,
                                initials "K.J." } } ,
                          {
                            name
                              name {
                                last "Zambrana-Torrelio" ,
                                first "Carlos" ,
                                initials "C." } } ,
                          {
                            name
                              name {
                                last "Li" ,
                                first "Bei" ,



                                initials "B." } } ,
                          {
                            name
                              name {
                                last "Zhang" ,
                                first "Wei" ,
                                initials "W." } } ,
                          {
                            name
                              name {
                                last "Shi" ,
                                first "Zhengli" ,
                                initials "Z." } } ,
                          {
                            name
                              name {
                                last "Daszak" ,
                                first "Peter" ,
                                initials "P." } } } ,
                      affil
                        std {
                          affil "Wuhan Institute of Virology, Chinese Academy
 of Sciences" ,
                          div "Key laboratory of special pathogens and
 biosafety, CAS" ,
                          city "Wuhan" ,
                          sub "Hubei" ,
                          country "China" ,
                          street "No.44 Xiao Hong Shan" ,
                          postal-code "430071" } } ,
                    title "Origin and cross-species transmission of bat
 coronaviruses in China" } } } ,
              user {
                type
                  str "NcbiCleanup" ,
                data {
                  {
                    label
                      str "method" ,
                    data
                      str "SequinCleanup" } ,
                  {
                    label
                      str "version" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "month" ,
                    data
                      int 8 } ,
                  {
                    label
                      str "day" ,



                    data
                      int 2 } ,
                  {
                    label
                      str "year" ,
                    data
                      int 2019 } } } ,
              create-date
                std {
                  year 2019 ,
                  month 8 ,
                  day 2 } } ,
            seq-set {
              seq {
                id {
                  local
                    str "YX131457" } ,
                descr {
                  title "Bat SARS-related coronavirus YX131457 RNA-dependent
 RNA polymerase mRNA, partial cds" ,
                  molinfo {
                    biomol mRNA } } ,
                inst {
                  repr raw ,
                  mol rna ,
                  length 344 ,
                  seq-data
                    ncbi2na 'C139F20F3A7DDFBDF9D9013247E7B07ED116FDCC8F270E2EE
442CF0B88EB4EEE8A74733B0052BA04D34AE39441E7CE70CBBBF04FED09AE1270EC0E47DFD078E
B0423E7842C6F64175044A7338BB773203221BE34E0FE'H } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            cdregion {
                              frame two ,
                              code {
                                id 1 } } ,
                          partial TRUE ,
                          product
                            whole
                              local
                                str "YX131457_1" ,
                          location
                            int {
                              from 0 ,
                              to 343 ,
                              strand plus ,
                              id
                                local
                                  str "YX131457" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } ,
                        {
                          data
                            gene {
                              locus "RdRp" } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 343 ,
                              strand plus ,
                              id
                                local
                                  str "YX131457" ,
                              fuzz-from
                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } ,
              seq {
                id {
                  local
                    str "YX131457_1" } ,
                descr {
                  molinfo {
                    biomol peptide ,
                    tech concept-trans ,
                    completeness no-ends } } ,
                inst {
                  repr raw ,
                  mol aa ,
                  length 114 ,
                  seq-data
                    ncbieaa "NMLRIMASLVLARKHSTCCNLSHRFYRLANECAQVLSEMVMCGGSLYVK
PGGTSSGDATTAYANSVFNICQAVTANVNALLSTDGNKIADKYVRNLQHRLYECLYRNRDVDHEF" } ,
                annot {
                  {
                    data
                      ftable {
                        {
                          data
                            prot {
                              name {
                                "RNA-dependent RNA polymerase" } } ,
                          partial TRUE ,
                          location
                            int {
                              from 0 ,
                              to 113 ,
                              id
                                local
                                  str "YX131457_1" ,
                              fuzz-from



                                lim lt ,
                              fuzz-to
                                lim gt } } } } } } } } } } } }

------=_Part_101880_1662900821.1565687492994--
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